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ATCTGCCAGCCTAGTGATCTTGCCAAGAGAGGAAGGAGCTGGATCTGATGTGAT 
CTGAACTTCGTCACCATACCGTCACAGCTGATGACCTAAGCTTCCTCCAAGTCGA 
GGGATGGTGCAGCTCCATTGAAGTCTCCTCTTCTCTCCTCCAGGCTCTGCCCACCT 
CACGAGAGCACATGGTCCTGACTGCAGTGACTGCAGGAAGACCTGGGATGGAGG 
5 GCTCTGCTTTCTCACCATCCTCTTGGCCTGGCTTCTCTAACATGTTAAAAACTTAC 
AGTGGCCCACAACTGTAATCCCAGGACTTTGGGAGGCCGAAGCAGGTGGATCAT 
GAGGTCAGGAGTTTGAGACTAGCCTGACCAACATGGTGAAATCCCATCTCTACTG 
AAAATACAAAAATTAGCCAGGCGTGATGGCACGCGCTTGTAATCCCAGCTACTC 
AGAAGGCTGAGGCAGGAGAATTGCTTGAACTCAGGAAGTGGAGGTTGCAGTGAG 

10 CCGAGATTGTGCCACTGCATGGCAGCCTGGGCGACAGAGTGAGACTTCGTCTCA 
AAACAAACATACAAACAAACAACAACAACAAAAAATCCCTCGCTTTTTTGCTGG 
TATCTATAGTGCTTTTTTTGCTGGTATCTATAGCTTTTGTGAGACTCAGTTTATTTA 
GCTTTAGCITTCCTGATATTATTATTCTTACAAATTTTGCCTTGGGACACTCTTTCC 
ATTCATTGATTCAGGCAATACTTATTGAGCACCTACTATTTGCCAAGCACTGGGA 

15 AGCCATTGAGAATAAAACAGTGAAGAGTTAGAAAAGGTCTCTGATCTGATGGAG 
GGCCTATTCTACTGGTGCTAACTGAACAAGTAATATGTGCTCTGAAGACATTAAA 
ACAAGACAATGTGATGGGGGATGCTGAGAATCCAGTAGGAAACTACTTAGATGG 
GAAAATCAGGGAAGGTCCCTACAAAGGAGACATATATGCTGAAACCTCAATAAA 
GAGAAGCAGCCAGCCATGCAAGGATATGGAGGGAGAGCAGTTATGGCAGAGGG 

20 GTCAGCAAAGACAAAGGCCCTGAGGCAGGGAGGAGCTTAGCATGGAAGGGGAA 
CCTGGGAGGCCGGCTGGCTGGACTTGAGTGAACATGGGGCTGAGATGAGATCAG 
AGGAGAGCAGAGGCCAGATCCCCCGGGCTCCTAGGTCAGGGTGGGGCTGGTGCT 
TAGGAGTTCTGAGGCTGACTCTGATTTAGTCTGAGGTCGGTGTGCCTCTCAATCC 
CGACTCACTTGTGGTCCTCTATGGCCCGCAGGCTTGTTGAAAGTGCCCCACTTCCT 

25 TCCTCACAGCAGCCTCTGTGCAATCCGAATTGCGCTGTGAATTTCCCTGCCACTC 
AGGAGCCCGGGGCAGGGCTTCACCCCTAGTTCAGTTACCAGGAACCAATCTTTCT 
CCACCTTCCTGCCCTAGCCCCACTGGGTCTGTCTCTGCATCTGTGAAATGGCTGA 
GTGTGACCAAATGATGCAGGTAGCCTTTCCACTTCTTTCTACCCGTGGCGCCTCG 
GGTGGAGGCGTGGAGTTTGATTGGAAGAGGGTAAAGCAAAAGTGGAATCCTGGC 

30 GAGAAATGAAACTGAAAGAAAAAATTCCTCCTGGAATTTTTTGGCTCTAAGGAG 
GCCAGCAGCGGGGGTTTGGGGTAGGAGGCAGAGGTAGAGAAGGAGGGAGGTTT 
TTAGAAAGCTGACCGGGCAGGAGCCCTGTGACCCAGGCTTTCACTTCTCCTAAAC 
ACCCAGTAGCGCCATGTGATGCAGGCAGGGGACTGCGGATAGGGCCTGTGAAAG 
GGGAAGCGAGGGGAGCCCAGAGTTTCTCAAGAAGCCGAGAGAGGGACAGAGGC 

35 TGAGCCTGGGGGGAGGGCTGCAGGGGACTGAGAGGGGAGTGTAGGCAGTGGGG 
GTGAGGGGGACAGGGAGGAGGTGGAGAAGACGGCAAGGGGCAGCAGGGTGACT 
GGGGCAGAGGGAGCCCCCACCCCACGCCCAGGGCAGGCCAGGAGTCATAAGGA 
GAGGGGACAACAGGAAGGGGCGACAAACGGGGAGGGGAAAGGGAGGCGGAGG 
GGCAGCGAAGTGAAGCAGGGAGGGTCGCAGTGTGAACAAGAGTGCGAGGAAGG 

40 GTCAAGGTGGAGGGAGGAGAGGGGAGAGTTAGGGAGAAACAGCTGCAGGAGAG 
GCGCGGGGAGGAAGCCTTAGGGGTGGGGGAAGGGAGAGGGGAGTTGAGAATTA 
GGGAGGAGGTGGTAGAGTCCGGGTAGTGAGCGGAGGGACAGGAAGGGTAGGGC 
AAGAAAGGGAGAGGGGACAGGAGGGAAGGGTGGGCCAAAGCGGTGAGAAAGG 
AGGGCCAGCCAGTTGGGTGGGGGAGAGGGCCGAGGCCCGGGGGCAGGAGTGCA 

45 GGGCTCTGAGGCGGGGAGAGGAGAGGAGAGAAGAGCCGCGGGGGGCCCAGCCC 
GGAGCCAGGATGCCCGCGCCGCGCGCCCGGGAGCAGCCCCGCGTGCCCGGGGAG 
CGCCAGCCGCTGCTGCCTCGCGGTGCGCGGGGCCCTCGACGGTGGCGGCGGGCG 
GCGGGCGCGGCCGTGCTGCTGGTGGAGATGCTGGAGCGCGCCGCCTTCTTCGGC 
GTCACCGCCAACCTCGTGCTGTACCTCAACAGCACCAACTTCAACTGGACCGGCG 
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AGCAGGCGACGCGCGCCGCGCTGGTATTCCTGGGCGCCTCCTACCTGCTGGCGCC 
CGTGGGCGGCTGGCTGGCCGACGTGTACCTGGGCCGCTACCGCGCGGTCGCGCTC 
AGCCTGCTGCTCTACCTGGCCGCCTCGGGCCTGCTGCCCGCCACCGCCTTCCCCG 
ACGGCCGCAGCTCCTTCTGCGGAGAGATGCCCGCGTCGCCGCTGGGACCTGCCTG 
5 CCCCTCGGCCGGCTGCCCGCGCTCCTCGCCCAGCCCCTACTGCGCGCCCGTCCTC 
TACGCGGGCCTGCTGCTACTCGGCCTGGCCGCCAGCTCCGTCCGGAGCAACCTCA 
CCTCCTTCGGTGCCGACCAGGTGAGTGGCAGGAGGCCTGCCCCGGCATACTCCGG 
CGGGTGTGGAGGGAAGGAGGGCTGGCCCCCAGCGTGACCTGGGACAAACCAGGT 
CCCCTGCCTGCACTAGTTTCCTGATTTGAAAGAAGAGGGGGGCTAGCCCTTGCAA 

10 AACCGATGGCAACCGCAGTGGGAATAACCATGGTTGTTTTTTTGTTTGTTTTATTT 
TTTGAGACGGAGTTTCACTCTGTCGCCCAGGCTGCAGTGCAATGGCGCGATCTCA 
GCGCACTGCAACCTCAGCCTCCCGGGTTCAAGCGATTATCCCTCCTTAGCCTCCA 
GAGTAGCTGGGATTACAGGGGCCrGCCACCACGCCCAACTAATTTTTGTAATTTT 
TTTTTTTTTTAAGTAGAGGTGGGGTTTCACCATGTTGGTCTTGAACTCCTGACCTC 

15 AGGTGATCCACCTGCCTAGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCA 
CCACGCCAGGCAGGTTGGTCTTTTTTGAGCTACTTGCAGGCCCTATGCTAAGCAC 
TTTCACTGTTTAACTGATTTAATACTCTTCACCACCCAGGAAGTAGGAATTATTAT 
GCCCATTTTACAGAGAAAGACACTGAGAGGTTTCATGGCATTAATCAACTTGCCC 
AAGGTGACATGGAGGGTCGAGGAGCCGAGTAAAGGCAGCTGGACTCCAGGTCCC 

20 ACCATGAACCTCCTCTCTGTGTGTTATGGGGATGTGCGGGCAGGGCAGGAGCAA 
GCCAGCTTCTTCCTACCAGCAGTGCTAGAGGCTGTCAGGCCGACTTGCTCAGATC 
CCAGCTCTGCCTTTCACTAGCTGGAGCCACATGGGCAAGAACTCATTTATATCCT 
GAATGGGCTGCCTGGTCTTCTCCCTTAGCTCAACCTCTGAGCCTTTCTCCGTTCCC 
CCTTGAACAGAGCATGGCACGTAGAAGAAATTTAATAAGTATTTGCTAAATGAA 

25 TGAGTAAATGCCCAACAACACGGCTATATTTTGATAGCTGTTCCCAGTGGGATAT 
TAGACAATAATTTAGACTAAAATGTAATATTATTAAAATAACCACATATGGTGTA 
AATGAGCAAAAGCAGGAGGCAGGACTGCATACAGATAGGACTGCAGCCATGTG 
GAAAGACGAGGTGTCAACGAAAGGAAACTGGAAAAAGATTGTCACAGTGGTAT 
GATCAGGCCACTGGACTAATTGCACTTTCTTCTTGTCTCAGTTTATCAAATGTTCT 

30 TTGATTGCACATATTATACTCATAAAGGGGACATTTTTCAAAAGGATCGTTTCAT 
CCAATTGGCACCCACAATTCAGCACCTAGCAGTTTCCAGTGTCCTTGACAAGGAG 
TCACTTGTCCAGCTTGTTTAGGATCCTTTGATGATGACTTCATGCCCCCAGGCCAG 
CCCTGGCCATCTCTTTTCTTTTCTTTTCTTTTCTTTCTTTCTTTCTTTCTTTCTTTCTT 
TCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCCTTCTTTCTTTCTTTCTT 

35 CCTTTCTTTCTCTTTCTCTCTCTCTCITTCTTTCTCTTTCTTTCTTTCTTTCCTTCT^ 
CTTTCTTTCTTCCTTTCTTTCTCTTTCTCTCTCTCTCTTTCTTTCTCTTTCTTTCCTTC 
TTTCCTTTCTTTCTTCCTTTCTTTTGACGGAGTCTCGCTCTGTTGCCTACGCTGGAG 
TGCAGAGGTGCGATCTCAGATCACTGCAACCTCCACCTCCCGGGCTCAAGCAATT 
CTCCCTGCCTCAGCCTCCCAAGTAGCTGGGATTATAGGTGCCCGCTACCACGCTG 

40 GCTAGTTTTTGTATTTTTTTAGGAGAGATGTGGTTTCGCCATGTTGGCCAGGCTGG 
TCTTGACTCCTGACCTCAGGTGATCCACCTGCCTCAGCCTCCCAAAGTGCTGGGA 
TTACAGGCGTGAGCCACTGCGACCGGCCAGCCCTGACCGTTTCTTACTTCTTGTT 
GACATTCTTTCTGACCTAGAGACCCCCAATATTTGTCAATGGGAATCTCTCATCTT 
CCTTTAATCCTATTATTTCATTGACATCCCACTAGCACCCCCAACCCAGTACCCTT 

45 AACCTGTGTCATTGACCCTATTGACCTCCAGAGAGCCTCACCCATCTAGTACCCC 
CTGTGGCAAAACTGATCTTCTGGAGGCCAGGCCACTGAGCAGAGCCTCCCGTGG 
CATCAACAGGGCCAGAAGCTCCTGTACGTTCTCCCCTTGGCTGGGCACGAACTTT 
GGGTGGAGCAAAGGCAGGCCACAAGGCCTCATGAAGTCGGGACCTGATCCCTAG 
GACAGTGCAGAAACACCAAAATGATTTGAGGCAGGAATGGACATCACTGGATTT 
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GAGCTCTTCAAAAATGGCTCCGGCTGCAGTGTAGACAGCATATGGGTTAACAAG 
AGTGGGTACTTCACAACAGGCAGGAAGCGGCTGCAGAATTCAGGGGGGCAGTCA 
GATGGGGATGTGGGGGTGGGTGGGACTGGCACCATCTGGCAACAGCTATACCCC 
AGGAGCTGCGTGTTTCACATACTTGCTGATTTCAGAAAGGGCCATCCATCACTCT 
5 CGACAAAGCATCTGCTCATTCTAAAAGAACTCATTTATATCCTGAATGGGCTGCC 
TGGTCTTCCCCCTTAGAGTTACAATAGTCACATTCATTTACTTCCAATTAATAAAT 
GGAAGTGGCTGCTTCTAATGGGACCTATTCAATTTTCTGCTTGAAAGTCTAGAGC 
GAGAATTATCAGTGAGCTGATATGCCCCTCCCTCCCCACTTCCAGGAGGACCCCG 
CAGAATCTCCAATGGA/VTGCGGGTTTAAGTGCATCTGTGTGGACTATAATTTTAC 

10 ATTTGAAAAAGGAAAAATAAATACTTGTCTTTTCCCCAATGCAACTACAGAAAGT 
AAAGTTTGACAAAATCGCCCTAGCTAGTGGAAATATAAATCTCTACTTGAAAGGC 
AGTAATGGATCCTGAGATTTGCAGGGGCATGGAAAGGGTGACTGGTTTAGCAAT 
GTAGAGAAGTATTTATTCTCTCCATTGAAATGGCCCCTAGTCCTCACTGCTTTTTT 
TTTAAATGCAGATGCCCAGGTCCTGCCCCAGACCTGCTGAGTCAGAATCTGGGAC 

1 5 CTGGGCCTGGGAGATTTGGAAGCAGCTAGTGCAGCTGACTGGAGCCAACAGACC 
AGAAGGGGCCTGGGGCCTGGCTGTTGCTGATTGATCCAAATTCTGGGTAAAGATT 
TTCAGCCCATCTGCCCTTGCTGGGAGGCCTGAAAAAAAACGTTTTTTTCACCAGG 
CCAGAACTCACTCTTGGGGCTGTGCCTGGGACCACCTCTGCTGTATATCAGAGGG 
ACAAAAGTGGGGTGAAAGGATGGGTCACAGTAGGCTTCTCTGCTTGCCTCTCCGA 

20 ACTGCAGAGGAAATTCTCGCTCAGACTTCTGTTCTTTCGGTAACATGCATACAAC 
ATTTTTAATAATGTGCAATAAAACTGAGATCTTATTGGCTTTTTTCTGATTATAAA 
AGTAATGAATAGGCCGGGCGCGATGGCTCACGCCTGTAATCCCAGAACTTTGGG 
AGGCCGAGGCGAGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACA 
AGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGTGTGGTGGCA 

25 GGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCATGAACC 
CGGAAGGTGGAGCTTGCAGTGAGCCGAGATTGTGCCACTGCACTCCAGCCTGGG 
CAACAGAGCAAGACTGTCTCAAAAAAAAAAAA.TAATGAATAGTGTAGGTTGCTC 
AGTGAAAAACAAAGGGATAAATCAACCAGAAATGAACAAGTGGCATCTGAGAC 
ATCTGTTGTATGTGTTCCTCTGCGACAATAAAAAAGCAGTGTGTGTCATGGGTAT 

30 GCAAAAGCAGCTGGGCCAAATGTCCTGATCTTTAGCAAGTGACTCCCAAGAGAA 
GGATTCATTCATTCACTCAGCAAATATTTACTGAGCATCTGTTTGTGATCAGAGA 
CTGGGAAAGTGTCGGAACGCCCACCACCCACTGACCCAAGAAGTGTCTCTGTAG 
GAGGGAGGGGTATGGGTACAGAGAGTGCCCCGGACCCCTTTGGCCCTCACTGTC 
ACCCCTTCCTGAATGGCAGGTGATGGATCTCGGCCGCGACGCCACCCGCCGCTTC 

35 TTCAACTGGTTTTACTGGAGCATCAACCTGGGTGCTGTGCTGTCGCTGCTGGTGG 
TGGCGTTTATTCAGCAGAACATCAGCTTCCTGCTGGGCTACAGCATCCCTGTGGG 
CTGTGTGGGCCTGGCATTTTTCATCTTCCTCTTTGCCACCCCCGTCTTCATCACCA 
AGCCCCCGATGGGCAGCCAAGTGTCCTCTATGCTTAAGCTCGCTCTCCAAAACTG 
CTGCCCCCAGCTGTGGCAACGACACTCGGCCAGGTAAGGAGGGGCTCTGGGTGC 

40 AGGGAGCCTCCAAGCCTGGAGAAGCGCTGGATCGCTCCCGGGGAGGCATGGTCC 
AGGTTGCAGACATTCTGGTTCAGCTACAGTGATAGCTTTTTATGATGATCTGCTCT 
CCAGTGGGCCAGAGCTGCCCGCTGTGACTGAGGATGGAGGTCAAGGTAGTGGTG 
GTAGTGGTGGTGGTATTATTGGTTGCCATCTACGTACAGAATGTGTGAGGATGGG 
GCTGGGGGCGGTGGCTATCCCTCTAATTCCAGCACTTTGGGAGGCTGAAGCTGGT 

45 GGCTTGCTTGAGCCTGGGAGTTCGAGACCAGCCTGGGCAACATGGTGAAACCTC 
ATCTCTACAAAAAAATACAAAAATTAGTGGGGTGTGGTGGCCTGTGCCTGTGGTC 
TCAGCTACTTGGGAGGCTGACATAGAAGGATCAATCGAGTCCAGGAGGTTGAGG 
CTGGAGTGAGCCATGATGGTGCCACTGCACTCCAGCCTGGGTGACAGAACAGGA 
AAAAAATAAAAAAAGAAAAATGAAAAAAAAGGAAGTGTGAGGATGATCAGGGT 
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CTTGACAGTGAAGATGGTAGTAAGGATAAGGATGATGGTGTTGGTATCTACACT 
GAAGACACAAACATTGGCAATGCGGAAGACAGTGGCATTAAAGGAGAGGATGA 
TGGGGATGATGTTTCCAATGAAGGCTGTTAGGATACAATGTAAATAATTCCACAT 
TACCCTGTTACTAACCATCACAGCGTCTTAGGAAATCGGCCAAACTCGCTCCCTC 
5 CTCATTAGCTGACATCCAAAGGAGGAAGGTTCTGAATGACCTTGCATAGGTCCCA 
TGGCTTCCTTTTGCCCCTCGCCTTCCTAAATTAACTGTCTACTTATGCCAAGCAAA 
TCTGTCTCCAGACCTTGCAGCCAGTTACAGCTCTTGTCAATAGGATCTAAATGAA 
AAAGGTGAAGAACATGCTTTCCCCAGTCTGGCATATTGCTAGAGGTTTGTAAGTT 
GTCAGGAGCCGAGAAGTGTGGTGGTTTTCATTATCTATCGCTGCCTAACAAACCA 

10 CACCAGAGCTTAGTGATTTAAATGACCTTTTTATCTCCTCTCCCAGTTCTGAGTGA 
CTGGGCTCAGTCGGGCCGTTCTGCTTCTCGTGATGGCACTGGGGTTGCAGTCATT 
TGGGACCTGGAAAGGGCTAGAACTTCTGAGTCTGCTCACTTACATGGCTGGCAGT 
CAATGTGGGCTGTTGGCTGTGAGCTCAGATGGGACTGTGTGGACCAGAGCACCTT 
GGTTCCCATTCGTGTGGTCTTACCATGTGGCTTGAACTTCTCACAGCGTCGTATGA 

15 GGGTTCCAAGAGGAGGGAGCTTTCCAAGAATGAATGTTCCGGGGAGGAAGAAAG 
CAGAAGTTATGGGTCTTCTTAAGGTCCTTAAGAGGCGTTGAAGTCCCAGACCACC 
ACTTCTGCTTCATTCTAACAGGTCAAAGCTGTCACAAGGCCAGCAGGGAAACAAT 
GGCAGTGAAAGTAAACTCCACCTGTTGGTGGCAAAATGGCAGCACACGCTGGGA 
AGGGTGGAGTTGACAGTGGCTGTCTTTGGAGATGACTACACTAATATTGTCCCTT 

20 TTGGAATCTCAAAGGACAGTGCAAGGCTCTTGGACAAAAAGAGGTCAGAAAGCT 
CTCAGGACAAAGGGCAAAGGGCAAAGGGTAAAGGCTGCAGCAGTGATTGATCA 
ATCTTGTCGCCTACTGATATTCCCTCTACCCCCACCTCTCCACTCTCTATGCCTTGT 
CATGGAGGGAGAGGGTTGCCATGTTGACTGTTGAGGAGGATGGACTTGAGACAG 
CAAGGGGGGGGAATTTTGGTGTATCAAATCTGTGACAGCGTCTCTCTCTGAGTCA 

25 GGCTTGGACTGGGACTCCCCTGGTTCCCGTGGCAAATTGATGCTACGAGCCAAAA 
AATCCCTTCAGACTGTTTTCCACAGTCTCTGGTCTTACTTCCCTCAGGACTCAGAG 
GGGCCACAGCTCTAGAGCGGAATGAGTCTTGGCTAGGCACTTTTGCAGCAAAAG 
AGAGGATAGAATAATATTGGCAGTAGTGGTGCCAACATTGAAAAAGAGTGATGG 
TGATGTGAATGGAAACTCCGTGGAGAGGACGATTTTGCTGACAGCAGTCACCTTA 

30 CTAAAGGTGATGATAGTAAGGATGCTGGCCTTGGCGATGGTGGTGATGATGGCG 
AAGGTGGTGCTAACAGCGGGGTGGAGGAGATGAGGGTACTGATTTCAGAGACGT 
GCTGATACTGGGAGGAGGATTAAATTAGGGGGTGATGGTAGAAGTGAAAACGTT 
GGCTGAGGTGGTGGGGAAGATTATGGCTGCTGCGTTTGTTTGTTTGCTTGTTTTTT 
GAGAGGGAGTCTGGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCACAGTCTTGGCT 

35 CACTGCAACATCCGTCTCCCAGGTTCAAGCAATTCTCCTGTCTCAGCCTCCCAAA 
TAACTGGGACTACAGGTGCACGCCAAAACAGCCTGGCTAATTTTTGTATTTTTAG 
TAGGGACGGAGTTTCATCATCTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGG 
TGATCCACCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATAAGCCACCAA 
GCCCAGCCTTGACTGTTGTTTTATCTGCTGCCTCTGGGGTCTCACAGAGACCGTCA 

40 ATGTGCCCGCGTGCTGGCCGACGAGAGGTCTCCCCAGCCAGGGGCTTCCCCGCA 
AGAGGACATCGCCAACTTCCAGGTGCTGGTGAAGATCTTGCCCGTCATGGTGACC 
CTGGTGCCCTACTGGATGGTCTACTTCCAGGTGAGCATACCTGCCCTTTTTCTCTG 
GGGGCCTGGCTCCCCACTCACCATCTGAATGGCCTCATTTCTCATCACAGAGGCC 
CAGGGCATGTGGAAAGGGGGAAAGTCTGGGAATAAAGTGAGGTGCTGCCCCGTA 

45 CCAGCTAGCATGGGGCCTGGCACAAAGCCGTCTCAGCAATCCGACTCCCTCGGTG 
GTACGGCAAGAGGAACTCTGGAGACAGCTTCCTCCTGCTATACCTCCTGCGGGAG 
TTGAATTACTGGGATGGCTTTGTGCCAGGCTAGGTCCTTGAATAAGTCACCTCAT 
CTCTCTGGGCCTGTTTCCTCATGTGTACAATGGGTGGCTTAAACGAGAGGCTTTTC 
CAGCTCTGCTGCATTCAGATTGTCCGACTTGGTAGCTGAGGCCTAGAGAGGGTGT 



104 



wo 02/074979 



PCT/US02/08456 



GTCAGTTGCCCAAGGCCCCACGGCAGGCAGGTCAGGGGCAAGCTCACAAAAGTG 
AGTACTTTGCAACAGTGGTTCCCCAGCCTGGCTGTGCTTCAGAATCACCGGCAGA 
GCTTTTAAAAATATGCTGTTTTAAAAACAGATTCCAAGTCCAACCACAGGCTATT 
GAATCAGAATTGCTGGGGAAGTTTCTAGTTTAAGAAACTTTTCAGATGATACAGA 
5 TACTCAGAGTTGAGAACTATTGTCTTCCACTCACCATATTACTCCTCAGTGGGGA 
GGTTAGTGATGTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGATAGGA 
GGGTGGGCAGCAGCTTAATGCTAGCCCCCAGGCCATAAGGTCATTGCCTTCCATA 
CCCCCTTCACAGGAACATTTGTTGGAGCTCCCAGCCTGCTACTTAGGGGCACACA 
GTATTTCTATGATGAGATGGCGGCATGTGGTGGGAGGGTGTCCATGGCTGATTCT 

10 CAGTCATACCAATCAGATACTGACTTCCTTCCATACCAGTTGGTAAATGGCTGCT 
GCCCTGAGCAGTCCACATGCTCTCCCCTGCCCCAGCCCTTCCTGTGGGAGTCTCCT 
GGATCCTACTCCATTATATAGCAACTAAAGGGGCAGTGCGTGGTATTGGAGGTG 
GCCCCTGGGCCCTGCTCCTGCAGCTGTGTCCAGAGCCATTCTGGCAAGTCCATGT 
CTATGCAGTGCTTGTGTCAACCTGTGGACTCAGCTTGGCTTCAGTGTCAGATGAG 

1 5 AACTCCCTGTGGGGGC AGCCATTATCTTTCCC ATTTCAGCAAAC ATTTATCCATGC 
TTACCCTGTGCTGGGCCCTGGGGACACAAATACTAGTCAGACCAGCTGTGCCTGG 
GCTCTGGGATAAGGCTGCACGCACTGCCTACAGGCCTGAGAGCAGAGCACAGGA 
AGCTCCCTGCCCAGCCCAGCTACCTAGGAGAAAGGAGGGTGGGAAGGTGACTAT 
CTCCCTGAGACTGGGAGAGGGGACAGCTGCCCAGCTGTCCTGTGGTACGGCGCT 

20 GAGGAATGCCACCTAGGAGTTGGGAGGGGGCATGGCCGTTTCTGTTCCAGCCTC 
ACCCCTGTCTCTCTTGGCAGATGCAGTCCACCTATGTCCTGCAGGGTCTTCACCTC 
CACATCCCAAACATTTTCCCAGCCAACCCGGCCAACATCTCTGTGGCCCTGAGAG 
CCCAGGGCAGCAGCTACACGGTGAGAGATAAAGCATGTGTTCGGCACCCAGTTC 
AGCCAGGTAGCGGCTTCCTCTGAGAAGAGGAGGAAATGAAACTGCCTTCACACT 

25 CCCCTTTCCTGCCTGCAAGGCAACCTCAGGATACAGGAAAAGCACCTGGAGGGT 
GGGAGGACTTGTGTCACAGCGCAGGGATCCTGCCAAGATGCTCAACTGCTTGAA 
GGAATTCAGGCCAGCTGCACACCCCCATGCTGCTGCTCTGAAGCAGGTCTCGCTG 
CCTAATTTGCACCCTCAGATCAAGCATACTTAGGTCCCTTTTCAACTCTTCCTTGT 
CCCCTCTTTCTCTGGGACCCTTAGATACCTAGATCTCTGCCTTTCCCAGAACTTTC 

30 TAAACCAGTTCCTTGGCATTTCAGACTCATGAAATGAATGATCTGCAGAGCTGGC 
AGATATATGAGAAATTTGCCATTGTAGTCCATTTCCTTGCCCATGGCAGACATCA 
CTAGTCAATCATGACTTTTTTTATGCTGAGCCCATAAATGTTCCATAATCAGCCAC 
TACCAATTGATAAAAGTTAGAATACAAGAGGAACCTATTTGCCATCTCTACATAA 
TCCCACTCCCTGGTTACACAGCTGAGGAGCATGAACTCCAGAGAGGGAAAGGAG 

35 CTGGACCCCAGGGTCACCCAGGGCCAGTCTAGAGTCCAGGTCTCCTGACTGCAGC 
CAGGCTCCTTGCACTCTGCTAGCCTGCCTCTCCTGACTTCCTCCTGCCCAGATCCC 
GGAAGCCTGGCTCCTCCTGGCCAATGTTGTGGTGGTGCTGATTCTGGTCCCTCTG 
AAGGACCGCTTGATCGACCCTTTACTGCTGCGGTGCAAGCTGCTTCCCTCTGCTCT 
GCAGAAGATGGCGCTGGGGATGTTCTTTGGTTTTACCTCCGTCATTGTGGCAGGT 

40 GTGCAGAGGGGTGTGGGGCAGGGGGCTGAACTTTGGGCTTGGGGAAGTCTGCTT 
CCACCATGGGCTGATGCTGAAGTGGTAGCCTGGACCAAGTTCAGCCTCTCCCAGT 
GGGCGTCAGTGTTGGCTTCCCAGAGGTGCAAGCTGAAAGAGACCCTCCTATCTAA 
TCCAGCTGCCCCTCATTTTGACAGAAGAAGAAACTCAGGCCGAGAGAGGAACAA 
ATATTTTCCCCCAGTGAATTATCAGCTCCTTGAAGGCAGAGATAGTTTTTCTTTTT 

45 TTATTCACTGCTATGAACATGCACGTGGGCCCTCCATAAATGTGTTGAATGAATT 
TTCCACTTAGTGGCAAATGAAGACTTAAAAAAAAATTATCTTCCTTCTTCCATTTC 
AAAAGGATCTGAAGCCATTTGTTACAAAGTGGGGGTTGGTGGGGGCAGTGGGGG 
GGATCAGCTAAAGAAGTCTTTCACACTGTTGCACAAACCTGAACCCTTTTTACTT 
AGTAACTTTATGACCCTGAAGTTCCTTAGAGTCTCTGAGCTATGTCTTTAAAATG 
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GGGACAGGTGTCATTCGGACCCTGAGCAGGGCTCTGCCCTTGTGGAACTCAGTCT 
GATGGGGGGTGTTGTGAGGATTACAGCAGATGAAGTCTGTAAAGCACTCAGTAG 
TGTGCCTGGATCACAAGTATGTGCTGGAGAAATGAAAGCTCCATAAACGGTATT 
GTGTTGAAAGTGTGAAAACCCAACTAGATTTTATTCCAGCTATATCCTTAAAGCA 
5 GTTTGTCCTATTTTATCCTCACAATAATCCTGGGAATGTTATTCCTGCTTCTTGAG 
TAAGGGAACTGAGTCTAGAGAGGTTAAGTGATTTGCCCAAGGTCACACAGCTAG 
CCAGGCTGGGAACCCAGGTCCCCCAACTCCATGTCCAATGTTCATTCCACTAGAG 
CACAGCTATCTCCCAAGCAACACAGGAGAAGGAGATAACATAGTTAAACTTGAA 
AGCCAGGTTAGAAACACTACAGCAATACTTGACGTTGCAGTAGAGAAGTCATGT 

10 GATATCATGGAAAGTAGGCCAGCTTTGAAACCAGACATACCAGAGCTCAAATCC 
AGCCCTGACTACTTATCAGCTGTGTGACTGTGGGCTAGTTGCTTAACTTTCTAGTT 
AAGCACTTGAAAGTGCTAGTTATTTCACTTTCTTCCGCAGCAAGGATGCATGGTA 
AATGCCTAGCACATAACAGGTTCTCCATTAATGAGAGTTGTTAGTGTTATTGAGT 
GCAAAACTCAGCTTGGAGCTTCTAGCAGCCAAGACCAAAAGGGAGGAGTTGGTC 

15 ACATCTTGGCCCCCTCCTCCACCCCCCAGTCCAGCATTCTTTTCCTTGCCTGCTGC 
TCAATCTTTGGCTGCTTCATGAGTACCCCATCCCCACCATGTACAAGCTCTTCTGT 
GGGCTAAGCTGCCTGGGGTGGGCCTGACTATAATCCCCCTCTGCTCCTCCACCAG 
GAGTCCTGGAGATGGAGCGCTTACACTACATCCACCACAACGAGACCGTGTCCC 
AGCAGATTGGGGAGGTCCTGTACAACGCGGCACCACTGTCCATCTGGTGGCAGA 

20 TCCCTCAGTACCTGCTCATTGGGATCAGTGAGATCTTTGCCAGCATCCCAGGTAC 
CCTGGATCCCCTCCCCTGCTCCTGCACCAGTGATGGGCTCTGCCCGGTGGCACCT 
CAAAGTCAGGTACCCCAGGGATGCAGCCCCCAGGGCCCATCTGCATGGAGGAAG 
GCAGTGTTTTCTGACCAGGGCTCATTCACCCAACGGGGGTCTATAATTAGCACCT 
GGTTCAAGTCAGCCCCTATGTGACAGGCACTGGGGATTTGGAGGCGAGCAAGAA 

25 ACTTCCCACACCAGCTCTCCACGTATTCCCCTGGTGCCAGGTTCTCCACCCTCTGT 
GTCTTTGAAGTTGCTGTTCCCTCTACCTTAGACTGAAGGTGAACTCCAATATCCCC 
TTCAATTCTGAGCCTAAATACCAAGGTCCTTGGGCAGAAGGGGTCCTCCCTTCCC 
GCCCCGTGTTCATCTCTCTATCATAGCACACAGTACTCTGGGTCATAGTAATGGA 
TTTCTATGTCCTTCGCTCCCCACCCTCCCAACCCCCTTCCCCGGGCTGGGAGCTAG 

30 AGCTGCAAGGCTGGGGCAGGCCCTTCAGTCAGCAAAAAAGCAAGGGCTTCCTCA 
GCTGCGGGCCCAGGGCTAGGCTGGGTCAGACATAAAGAAAAGACTGACCCTGGG 
AGCTCACTCAGATGGGGAGAGAGTCAGGCAAACAGTGAGCCAGTGGAGTGCTGT 
GGAAGTCAGGGCAGAGTGCAGTGGGAGCCCTTAAGCATGGAGAGGAGGCGGGC 
AGGTGAGTGGGTAGGAGGAGCGGTCTTACAGGCAGAGGGAACAGCATAAGCAA 

35 AGACCCAAGCCTTTGGGAAGCGTGGGGGATAGGGCTGGAGAGGCATGGGAGGT 
GCAGGGAGCCGAAGTGTCGAAGGGCTTTGTGCGCTGAGCCTGCACCTTGGGATTT 
CTCCTGAAGGCAACAGCGCCCCTCCTCTCCAGGGGGTTTTGGCCGGGAAAGGAC 
CCCATCCGAGGTCCTTTAGACTGATGCTCCTGGCTGTGTGAGGAGGACAGGAGTC 
AGGGGAGTTTAAGAGGCATTTGCAGAAAGTGACCAGGGCTGGGGTTGGACCCAG 

40 GGCAGAGGGAATAGAGAGAAGGACATATATTTAGAATAGATTTCAGAGGCTGTA 
TCAAAACAATTTGACGATGACGTTGAAGGTGGGCAGAGAGGGTGGGGAGAGAG 
AGGAGGTAAAGATGGTGCTGTCACTGAAATGATAGACCTGGCAGGAAGGGGAG 
GAGGGGAGACAGAGCTATTGGGGCAGCGCATGGAGTACCCCGGTGCAGGGGTTC 
AGCCAGGAGGCAGGTGAGCAGGGCAGAGGGGAAGGCGGCATTGATGCATGGGT 

45 GCTGTCATTGCCACTGAGTGGACAGGCATCCAGGGGAAGCCTGGAGGGTGGCTT 
GGTGGGGGCAGGGTCAGGGGCAGCAAGCAGGGGCCTGGGCCTGTTCTCTGCGCC 
TGCACCAGCCCCTGAGATCGTCTCTGCTCCCCCTCTGCAGGCCTGGAGTTTGCCT 
ACTCAGAGGCCCCGCGCTCCATGCAGGGCGCCATCATGGGCATCTTCTTCTGCCT 
GTCGGGGGTGGGCTCACTGTTGGGCTCCAGCCTAGTGGCACTGCTGTCCTTGCCC 
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GGGGGCTGGCTGCACTGCCCCAAGGACTTTGGTGAGTATGGGGCCTCCCCAGGA 
GTGGGACATGGATGGAGGGAGGCTTGGAAAGGAGGTGGCAACTGCTAAAGTGCT 
TTGACTCTGGGGAGAAGCAAGTAGAGGGCTAGACTTGGGAGAATGGGGTTCTAG 
CCCGGGCTTGGCCAGTCACCCACAGCGTGGCCTCCCTCCTTGGGCCTTTCTTTCCC 
5 CAAGTGTTGAACTTAGTGGACCTCCAAGGCTCCTTTCTGCTTCTGGAACTCTGCC 
ATCTCTGGCTGAAGGGTTACCTTTCTCATGGTGTTTATATTTCACGCCCCCTTCTG 
AATAGCTGAAGAGGAATTGTAGACACCCCTGGAGATCTTCAGGAAGTCAAACAT 
TAGTGGGTATCTGTCCAGTGTCTTCAGATCCCACCACTGCCCACATGGCCTCAGT 
TGCCAGCCCCAGGGCTAGGACACGGCAGGCACAGGGCGCAAGACAGAGGATCC 

10 CTGTCCTGACCCAAATCTAACCCCTCCTTTCCCCAGGGAACATCAACAATTGCCG 
GATGGACCTCTACTTCTTCCTGCTGGCTGGCATTCAGGCCGTCACGGCTCTCCTAT 
TTGTCTGGATCGCTGGACGCTATGAGAGGGCGTCCCAGGGCCCAGCCTCCCACAG 
CCGTTTCAGCAGGGACAGGGGCTGAACAGGCCCTATTCCAGCCCCCTTGCTTCAC 
TCTACCGGACAGACGGCAGCAGTCCCAGCTCTGGTTTCCTTCTCGGTTTATTCTGT 

1 5 TAGAATGAAATGGTTCCCATAAATAAGGGGC ATGAGCCCTTCCTCACGACCATG 
GTCCATGACAAGGGGCAGGGCAGAGGGGGCCTGGATGGGAGTCCTTGTGGGGGA 
CCAGGCAGGGGACTTGGATCAACAAGCACCAGACGAGTGGCGGGGGCAGGCGA 
GAGGCTCAGTGGGACCTCCACCCTCGTTGCCCCAGCTGGTGGCTGACCAGGTGGC 
TGTGGAGGGTCAGGAGCTGCCCCGGATCCTCTCCATGTAGTTGCGAAGCTCCTCA 

20 GGGTCCTTCAGCCCCATGTCCTCACACACCCAGCGGATGTCCTCCTCGCCTGCCA 
CAAGGATGGACTGCACAGCAGGGGCCCCTACAGGCTCCTCAGGTGACTGGGCTG 
GAGGGGCTGGCGCAAATGTCACAAACTCTACTCGCTTCCGCCGCCCCCCAGCCTC 
CTTTCGGGCCAGGGTGCTTGAGGAGCTGGTGGTGCCCCCAGGAGGGCCAGGGGC 
CAGGGTAGGGGCCTCCCCTCCTCCCCCACTCTCACAGGGGCAGCTCCCCTCCCCC 

25 TTGGGCGGGCCAGGGGACTGCCGGTCCAGCTGGCGGCTCAGTTCCTCCTGGTCAG 
TGCCCAGCCAGACCCAGTTGTGGGGCTGGGGGGAGGTGGGGTCAGTGGCACTGT 
CGGGAGGTTCTTTGCGCTGATAGCGCAGGACGAAGACCACACCATTGACCAAGA 
AGATGAAGATGGCCACGCAGAAGACTCCCAGCAGGGCGTACATGCCCAGCTCTA 
GCTCAGTGACATGCTGAGGGGCAGGGACCATCTCCTCCTCCTCTTCCTCCTCCTCC 

30 TCCCTGGCTTCGGTCTCCTCCTTCCTGGCCTCCTCCTCTGCCCGCTCAAACTTGCC 
CCTCACACCTGTGTTGCCCCCGACACTGCCTGCCACCTGCCGTTTACCACCCATG 
GTGGCTTCTGTGGCTGGTGGGCTCCAAGCAGGGCTGGATGGGAGAGCAGGGGCT 
GGAGTGGAGGCAGGGGGCAGCCCCAGCCAGGCGGTGCCAGAGGCCAGAGGCAC 
ACGGTGGCGGCCCCGGCGGCAGGGCTCGGGCGGGTGCAGAGCCACATGCAGCGG 

35 CAGCCCCTCGGCGCCTGCCCCACTCACCACCACCCCGAGCTGGGCACCCTGCTCC 
TCAGCTGGCAGGATGGCACCAGGCTCCTCGGCTGAGACGGACAGTCCCAGGTCA 
CGGCGGTCGTAGAGCTCAGCTGGGGCCACAGTGTGATCAGAGAAGGACAGCCAT 
AGGGAGAGGGCCACCTCCTGTGGGGCACACAGACACAGGCAGAGACATGCGAG 
GGCACGCACGCATGCACAGAGAAACCACTCCCACAGAGATAGGCCACATGGAGG 

40 AGAGACCAGAGAGAAAACAGAGACACAGGCAGATAGACAAAACACAGGGAGA 
GAGGGGACGCGTGTCAATCACCTGTCTGCCACTCAGCCCTAGGGTCTGAGTTATT 
GGGAGGGTCCTCAGTTAGAGCCATCTAACCAACCTCCCACTGCCATACTCCAGCC 
ACTGCTTGATCACCTCCAGCTGCAGAGAGCTCACTACCTCACAGAGTCAGTCCTC 
ACTCTGAAAACCCTAAGGGGTCGAGGTACCAGGGTCCCTTCCTCCCATTCCCCTC 

45 TACCATGAGCCCCCATCTGGAGATGTTGACCTCATCCCCCTGACCCCCCAACTGT 
CACCTGCTTTGGGGCGGGAAGGGCTGACTGTGCCCAGCACGTAGCTGTGACCTCC 
CCGGGGTGGGCAGTGCCCCGGCTCAAGGTCAGCGAGATGCCCATCACTGGCTGC 
ACCCTCAGCTCCAGCACTGAGACCTTGTCGTCCGTCACAGCCAGCGCCTGCTCCC 
CCAGGATGGAGTCAGACAGTGGGGAACGCACCTGAGGGTGGAAAGGAGCTGGA 
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GGTGGGGGGCCTTCCATACAGACAGCCCCCACCCAGAGGGAACCGGGTGCTCCC 
AGCACCCTCACGGGCTGCCCTCCGGAGGTGGGGGAGGTCTTCGCCACGGACAGC 
CCCCACCCAGAGGGAACCGGGTACTCCCAGCAGGCTCATGGGCTACTATCCCTCT 
ACTCTTTGCACCCCGGTGCATACCTGGACCCCAATCCCACACCTAGGGGGCAGTT 
5 CCCTTTTCCCTCAAGACCCGGTCCCCACACTACCCACACCTCAGCCCTTCATAGCT 
AGAGGGCTTCCCCCCTTATGCGGCCACCCCATTCTGAGCCTATCCCCAATCCCAC 
TGCACTCAGACCTAGACCGCACAACTCCCCCACACACTCTGGGCTCCTGGCACAC 
TCTTCACTCCCACCCACGAACATTTTGGGGGCCCCTCCACCCTTCTCAGGGGGTCT 
ACTCTCCTGGTCCCCAGCTGCTTACCTCAATGGAGGTGACACCGGGCTCCCGGCC 

10 CACCACGACACGGCCACCCTCCAGAGAGGCTACACGCGAGTCCAGCACGCGGGC 
GTGTGGCGCCACGAGGTGGGACACGTCTAGCAGCCAGTCGGGGCCAAGCAGGTG 
CGTGAGGCGGCGGCCGCCGTCCAGCGGGTGGGCCGCGAAGGGGGCGAGGAAGC 
GCACACCGGCCCGCTGGTACTGCAGGTGGCAGCCACGGGCGCGCCGCTCGGCCT 
CATCCGACGCCTCTGCAGCGGGTTCCGCAGGCCTGCAGGGCGGGGAGGCCGGGA 

1 5 CTGGCCGTC AGCGCTGAGCGGCCCC AGCCTGCCCAGGGCCCAGCTGCTGGAGAC 
CCGCAGCTCGTCCCCGGCGGCTCCTAATCACCAGCAGCTCCTGTTTCTCAAACGC 
AGACATCCGCCCCTCTTGGGGTCAGGCCCTTCCACCTGCAGGCGAGCCGCCCCAG 
CCCACTCCCGACTGGCGCTGTGCCTCGATCACCGCTCTTGCTCCCAAGTGGACCG 
CAGGGGAGACGCTCTCTTACGGGGACCCTGGGGGCGCTCACTCTCTGAAGGGCC 

20 TGGAAGCTAGATTCCAGAGGCGTGGGCCACCTCTCCCTGGGTTTTGGGGAGCCCC 
CTCCGAGGGTGTTCATTTCCTGAGCTCTGTGTCATCTTAGGCTCTGAGGGTACGA 
CCAGCATAGACAGACCGCAGCTTCAAGGGGCTGACATTCTCGGGGGAGGAGCGT 
GGAAAGGATGGACAGGCAACATTAACCAGTACTGACGTAGATTAGGAAGTGGAG 
GGTGCTACGGGAGAAGTGAGGCAGGGAAGGAGGAGAGGGATGCGGAAGTCAGC 

25 AATTTCACAGAAAGCGATCATTGGCTGGGCGGCCCAGGGTGGAGGTGGGCAGAA 
GGAACTGCAAGCAACAGGGCAGTTTTTCTGACCCCGACTTGGGCCCATGGCTGTG 
TCCCCTGCGCCCTCTCCGTCCCAGTGTGACTCGCCAAGGCCTGCCAGCTTCCTCA 
GGCCTCCACTCACCCTTCAGCAGGGCCAGGTACCCTCCAGCCGCGGACCTGCTCG 
AGGGTGGTGTCGGTGAGCTCGATACGCAGCGGTAGCAGGGGGGCCCACACGGTC 

30 AGCCGCAGCGAGGCGCGGAGCCGGCGCCACCAGAAGTCCACTCGCACCCCCCGG 
GCGCCCCGGCTCTCCTTGCCAGCCACGAACACGGCATCACAGGCCTCAGACACCT 
ATGGAAGGGCAGAGGGCAGGTGGGCGGGCTAAGCCACTAAAGACAGGTGTGAG 
GCTGGGCCGGGTGGGTGGCTCATGCCTGTAGTCCCAGCACTCTGAGAGGCCGAG 
GTGGGTGGATCGCTTGAGTCCAGGAGTTTGAGACCAGCCTGGGCAACATGGCAA 

35 AACTCCCTCTCTACAAAAAATACAATAAATCAGCCGGGTGTGGTGGCACATGCCT 
GTAGTCCTAGCTACTGGGGAGGCTGAGGTGGGAGGATCCCTTGAGCCTGGGTAG 
CTGAGACTGCAGTGAGCCGGACTGTACCATTGCACTCCAGCCTGGGGACAGAGT 
GAGACTCTGTTTCAAAATAAATAGATTAAAAAAAAAAAAAAGGCATGGGCCAGA 
AGAGAGCAGCCCTGACCTCAGGCCGTAGGACGGGCTCCCACTGAGTTCAGCTCT 

40 GTGTGTCACTGGAATGCATGTTGCAGCAGGATTGTTGGTTAAGCCCCTGTTCTTT 
GTTTAAGATTTTACTGTAGGGGCCATTCCTTGAGGTTCCCTGGGGCTCAGTCAGG 
GGAACTGGCCATTGCATACCAGTCTTCCTCCTGGCAGAGCAGGGGTGTGAACCCA 
AAACTTTGGCTCCTTATTCATGCTGGCCTTTGACATTGCTCTTGGAGCCACCTGGC 
AACCAGCTACAGCCAGGTAGGCAGAGGTGGGACAAAGCAGATCTCCCACCAAGG 

45 CCCTCCAGCAGGAACCACACACATTTGAGCAAAGGACCACAAGTGGGGAAAGGC 
ACCTTCCCCCTTCAGGTGGCTGGGATTTGCATACATGCAGACTCCATGCTTCCCCT 
CTTAGAACTTCAAGATAGAGGAAGTTGCTCTACCACCCTCCCTTTTATTTCACTTC 
ACAATCACCGGTAATAATAATAATAATAATTTTTACCATTGTATAATTATTACAT 
CATATTATAACAGCAATAACTGCCATTGTTTCAGCCCCTGCTATCTGCTAAATACT 
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GTCTTAAAGTGCTTTTAATTCTTACAACAACCCGAAGATATGTTCTCATTTTAAAG 
TTTAGGTAACGAGGCTCAGAGAGGTTAAGAGACCAGCCCATGATCACAAAGCTG 
GTTGACAACAAAGATGTGTTTCAAACTAAAACTTTCTGATCCCAGAGTATGTGCT 
CTCGACTCTCTCAGGCCAGCGCACTTGCCAGTGCAATAATGAGCGTGAAAGTGTC 
5 TAAGGTCGGGGGGCTGTTAGGGTTACTTGACTCGGGAGAGAGGTGGCTGGAACA 
AAAGAAGTTGAAGCTGTGGTTCCTCCCATGAGGTTTCTCGTCTCAAGAAGAAGCT 
GTTCTCTTGGGGACCCACATGAGGAAGGAGGAAAGGTGTGTGTGCGTAACTGTG 
CCCACACAAATGCAGACTCACATGAGCTGGGCACCTGCCACTCACCTGCAGGAC 
CTGTGTGTTGGCAGACTCGCAGCCGACATGCTCTGTCACCTCCACCAAGGCCCCC 

10 CCGCCGTCCACAGTGACAAGGCGCACGGGGACATGCTGGGGCACTCCAGTCAGT 
GGTGCTGTATTCACCAGCTCCTCAGCCTGGGGGTGGAGGAGGGGCTCAGCCCCA 
GGCCCCTCAGCTCATGGGGCTCCTGGGACTTGGCCTCCAGCCTTCCCAGGCAGAG 
ATGGAGGTCTCCnTACCTTGGCCAGTGGGATAAGGGCTCTGATGTCCCGCTCAGA 
CACCAGGATTTCCCACACCATTTTGTCCTTCTCTGCTTCAGGGGCCTGGCCTGGGT 

15 ACTCCAGCTGCCACGTGACGGGGCGAGTGACCGCTACGCCCCCACCAGTGCTATT 
CTCCACCACAAAGTCCACCCATAGGAACTCAGACAGTTCAAGGGGACTGCTGGC 
CAAAGGAGACAGAGAAGCCAAATGCTTGCTAGCTGCCAGGCATGGCCTCAGCAC 
TTCCTGCATTCATGATTATCCCCATTTTACACAGGAGGAAACTGAGGCACAGAGG 
TTACATAGCTCACTTAAGACCACACAGCAAAAAGTAGCGGGGCTGGGATCTAAA 

20 CCCAAGCATCCTCGCTCTAGACCCCAAACTCTGACCCACTCTTGGCCTCTCTAAG 
ATCCATGAAGCCATTTAACCACCTCCCACCTGGCAAGGTGGCTCACTCCCCTGCC 
TGCCCGGGCCCGCTTCCCCCAGACTTCCGCTTTCCACAGCCACTGAGGTGGCATG 
CGGGAGATTCACTTCCAGGTCCCAGGACCAGACACTTGACCCTCTGAATGATAAG 
CTTCCTTTGATCAAACAAAAACCTATGTGCTGGGAACCGTCCTGGGTGCCTGATA 

25 TGTAGCACTGTATTTTATTTTCAAAAATGCTAAGGGATGCATTATTATTCCTATTT 
CACAAGTGAAGAAACTGAGGCTTGGGTAGGGGAATGTTAACTGGCTTGCCCAAG 
GTTTTGCCCATCCCAAAAGCATCAGAACCAGAATTCGAACTGGGGCTACTGAGTC 
CATGGCCTTGACCCAGGCTCAGGGCATGAATAAGAAGAGTTCACAACCGCAGAA 
CTGCAGCTGGGCTTTTTGGGGGAATGTGAACGGCCCAGAGAAAGGATCATTTGG 

30 TGGAAGCAGGGGGATGGAGTAGTGGCTATGAGGGCTCTACCTGGGGCACAGGAT 
TGGTTGGCATCTCTTAGAATAAGACTCACAGACACTTGCTATGCCTGGCACATGG 
CTGGGGCTGGGAAGATAGTGGCCGAATGAATGAATGAAGGAATGGATTATGCCT 
GCTTTGTGCTGCTTCCTTGAAAAAATCTGTCCTTGGGTCTGCTCACCTGGGGATCT 
AGAGGCAGCATGGCAGCCTCCAAATCTGCTCAACTGCACTCTATAACCAGCCCTC 

35 CCTCCTTTGCCCCCTGGGTGGAGGGAAACTGCCCACCTGGAATCTGGCTCTGTGA 
GCCCAGCACGGTGGCAGGTGATGAGGGTGGTGTGGTGCCTGGAGCCCTTGAAGC 
GGTCCAGCTTGGCAGTCCAGAGTGTGGGCTGGGCTGGGCGGGCGGCTGTCACAT 
GCAGCCCCTTCTTCACCrrGATCCTGGGGAAGAGAGTATAGGCTCAGTTTGGCAA 
GGTGCATGCTGAACTGTGGGCTGGATTGAAGGGGAAAGACAAGGAGCCAAAGCC 

40 ATCTGACCTCCCTGGCTCCAGTCTGAATCTCCTCTTCACCATCCTCCAACCCAGAA 
GGACCCCGCCTCAGTGCAGCTCACACCTTACAGCTCTCCCCCACCCAAAGACCAC 
TTACGCCTCCCCACTGCCCATAAGGTCAAAGCTTAGCCGGGCATTTGGGGGCCCT 
CCAGGGTCTGGTCCAGCCTTAACTTCGGTTGTGACATCTCTCCATGCACTCTCTGC 
TTCAGCTACACACAAGTTTCCCACACACACGGCACCCATTCGTGACTCCAAGCCT 

45 TTGCCCAGTCTGTGCCTTCAGCCTGCTCTGCCCTTTCTTACTTTACCTGCTGATGCT 
TTAAGCCTCCAACAACTCACAGACCATTTCCTTTAGAAAGCTTTTCCAGTGGTGG 
GATGAATTTCCCCCTTACTGCACCCACTCACCTGAGCTCCCACCGCACTTTGAAC 
CTCCCTCAGTGCTTACACACCCACATGCCTTCTAATCCAATTCATGCCCATCCAGC 
TCCCTTCCCTACCACTGGGGGCCCCTTTCTGCCAGATAGGGACTGGCCCTTGCTC 
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GTGTTTGGATCTGCAGAGTGAAGACACAGGGCTTGGCAGGCTGTAAGTGTCTAG 
GAAAGATCTGCTTAATAAGAGTGAGCATAGGAGGGCGTAGGAGATGGGGAGAC 
ACAGAGACGGGACATGCACAAACCCAGGCAGGGCTTGAAACTAGGTCTAGGTTT 
CAAAGCATGTCCACAGACCGCTCTTCGATCCTCAGGAAAGATATCATTACAAAGT 
5 GAGCAAGTCCCAGTGCCTCACCCTAACCAAGCCCAGGACTATCCTGCCTAGAACT 
CAGGCTTCTCAGAATCTTAAAGCCTAAGAGATGCCTCTCCCATGGATTCCTGCGC 
TGGACTCCAGAAGCAAGTCATACTCTGCAAGCCCTTGCCGGGTGAACTGGGTAG 
GTGGGTGGGGGCTGCTTTGGGGGAACTTATTACGGAAAAGGACACAAAGAATCA 
GGGCCTTCCTATGGGGAAGAGCAAGCTCTGTCCAAAGGCTAGACTCCTACGGCG 

10 AGGGTGGCAAGGAGGGACAGCATGTAGGTGAACGTGATTGGGGCAAATATCCCT 
CTCTGGAGCACTGGAGCAAGAGCTCACACTTAGGTACTGCAGTCTCTAAGCCCTT 
TGCGGGTTCCCCTCCCTGGAGACTTGCAGCTGCCCTGAAGGTGGACCGTTAGCCC 
CATTGGACAAAGGAATCTCAGGGAGGTGCCAGGGGAAGGGGCAGCTTCCTACTT 
CTGACTCTAATTCCAGGGCTGTGCCCATGGTGGGCTCCTACCAGCACAGTCATGG 

15 CTTTTTACCTGGAAGGAGTTTAGTTTGGTGGACACATGTTTTGCAGAGGTCAAGG 
ATTCCAGCAAGGACCCCAGGAGGAGCAGGTACCTGTCCCTAGTCTTCCCACAGA 
GGTTCCCACCCTCACCCATCCCCGTGGCCTGGTGCTCACCGCAGGGTCAGGAGGC 
TGGCTGTGAAGTTGTGCCGAAGCAGGAGGGTAGCACTAAAGAGCTGGCCGGGCC 
GCACTGGCATGTCAGGCACCCGCAGAGTCACAGCCTCGTCCAGAGGTACCTCCTG 

20 GTACTGCGGGGGGTCTGCTGGGCGCAGCTCCACACCCCCCACTGGGAGGGCCTG 
CTCCCCAGGGTCGTTCTCCTCGCCGGAGCCACAGCCCCCAGGGCCCTCAGCTGCA 
GGCTCAAGCGTGTAGGCCAGCTCGGCCCGTGTGGTGGAGGCCTGTGAGAACCAG 
TGCGAGGGAAGCTCCAGCTCCACCACGCAGGCGCCCAGGGATGGCTGTGAAGAC 
ACGACAGCAGTAATTGGCATGGGGGTGGGTGCAGGGCGAGGAACAGGATTCTCA 

25 GCACCCATGGCAGGAAACCCAGAGCTGGAGGGGCTCATGAAAGGGAGGCCCAG 
CATGGGCCGGAGACACAGCCTGAGTGACACAGCAAACCAGCAACCTGGCTGGGG 
CTTCAAACCAGGTCTAGGTTTCAGAGCATGTCCGCAGACCACTCTTCAGCCCTTG 
GGATAGGTCTCATTACAAAGTAAGCCAATCCCAGGGCCTTACCCTAACCAAGCCC 
AGGACTATCCTGCCTAGAATCCAGTCTTCTTCTCAGAATCCTAAAGCTCAAGAGA 

30 CGCCTCTCCCATGGATTCCTGTGCTAGACTCCAAAATAGTGGAAATAGCAATTAT 
AAAAGTAACACTACTAATAATGCAAACACACTGGCTGATTGATTACTCTGCCGTA 
AGCTATCCTTACATTCATCTCACTTGTTCCTTACTCCAACTCCAGATGGGGTAGGA 
ATTCTTAACACCCCATTCTTCAGATGAGGAAACTGAA.TCTCAGAGAGATTAAGTT 
ACTTACTCAAAGTCACACACCAAGGACTGAACTCCCTCTGGGGCCCTAAATAACC 

35 TTTTCACAGCACTGAA^VGCTAGTGGGGGCAGAAATGGAGTCGGGTGGTCCACAA 
CCCCCGCGCTTCCCAGGAGTGGGGGTTTCCTCTCTGCCGCGGGCCCACCACCTGG 
CTGATGCAGCTGCAGCAGGACCAGCCTAGGTGGGGCCTGTCTACTCACCTGGAA 
GCGGCAGGCTTGGTGAGCAGTGCCGGCAGGGTGTGTGGCATGGAGCCGGGCACA 
GGGCAGGCTGCCAGACCCTGGTGGCCAATCCTGCCCTTTGAGGTGGAAGAGAAC 

40 CCGGGCGTAGGGCTCTGCTGGAGTCACAGCCGCTTCCACTGAAACGGCCCGCAC 
GTCCCATGGGACTGGCCGTTGGTGGGGCTCAGTGACTCGAGGGGGGACCACCTG 
GAGGGAGAATGAGAGGGCTTAACAAA^GAGGAGCTTGGGAGGGGAAGATCTAG 
GAAGATGGGATCCCAGCTTGGCAGAAGAGAACCTTTATGGGCCTCAGTTTCCCCC 
TCTGGAATATGGGGAGCACAGCCGGGGCTGGGGAAGGCTCCCAATTTGTACCCA 

45 GCAGACCTCAGGCCCTGAGTCCTGTTAGCCTGAGAGTCCCCGGTGCCCCCTCCTT 
ACCTGCTGAGTGGCAAAAGGTGGGTAGGAGGCCCGGAGAAGTGGCTGGGCCCTG 
GGCCAGGGCTGTAGGAGCAGAAAGGTCTCAGATCGGGAGCTCAGAGAGGAGTTG 
GCAGGTGGGTAGTGGCCCACCTGCTGCACACGGAAGTGTTCAGGGGCGTCTAGG 
AGCTCCAGGGCTGCCGGCAGGTAGACAGGGTCCAGGGGAGCCTGGCCACAGTCC 
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ACTGAAGAGGCATAAGAGGGAGAGATGATGACAGCTCCAGAGCTGGCAGGGGC 
TGACCCGGGTGCCATGCTGGGGCACAGTAGTTGTGGGCAAGGGAGGGAGAAAAG 
GGCTGTAAATGTCCCTTCCCCTCTCACCACCATTTCACAGATGAGGTCACTGAGG 
CTTAAAGAGCCTCACACAGGTAGTATGTAGCAAAGCCAGGATTCGAATCTGAGT 
5 CCAGGACTGGATGCTTCCCAGCTATTCCTTCTACTTTCCACAGACCTTGGCCTTCT 
TCTCGCCAACAGCCTTCrCAATGTCTCCTTTTCCCCAACTCCTGCCCTCCATCTAC 
TCGCCTCTGATACCAAGGCACTTCTGGGGTGCAACCGTCGGCAGACTGGGCCAGT 
GTAGTAAAATATGGTAATGAAGTGAGCTTTCTCTGCCCTGAATCCTTGGCCAGGC 
TCTGCTGGGCATCCACCCCTCCTCCCCCATCATTGCCATGGCAACCTGCACCATCT 

10 TTCCAAGCTTGCTCCCTTCTTCCCTGAACCGACTGGTATCGAGTGCAAGTGTGGG 
ATGGGCGGGCGCGGAAGGTGCTGAAGAGGTCTGTGAAGGCACTTGCTTGCCCTG 
GGGGTGGGGTGGGGACCAGGAGCCTGGGGAAGACAGTCAAAATAGTCAATCATC 
AGAAGGACAAAGGAGCACTAAGCCATATTGGTTTGCTCTAACTATGAGCACTAA 
TAATAATAATTAGCATTTTGTGAATGCTATATGCAGGTGAGAATTTAAATACTGT 

15 ATGTATATGAACTCTTTGAGTCTTTGTAATAATTCTGTGAACCAGGTTCTATTATG 
ATGAATCCCATTTTGTGGATGTAGAAAATGAGGCCGAGAGGTTAAGGTATTTGCC 
TGTGGTTCCACAGCTGGAGAGTGAAGGAGCTGGGGGTTGATCCCAGGTATTAGC 
CACTAGACCATCCGGCGTCTCCACCTGCCACTTCTCTCTCCACTCTCCACTGCCAC 
GGTGCACCCTGCAGGCTTCATGCCCTGGAGCGCACCTCCTCTCCTCTGCTCTGCCC 

20 GGTGGCACCTCCCTCCTCATTCAGGGCCATGAGTGAATACTGCCTCCTTCTGAAG 
GAAGCCCTCCTTGGTTACTCACCTTCCCACCAGTCTCCTGTCTTTTGCAACCCTGG 
GTGCCTCCTCTGAATTAGTAATCTTCCTATAAACAAGGGACCCTGTCTTGCTCATC 
CTGGAATTCCCCCAAACTAGGAAGCGCTCCCTAGAGAGGATTTCCTGGGAGCCTG 
GAGACCTGAATTTAAATTGATGAAACTTGGGTCAGGCATTAACATTTTGAAGCCT 

25 GTTTCCTCACTTGTAAAAGGGGCAGGAGCATTAGGTGGCACTGTGGACAGGACA 
GGGCTGTGTAAACTGTGGAGTGCTGTCTGGAGGGAGCAGGCATTATTGCTGCTGC 
ATAATGGATTTGACAAGGTTTTCCTCCTCTCTCTATTAGGACTCCCATGGCGTCCC 
TCGGGATGGGGAGCAGGTGGCTGAAAGCAACCCCACAGCTAGCTCCCTCTCAGC 
CCCACAGCTGGACTGTGGGTGGGGGTGGGGGAATTGGTTTCAACCTCCTTCCTGG 

30 CCCTCCCCACCAAGGAGCATATGACTGACAGGCTCTCCCTGCCCCCTGCCCCAAG 
CGTAACAAGTGACCACTGCTCTCTGGGGGCAGCCACTGGCTTCAGGTTCGCCTCC 
TACTCCATTGCCTCCATAATTACAAGATGCTCTTAGCCTGACTCCCACGGACTCCC 
ATCACCCAGCGCTCGGCTCTCTCGGTGGGGAGGGCAGAGAATGTTTCACTGTCCC 
TCTGTCTTCTGTGGCATCCTTTGCCTTGCAGCCACAGCCCAGCTAGCCCAGGCCA 

35 AGGGAGTCCGACCCCCACCCCGAAGCACAGGGAAGTTGCTGCCCTTTCCCGCAG 
TGACAGGAATCCTCTCAAAGGTTCTGGAAGGCAAGGATGCGGCCATCCCTGGAG 
ACGCCAAGGTCAGGGAGCCCTGGGGGAAGGGGGAGGGAGGGCTTGCGTCTGTTG 
CAGGTCCCAGGCAAAGGGGCTGCTTTCCACTCCCGAGGGGGGTGGGTTGGTGGC 
GGCGGAAGGAGGCTAGGAGGGTGCAGCGCTACAGACCACAGTGAGGGAGTGGG 

40 GATGACGCTAGTGCGCCCGGGACCGGGGCCGCCGGGTTCGATGCCCGGGCTGAG 
GGGTCCCTCGCAGAAGGTGCGGGACGGGGAAGCCCCTGCGCCGGGCTGCCCCGG 
GTCAGGAAGGAGTTGCCGGGTCGTGCAAGGTGAAGGAAGCCTTAGGGGCGAGTG 
GCTGGGGGCAGGTTCCCGAGGGCAAGAACTCTCCGACCTTCAGGGCGCTGCGGG 
GCGACCCCGCTCAGGGTTCAGTCCGAGAACCCAAAGGTTGGTGGCTCCCGGGCA 

45 TCACTCGCTCCCACTCGGCCGGGCCCGGCCGCCCCTCGCCCCGGCCCTCCCCTCC 
CGCTGACCTCTCACGACGTCCAGGGCGAGGGCCACCAGGAGGCAGAGCCAGGGG 
CCGTAGGGCCCCCGAGGGGCCGCTGTTGTGCGACCGGCCATCCGCGCGCACATC 
CTTCCCACAGAAGGCGGGGACGAGGCGGGCGGCTCAGGTGGCCCCAGTCCCGCA 
CGGCATCTCCCGCACCCGCTCCGCGCCGTCCCCACCTGGCCCGCTGGGTCCCGGC 



111 



wo 02/074979 



PCT/US02/08456 



CGCCGCCGCCGCCGCCGCCGCCCGCCCCGCGGCTGCAATTCCCAGACAATGGAG 
CGGGAGCAGTGGGGTGGGAGGGAGCGAATCGCAGCACATGGGCTGCCCCCTCCG 
CCCCGCCGGGTCCTAGTGCCCTACGGATCCCCAATCCCTGCGCGCTCAGGCGACC 
GAGGTCGGGAAGAGGGCCACGTCCCTGGAAGCAACAGAGGACGGCCGCCTCTGC 
5 CAGGAGGGACTCGGTGAGTTCTGTGTGGCTCCCTCACGGAAGCTTCTGATCAGGG 
AAGAAAAAGCCACTTTCTCTGCCTCACCCACCCCCACAAGCAGCTCACTTGTGAA 
GGCATCTGACACCTGAGTCAGAACCAGAATTCAGGGACACATGGGACGGGAGCT 
GCAGGGACAGGAAAGGAGGGAGGGGGTCAAACGGGGCCAGATGCCAACCACCT 
GAGCCTGCCCTGACAGAGCTAGGCCACCGCCGTGGAGGAAGGGCTCTAGGTGCA 

10 GGCAGCTCTAGTCTCTTGACCAGCTCCACCTGGGCAGCGTCCTGCAGCGCTTAGG 
AGGGTTGAGGGTTGCCCAACACTCCCGAGGGAAGGCCAGCCTCAAGGGTCCTGA 
CCCAGTGTTGCCTACCAGGCAGTTTGGGGAGAGGCCCAGAGCAGGGGCCCCAGC 
TGCACACTCTCATGCCCTGGGCAGCTTACAAAGAAAAAATTATGTCTGAGGCCCT 
CCGCAAAATTGGTCCAGCCTGTGGGCCGACTGGAAACCTTGGCACAGGAAAGTC 

1 5 CTCAGGTGGGTGGTGAAGGGGAGGGCAGGC AAGTCTTCTCCAGGCTGCCCACCC 
ACCTCAGCACACTGCAGGGAAGGGGTGACCCCTCTGCCCAGCAAGCACACGCAT 
TTCCAGCAGTGCCAGTCGTTCCTACGTTTTGTAATGGGGGCATGCTTTCCTAATTC 
CTTGTGCTCCTGGAGGGAAGGGTACCTGGTACCAGCCTGCCTTTTCAGCTCTCCC 
CTCTGCCAGCTTCACACTGCCCCCACAGGGAGAAATTGGGAGGCGGAGCTGCAC 

20 TACAGAAATGGGTTTAGCAGTAGAGGAGACATGGAAGCAATCCAGACTTGGAGT 
AAATACATTTTATTCAGAACAAGATAATAAAATAGCGTGCACTTTATTTAAAACC 
AACCAAGCACTGATAAAAAATATATATCACTGCAGCTGTGATTCCACATCAAACC 
TGAACAGTAAGAATTGGGCATTTATTCTTCACATCATGTGCCAAGCCTGGCAGAG 
AAGGACATCCACCTCCACTAGAGCCTCAAAGGAAAAGTGGCCCCTAACCACCAA 

25 GACAGGGTACCCTGGTGGAGAGGGGCAGCTGGCAGCTCACCCTGCTCTCTGCAG 
ACCACGTGAAGGGAAAGGAGCTGCCTGTGTTCCTCCCGGGCTGCCGGGGTGGGC 
ACTGGTCAGCAACTCCTTCTCGGTTTCAGGTTGTGGAGCGATGGGGAGAGAAGTG 
CATGCAGTTGTGCAGACAAGGAGGCGGGTCCTCCCTCCTCTTTCAGGGTCTCTGA 
AACCCCCACAGGGCATATAATGCCCAGCAAGGTCCCACTTGCAGGCACATGCCT 

30 ACAAAGCAGCAGCCATCTTTTGCTTTGGCTGATGGGGAATCAAGATTCTGAGAGT 
GACTGCTCTTTTCTTGACACAAAGCAGCCACAGAACACTTTCCTACATACAGTAT 
GGCAGCAGGCAAGCAGAAGGCCCTGCTGGCTCGGATTAAGGCACTTGAAAGAGA 
CACAAGGTACATCCTCCTCCCCTGCAGCCCCCACAGGCCTCAGGGGACCCTGTTT 
CCCCACCCTTTATCCTCAGGTCCCCTTACCCCTGCCCCTCCCTACTGCTGGGCAAT 

35 GAGGAGGACAGGAGCGTGCCTTAAAGGACCATGGTTTGGTGGGAGTACAGGGTA 
GGAGGATGAGGAAAACAAGAAGGGAGCTGGAGATTTGGCCAAGGAGCAACTTC 
AGAAGGACAGGAGAGCACGAGCATTAGGAGGAAGCCAAGGCAGCAGCAGAGGG 
AAGCCAGTTAAGTCATGAGAGACCAACGGCAGTGATGTTTGCTGGCGCAGATGC 
AGAAGCCAGAGGGAGGCCCCTCCAACCTTCCCTGGTGAGGCAGGCTGGGAGCAG 

40 AGAAAGGGTTAAGAGAGCCAACCCCAGACAGAGAACCTCAGAAGACAGGGCCG 
CAAGGACAGGCAGGGGGAATGGTCTTTCTCTGTTTCTCTTGGCTAGTGGGGCTGC 
GGCAAGGATCAATGTTCTGAAGGTTCAGAGACAGGGCAAGAAAAGGGCAGGGG 
GCTGGCAGGAGGGCTGCATGGCCCCGAAGCAGCTCAGCTCTTTGGTATGACACT 
GGCGGTGTGTGGGGCATCCGGCTCACTCCTCCTCCACACTGCGGGCCCCCTTGGC 

45 CGCTCGCCTCTGGCGCCAGCGCAGCTCCTCCACCTGGCGTTCCAGCCCTCGCACC 
TTGGCCTCGAGTTGGGCCCCAGAGGCTCGGGAGCCAGTGAGCCGGCTCAGCAGG 
GCGTAGAGGATCAGCAAGGCCAGGAGTAGCAGGGCCCGGGTGGAAGGGTCAGG 
CACCGACCTCATCAGGGCCACGAAGCCGGCCAGGAAGATGACAAGCTTCAGGCC 
CCACAGGATCCGCCCCAGCAAGGCCAAGACCAAGCCGAGGAGCAGAGACAGCA 
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GCCAGTAGACGACCAGGGCCCCTGCTCCCCACAGCAGGAAGGTCTGGACCTGGC 
CAGGGCTGAGCTTCAGGCCCTGGGCGAGGTAATCACCTGGAAGCCAAGAGAGTC 
ACAGAGTCAGCCAACCTGGAGAAGTGGTGAGGGGAGAGCGGGGCAAGAGCTAA 
AAGGGTGGGAGGTGCTAGGCACATTGCAAAGGAATAAGCCGTTCTCGCAGACTC 
5 AGAGTGATATGGGTTGGAATCTCAGCTCTGTTTCTTGCTGGCTGTGAGGCCTGGA 
GTAGATTACTTGCTTCTGTTGAGCTGCAGTTTCATTTACTAAACGGGAACAATTCT 
ACTGCCTCCCTGTACTGTGGCTGGCAATTAAATGAGATACTACAGCTCAGCACGA 
TGCCTGATAGGAAGTGAACAACTGGCACGTGGTGGCGGAAGTTCTTTTTTAGGGG 
GTCTGGGTGGGACAGGGTTTTGCTCCATCGCCGAGGCTGGAGTGCAGTGACGTG 

10 ATCCCGGCTCACTGCAACCTCTACCTCCTGGGCTCAAGCGATCCTCCCACCTCAG 
CTCCCAAGTAGCTGGGACAACAGACACACGCCACCATGCTTGGCTAATTTTTTAT 
AGAGACGAGGTCTCATTATATTGCCCAGGCTGGTCTCAAACTTCTGGCCTCAAGT 
GACCCTCCTGCCTTGACCTCCCAAAGTGCTGGGATTACAGGCGGGAGCCACCACA 
CCTGGCCATGGTAGTTCTTGGCTTGCTCTTTGGCCATGTCTCTGCAGAATCCTGGG 

15 AAGGGTTAAGCAGCTTGGGGAAAAGGCTAGACCCTGACAAAGATGAACTCCCAC 
AAGTAGGAAAGTACAGGCAAAGCTCTGGCTGACTACCCAGCACTCGAACACTCA 
CCAGCTAGTCCCAAGGCATTCAGCAGCTGTGCGGCGATCCCAGACAGAGCAAAG 
AAGGCCACAGAAATGGCTGATGAGATGGCCCACAACACTTGGGACGAAGACTGT 
GGAAAGAGCACGGAGCGAGATGAGTTCATAATGAACAACGGTCCTCGCCTTCAC 

20 GCCTGATCACCACTGTCCAGGCAAGAACTGCAGGAATGTCTCAGACCTGTTTCTC 
ACCCAGTGGTGACAGGCCTGGGTCAGAGGGTAGGGGCCTTGGGCCTGGCTGAGG 
GGTCCCTTCCACATCCACCTTCTAGTCTACAGGGATGGCCAACAGGCTGTCTCTC 
CTTCCTGAACTGGAAACTAGGGCATCTGGGACATAATTTAACTGCTTTGCTGGGA 
TACTTTGGAGGGAGTAGTAGGTGTACTTGTGTGTGAATGACGGAGACAATCAAA 

25 TACTTTTAGTAGTCACCCTATAAAACTGGAGGCCTGCTAGCTGTCCAGGGAGTCA 
TGAAGGTGCGTGGAGAACATCTGTAAAGGGATAGGATGTTCCAGTGAAAAAGGA 
GTCTATCAGCTATACTATATTATGGATTTAATAAATGATTGTCTCAGCCCTTCAGT 
CCAGCCTATCAAAAGTATGTGATACCATGCTTGGGATGCCACCAGGTAAAAAAA 
GATAACCCTGCCTTAGGCTCCCAATAAGCTCAACCCACTTCTGCAGGTGAAGGAA 

30 TGGATTCAGGACTTGATATTTTGCCATTTCGAGATTCTAGGTCAGATTTAGACCA 
AAGTGAGACTCTACAGTCACCCAGTAACATGGGCTTATAAAGATGGCTCATTTCC 
CAGCCTTTCTGGCAAGGAAAGGGCAGGAGCCAGGAAAGGATAGGGGTGGAGCT 
AAAAGGCCCTAGGACAGCAATCAAATAACGAGGAATTCAAAGACAAGTGCTGTG 
TGGCTTCTTTTTGTGGAATTTGGGGCTCTCTGCACCAGAGAGGATGTGGAACTAA 

35 GATGAGGTGGCCATTACCAACCTTTCTTCTTTTATTTTTCCTTAATGTGTGTAGTC 
ACACAGGGACTACCTTCCTTACCTCTGACACCAGGTGCATGGTCTCTGGCCCAAT 
CCAGGCATCCAGTGTCCCTCGCACAGATCGACCTATCTGGGTCAAGACATCAACT 
GGGGCTTCTCTCTTCTGTTGGCCTGGTGGTGCAAAGTCTCGACGGGACTGGGCCA 
ATGCTGAGTGGAGGAGGATAAGGGCCACTAGGACCATCAGAATGGCTTTGAACA 

40 CATGCTTTCCCCATGGTGAACTGATGCTGGAGGCTGCCATGACTGGGTCTGCCAG 
GAGAGAAGCACAGTGAGCTGAGTGCCATGGTAGACACACTCACCCTCTCAGCTC 
TGATTATCCCAACATCCTTCTCCACCCCTACCCCAAGCAAGCACCAAACTAACCC 
TGGAAAGAAAGTGCTGTTAGCTGGGAGAGGAAGGACTGGGACTTCCAACTGAAG 
CTGGGCACAACCATCTGACTCACAGGTTCCTCTTTCACATTCTTTACCACTTGCAT 

45 ATTAATTAACCAGCAAGTATTATTCAACACTTTAGAGTTGGCGAGAAGATCTCTC 
TAAGGTTTGTGCCAGTTCTAAAAATCTGAAGGCCTGTCCCTGTATCTTAGGTGCT 
ATAGGCATAAAAGTATTATAAGACTCTATAAAGGCTCTGTCCCAAGGAGCTTATA 
ATCTACTTAAGATACAGCTGGTATAAAAAACAACTTAAAAATAGCACACAAGTA 
GGATTACTGCCATATAATGGTATAAAGAAAAGTGCTCAGTTATGTGCTCAAACAA 
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GAATAACTGCACATATGTCATCTTCTCTGCAGGACCATCATGTGAGGTGGCTTTT 
ATCCTCCTCGCCCCTACTGGTACAGACGAGAAGAAACTGTGACTCAGAAGTTAA 
GCATTTTCCCATGGTCACTGGGCTACACAGAAAGGCCAGGATTTGAACCCAAGCT 
TCTGCTTCCACCCATCTTCATTAGGAGTCAAGTTATACTGTGGGTCTCAACCATGG 
5 CTGCTCACTGGAATCACCTGGAAGCTTCCCAAGTACTGATGTCTGTGTCCCCAGC 
CCAGAGGTTCTGATATCATTGTCTGGGTGTGGCCTAGCCTTGGATCTGCAAAAGC 
TCCCTAGGCAGTTCCACTGCATGAAGTTGAGAACCACTGATACAGAGTGACCTCA 
CCTCCCCACCCCCAATGGAGGTGCTATGGTTTGAAGAGCAAAACTCATGTTGAAA 
TTTAACTGTTCTTGCACCTCCTGCAGAGCCTGGGAGCTCCCAGTCCAGCCAAGGA 

10 TGTTGGATCTCATGGTCCTAAGTACTTCTTTGACACCCCATTCCCCTCAGTAAAAT 
AGTTTGACCCCTTCTCCACCAAAAAAAAAAAAAAAGAAAGAAATTTAATTGCCA 
TGATGATGGTATTAAAAGGTGGGACCTTTAAGAGGTGATTAGGTTATGAGGGTTC 
AGCCCTCATGAATGGATTAATGCCGTTATCTTGGGAGTGGATTAGTTATCCCAGG 
AATGCAGCTCCTGATAAAAAGGATGACTTTGGCCTGATTTCCTGTCTCTGTCTCAT 

15 GTGCTGGGTTCTGCCTTCTGCCATAGGATGACCCTTGCCAGATGCCAGCGCCATG 
CCCTTAGACTTCCCAGCCTCTGGAACTGTGACCCTAATGAATTTCTGTTCATTATA 
AACTACGCAGGCAGTGGTATTCTGTTATAGGAAGCAGAAAATGGACGAGGACAG 
TGAGCAAGGGTATAATGAACAACCTTTAAAGAAATACTATTAATAAAAAGCTAA 
CATTCAGCTAGGTCTTGCCATGCACCACCGCGCTCATTTAACTGTCACAACAGCC 

20 CATCGGGTAGGTGTTGCTATTATCCCCCATTTTACTGAAGTAATTGAGGCAGGTT 
AAGTATTAACTGGGGAAATCAGCATTTGAATGTAGGTACTTCTGACATTGGACCC 
CTCATACACAACAACTCTGCTGTATTGTCTCCAACTAAGTCTCAGAAGTGATTTA 
GAAAGTCATACAGGCCAGGCACAGTGGCTCATTCCTGTAATCCCAACACTTTGGG 
AGGCTGAGGTGGGAGGATTGCTTGAGCCCAGGAGTTTGGGAGCAGCCTGGGCAA 

25 CATAGGAGACCCTGTCTCTACAAAATAAATATAAATAAATAAATTAGTCAGGTGT 
GGTGGTGCGTGCCTGTACTCCCAGCTATTTGGGAGGCTGAGGGGGGAGGATCAC 
TTGAGCCCAGGAGGTCACGGCTGCAGTGAGCTATGATCATGCCACTGTATCCCAT 
CCTGGGCAAGAGAGCAAGACGCTTAAAAAAAAAAGTCACACAACAGATTATTCA 
TGAGTTAAAATAAACTTGGCATCTACCAATCATCTCAGTGAATTACTGGTGAAAA 

30 TTACCTAACAACTTTGTGCTTTGTGCTCTGGTCTTGTAACACAATGCCACAGACA 
AGTTAAGACCCAACAAGTGCCAACTCATTGAAGCAGGTAAGGATCAGCCAAGAA 
AAAGTACACAAGTTCAACTTCTACTTGCCACTGTGCTTGAGAAATGTCAGACAGC 
GCCAGCAAATTCCCTGTTCCCCTCCAGGTTCAGAAATGAACCTGTAGCTCCAGGA 
GTTTTCATGATTCAGACCTGATGATCAGAGGCTAAGCCATGCCCCTGAGGTAGGA 

35 GCAGTCAGGTTTTTGAACTTTTTGCAGTTACACAGGCACTCAGGGAGTTGACAAT 
AAATCCAGAGCCATGAGGGATGGAGAAGGAAGAGAATGATGTCCTAGTCTTGCT 
TAGGGGGAAGGAGGAGAGTCTAGGAAAGGGTTCTAAAAATACTACATTTAGGGT 
ACTTTTTGGTCCAGAAACAGCTGCTCTAAGCCCTTCCAGAAGCCTGGAGGGTCAA 
GCAAGGCTGAAAAACATGCAATTCATGTAGAAGGCCCTCAGGCTGGGAAAGCCT 

40 TCTACTGTCTTTGGCACAAATCAAGAACCAGATGGTTCCTGCCTGCCAGTGGTCG 
CAGATGAGGAAAGCACAGGTGAGTTCCTGAGCTATCTGGGTCATAACCATGTTG 
GGGACTTAAAAGAGCAGGGTTGCTATCTTGGGTTGGATCCTTTATCCAAGGACCT 
CCACCAGGAGGGATCAAATATCGTTTCCTCAGCCCTAGGAGGTCAGGGTGCCAT 
AAGCTGCTCCTCCCACAGCAGCCTGCCTTGTTCTGTGCCAGCCCCAACTCTCCAG 

45 TGGCTGTCTGCCCCAGTTAAGGGGAGCTAGGAGACCTTGAAATAAGCCCTCTGCA 
GTGAGGCTGGCATCGTTATGCAGACTGATGTTCTGAAGTGCACCAGATACCAAAC 
CTAACAGGATTGTGTAGTGTATCCTTTGGAGATAATGAGTGCAGAGATTGGCTGG 
CTGGTCTGCTTTTTCAAATTGTTTTCTTTAATAGGATTCCTTCTCATTTTTTTCCAG 
GTGAATCTCAGGCAGTATGGACTCACTGCTATTAGGCCTCCTCACTTTGGCCTAA 



114 



wo 02/074979 



PCT/US02/08456 



TCAAATAGTTTTACTAAAGGCATGGAAACAGTCTCAGCCTCTGAGAGGAGGAAG 
CATGTCTTAAAACTTCTTCACCTTCTGCAATGCCTGGCCTCAGACAAATAATAGG 
CACTCAATTAACAACTCATAATAATACAAATGTTATACATATCTATACATATACA 
TATGTTATAATAATTTTTGTGTGGTGCTTTATAATTCACAGAGTGCTTATTGTTTC 
5 ATCACTTCATTTAACTCTAACAACAATCTTTTAAGGTATTATTACCCTCTTCATCT 
TACTCAGAAAAGTATGGCTTAGAGAGGTTGAGTGACTTATCCAAGATCACACAG 
CAGAGCTGGGACTTGACTCCAGTACCCAGGATCTCAATCTTGCCTTTTTGCTTGTC 
CCATACCCGCATGCTGCCTTGATAGTGGACATAGTCCCTGCCCTCATGGAGCTGA 
AGTTCACCAACAAGCTCAAAGTGGAAGGACATCCAGACTCCTCCGAGGGAACAC 

10 ATACCAGGAGACCATCTGCCTTCTGGGCTTACAGGCCATGGTTTTGTACCAAGAG 
GTATGAGAGGACAGCAAAAGGTGGGAGACAAAACCTGCCACTTCTGTTCGGCAG 
CTGCAATATGGCTCAGGTGGGTCTGGAGAGCCCAGCCTGGCTGGGGAAACAGCT 
TTACTTATTGTGTTAGTGAGAAGGCGCCACTGCTTATGTTTAGCTGTGGTTTGCTA 
CAAGGGTAGGATGGGGCATTTCGCGCCCCCCCCTCCCAATCAAGGCTCCTTCCTC 

15 CTCTTCTCTTTCCTTTTGTTAGTTTCATTTCATGCTATGAATCACCAGGTGGCAGG 
AGGGGCGGCAAAAAGTGCCCTCTACCGGCTCTGACTGTCCCGCCGCTGCTCATAG 
CTGCCCCTAAGGAGCGGCGGTTCTCAACTTTGGCTGCCCATCGGAACTGCCTGTG 
CAGCCTGTTAAACAAGGACGTCTGCCCCACCCAGGGCTACTCACTCAGACTCTTC 
CAGAGAGGGACTCAGCCCTTTGTTTTGCAAAGCTCCTCAGGAATTTCGGATGCAT 

20 AGCCAGCAGCTCAGGGAAAAGTCTAAGCAAAGCTTCAAAAGTGCAGCAGTGTAC 
AAAGGACCCCTGACTTCCGTCCCAGGCTCAAGTGTGCCACGGACTAGAAGCTACT 
ACCTTACGCCTGTTACTTAACCTGCCTGAGTTGCAGTCTCCTCAAACGTAAAAGG 
GAGTGAACCCAGGTGAAGAGTTGCTGTAAGGAGTTAAGATATTTCTGCAGCAAG 
CGCTTTGTAAACTAAACATCTATAGAAATGTTGCAGCACACACATTACCACTGAC 

25 TATATATCGTAGCATAATTTAGCAGTTTATCAACCTGCCTTCCCCAGTAGACCGA 
GCGACTCCCGGTTAGACTTGACATGTTGGAATCCCCAGCGCCTAGTAGGAAAGAT 
GACTAATAAATGTTTATTAAATGAATATTAGCAACCTGCCAAGAAACCGTGAGG 
GTCGAACGAGAAAGCCATGGAGAGGTGAGGAGGGAGGTTATTTTAATAGTAGAT 
CCAAATATACAGCAGCCACACGAGAAGCACAGCTGAGTCTAAAGGAAGGTCCTA 

30 AACAAGGCGAAGCCGCCACTGCAGAGAATGAAGTCAGCGCCCTGGCAGGTTGGG 
GGCAGCTCCCACTAAACCCCTGACAGCTGCTGCCCAGCAACTGTTTGGGGGCAG 
GGCGACGGCAAAGGGGCAGCTTCCCTGCCGCTCCGCGCCCTAACCGGGGCGCAG 
, CCTCCCGGAGACAGGGTGTCAGTGGCATGTGCTATTTCGAACGGCGCGTCCCCTG 
CCAAGCGCTGAGGGGTAGCGTCGCTGGCAAGGAACGTGGCGCGACCCATGAGTT 

35 TGGGGCCCCCCGAAGGGCTCGAGCCGAGGCTGCAGGAGGCTGGGCCGTGGGTCG 
GGGTTCGGGGGCTCGGGCTTGGCGCTGGCCTGGTCCCCACGCCCGGGAGCCGCTC 
CACCTCTGCCGGACCTCGGAACCTCGCCGCAACCCTCTTCTCCCCGGAAACGTGC 
GCCTCCCGGGTTGCCTGGAAACGACGCCCCCGGTTGCATAGCAACGGGGATCCG 
GGTCCCCGGTTTGTTTCGCACGCTGGGCGCGCGGACCCCTCCCCACTCGGACTCT 

40 CCAGGCCTCGCGGCTCCGCCTGGTGCCGCCTGCAGCGGCTGCTGTCTCCCCTTCC 
CGTGCGCTGCCCCACATTCCGACCTCGGCCCGCTCTCACCTTTCTCAGGCCACTGC 
TATCCTTCACGTGCGACTTCGCTGAAACGCGCCACCAAACCCGCGCCTCAACTCG 
GGGCGCTGGTTTACCTTCTCCGCATGCGCAAGGCGGGATGAGCTCGGAGACTAG 
CCGGCCTTCCTCACAATCGAAGCCTGTGCCGGGAGCGCATGCGCCCCGCTTTATC 

45 TATTGCGTTTCTTTTTCCCCCCACAAGCATTCCCACCGAGAGAAGAATGGGATCG 
GAAGTTCCAGCAGGGAACGGAAGTCTCTGGCTGGAAAGGGGAAATAAGTGACTA 
TATCTGGGCTGTAGAGTGGGTAAACTGGATCTTTGAAATCGGAGTGGAAGCTAAT 
CCTCCTCTTGCCACCACTCGGCATTTTGGGTCATGTAGTTCTAGAGCTACAAATGT 
TCCCTGGGGCATTGTGGGCAATGTAGTTCTAACCGAGCCGCTAACGAGCACCTAG 
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TCTTCCCATACACTTTTCGCGCTAAAAAGGCACAAAAGAGAAAGATATTAAAGG 
AGCAATTAAAAGCACACTGCTCTAGGAAAACGAATGCGCTCCCCCAGAGAGAAA 
ATTCATACCTGAATACTGTAGACGGCTCCCAAATGTTAGCTCAGAATTTCAGAGA 
AAGAGAGGAACCAACTCTCACTCTCCTTTTTCTGCCACAAAGGCAGTGCATAGGG 
5 ACAGGAGGCAGATAAATGCTAGGTAGAAAAGAGCGGGTCCCTGGTGAAACCCCA 
CCCTCAAGCCAAAAAGCCTGAAACCATGGCCCAAAGTGAGAACTTCTATCCATG 
TTTTTCCAGTTGAATGTTGCCTTTTCCTAAGCCACCCATGGCTCTGCCCTGCCTCA 
TCCTGTGCCTAGAAAGACCCCAGACTCATCTGGCAGAGAGGAGAAGCAGCTGGA 
TGAGGGGACGACCATGGCTGGATGTCAGAGAGAAGCAGCTTGTCTTCAGAGGGA 

10 CAGCTTAAGGCGTAACTTCTGAGACGAATCTGGCTGGAGATAGCTGGACTTCAA 
GGGAAGACTACATACCGGCCTGTCCCACCCCCCTCTTTTCAGCTCACCTTCCCTCT 
GAAATCCACTTTGATCAGCAATAAAATCCCAGGCATTTGTCCTTTAATTTGTTCGT 
GCAGCTTTATTTTTCTTGGACGCTGGACAAGAGCTCGGGAGCCACGAGTGCGGAT 
ACAAAAGCTGTCACGCTGGCCCTCTGCCCTTGCTGGTGGAGGGCAACCGCGGGC 

15 CCACGGAGCTGTTAACACTTAAGCTGTCCACGGACGACAGAGCCAAAAGAACAC 
TGTAACATGCCCTCTGGGGCTTCAGGAGCCTCAGGCACTCTGCCTGGACACTGCC 
CCGGGGCCTGCACGGAGTTCGCTCCTGCCGGTGTCCAAAAGCGCACGCTCTGGCT 
CCTGCACCCACTCACCTGCACGCTCCCTCCTATGAGGGGTGGAACGCGGTGAATC 
TTGAGTGAGTGGAGTGTGATCCCACTGGTGCTGAAAAACGGCTGGCTTGTTCCAG 

20 CGCTTGTGCACTCCAGTTCCCGCCTTGTTCACTTGCGTACTCCCTCCCATGAGGAG 
TTGAGAGCAGCGGGCTGAGTAAACGGGGCACCCCTGTTGTGAGTCCTGTGAAAG 
GTCAGGGCAATATCCTGCTTCAGCAGCACCGTGAAGGAGAATGAACAGGGCTTC 
AGAATGAGGTGATCTCTTGCCTGTCGTGTGATCCTGAGCACACAGCTTCATTTCT 
CTGAGCCTTCATTGCTTGACGTTCAAGAACTATAAAGGACCTAAAAATACCACTT 

25 CACAGTAGGTGTGAAGTTTCAAGGAAGCAACAAGCATGAACATTAAAAAAAAAA 
AAAAAAAATCCAGGTTGCTGACTGAATGTTTTTATCACCATCAAGAGCTGTCATA 
GGAGAGCTTCCTTTTGATGTTAAAACTTGTTTCTCAAACTCAACCCTCTAAAACGT 
AACTCTTCCCTCCCACCCCCAACCATTCAGCCTTCCAGTTCTGCCTTCCTCCTAGA 
GTACACACTCTGTAGGCTCCCAATCTGTCACCTCACCCAGTTGTTTCTTTCCATCA 

30 GATGTTCCTCAGACACATCCATCTTCATCTGAGCTCTTGTCACTTCCTGCCCCTCA 
GCTAAGAGTCCTTCTTCCAGGACAGGCTCTGGTAGCATCCTAAACCTCACCTTCC 
AGCTTTTCTAACAGTTTCAATTTTACATTTGCTTGTGCGATCCTTTCTGATGTCTA 
AGATTAACAATCTCAGGTCACAGACTTTCCTGGGAAAGAAATTTAACCTTTTTTT 
TTTTCTATGACAAATTAATTTCTTTTCAACTCTCTTTTCCATGTGGGTAGTAGAAA 

35 CAGTCTCAGACAGTTCAGGGTTCTTCCCATCCTTGATTTTCAGGTCGTAGACACCT 
TTTGGAAAATGAATATAGGGCCAAAGTTGGGGGAGAAAATGTATCTAATCCTGG 
CCGGGGGCAATGGCTCACACCTGTAATCCCAGCACTTTGGGAGACTGAGGCAGA 
GGGATCACTTGAGGTGAAAGAGTTCAAGTCCAGCCTAGCCAAAATGATGAAACC 
CTGTCTCTCTAAAAATACCAAACAAAACTAGCCAGGTGTGGTGGTGTGTGCTGTA 

40 ATCCCTACTCAGGAGGCTGAGGCAGGAGAATCACTTAAATCCAGAAGGCAGAGG 
TTGCAGTGAGCCAAGATCACGCCACTGCTCTCCAGCTGGGTGACAGTGAGTGAG 
ACTCCATGTAAAAAAAAAGAAAAAAAGAAAATTCATCTAATTATCAGTGTCAGT 
TAAGCTGGCAACTTCTCCCTGACTAATCTTCTGTCACTTATCCACACAGATTGCTA 
CTGAAGATACCTGGGAAATTAAGCTTCTTTTGGGTCTTTGGCCAATGTGTCCCCA 

45 TGCTCCCCAGGCAGCAACAGCAGCTTTGGTCTGGGAGCAACAAGGCATAGAGTT 
CCTTCCTCAGGGACCCACCAGCACCAATGCATATATCTCTTTTCCCTTAACTCTCC 
CTGTTTCTCTGAAACCAAGTGCCCTGAATTTTTTCTATTCCCTGTGGGCTGGCTTA 
TGAAACGGAAAAGCCTTGACAGGACTTCCTTTTTCCTGCATCCTGCTATCATAGC 
CATAAACTCCCCAGTAGAGGGACACCTCTGGTTTTGCTCATTGTGATACTACCAA 
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CACCTAGTATCGTGCCGGGCTGACACGCTATGGGTACTCAATAAAGATTGGTTCA 
ACAATTAATTACTGAGTCTCCCTCCTTCTAGTCTGTCCCACTCCAACCCATCCAGT 
AAGTGTCTTCCAGAGGAAACTTCTGAAAGTATGGTTATCACTCCATAGCTCAAAT 
GCAAACACATGCTGTTGTGCTGCCAGCCCAATCACCACCCAAGTTTTACCACCTT 
5 GGGTTCAAGGCCTCTCCTAAACGGATCCATTTTATTTCCAACCACACATCCAAGT 
ACAGTAGTTGAGATGACTGGCCTGTCAGGCAACCTGTCTTCCAACCAACAATCAT 
CATAAAGTTCCTGCTATGTGCCAGGCACAATGTGGCACTCTTACACTCTTGAGAG 
CAAGAGTAACCAGAACAATTATGGTTCCTGCCATCATGAAGTTTACAGTCTAGTG 
AAGAACCCAGACATCAGATACTTATAAATAGATAATTAAATGATTACAGTTCTTT 

10 GAAGTGGTTTGGAGGACAATCACAGTTTGCTGTATGGACTAAATTTAAACCAGG 
GACCATGAAAAGGGCTCCAGAGGAAGTGACATTTAAGGTGAGACTGAAGTTTAC 
ATTGGAGGGTTTGAGACAGGAGGGGGAAGAGGGAGGGGGGAGAGGACAGTGAT 
CCAGGCAGAAGTTCTGAAACCAGCCAGCGCGGGTATGTTTGAGGAACTGAAAGG 
CCAATGTGGCTGGAAAGAAGATAAAGTGAGACTGTGATGGTCAGCATGGGCCAG 

15 ATGGTGCAAGACTTACGGGCAAGTTTCCTCAGCCAGAAACTCTCTCCCTCATTCA 
TGGCCTCAGGAATGACCCCTGGTTGGGGCTCAGAGAATGATACCCCAAAGTATG 
GTGCTTTAGTATTGTTTCTGAGCAAATAGGCTCACTGCCTGATGCACATAGAAGC 
CAATACTATGGTACCAGCTTTTGAGAACAGAAAGGCTTTATTGCAGGGCCACCCA 
GCAAGGAGACTGGAGGCATGGCTCACATCTGTCTCCTAATTTGGGGTCTGGGGCA 

20 AGATTTAAGGGGTCAGAGGGTGATATGGTTTGGCTGTGTCCCCACCCAAATCTCA 
TCTTGAATTCTCACATGTTGTGGGAGGGACCCAGTGGGAGATAATTGAATCATAG 
GGGCAGGTCTTTCTTGTGCTGTTCTTGTGATAGTGAATAAGTCTCATGAGGTCTG 
ATGGTTTTGAGAAACAGGAGTTTCCCTGTACAAGCTCTTTGTTTTTGCCTGCTGCC 
ATCCATGTAAGATGTGACTTGCTCCTCCTTGCCTTCTGCCATGATTGTGAGGTTTC 

25 CCCAGCCACGTGGAACTGTAAGTCCAATTAAACCTCTTTTGTAAATTGTCCAGTC 
TCAGGTATGTCTTTGTCAGCAGCGTGAAAACAGACTAATACAGATGGCAAGGAA 
ACGTATTAGGAATTTTGGCTTGGCAGGGTCTGATTGGAGGGTGTCAAATTTGACT 
ACACGGGTATGTTGAGGTGGATTTTACCCCTGGATCTTTCTGGTCAACAGACCCT 
TTGCTCCTGAAAGAGTTCCAGCATTTAGGTTCCGATCATGTCTAGGTCTTCTTGGT 

30 ACCACAGGGAGGAATCATTGGTTCTGGGTGTTGTTAGATGTCAAAGCATTTTCTA 
TTGGGCATGCCCTACTGACATGACTTGGAGTTTTGGCTCTGTCATACCTACAAGA 
GAACATGACATTCTGTTATCAAAAGAGTAGGCCCAGTTTGGATTGGTCCTGAGGT 
TACAGCATGCTGAGCACTTTTGAATGAAAAGAAATGGGAAGGTCTTAGAAGCTG 
CCTTAGAACCAAGGACTTTCTAACCTTCTCTTGCCCCCTGACCCCCACCCTAAGTA 

35 CAGGGAGAAGCTCTCTCTAGAAGTTCCCTTATCTGACTGAGAAAATTTCTTTCAG 
AAGAAATGCAATTGTCTCAAATCTCCCTCCACAGGAAACTCATCAAATAACCAG 
GAAAGATTAACCACTGGAGAAGAATAAAAACTAAAAGTCACCAACTCACCACTA 
CACCTAGAGAGACTTTTAATCTATTCTTCTGATGGGAGCTCTAACAGATTACCTG 
AGAGACCTTATGTGCATAATAAGACAACCTTTGTTCACAATGGAGTTCTGCCCCT 

40 CACCTTCCCACAATTTGTTGCCACCTCCTCCAGAGCTCATAAGAACTTTGTCCCAA 
GGCATTGTTTGTTCTTGGGGCTCATTCATTTCCCCTAAAAATTATTTGCTAGCCCT 
CCCTAAAAATTATTTGCTAGCCCTCAAAATTGCCTACATTTCCCCCATCTCCGTCT 
TTCCTGGGTGCCATTTAAGTAAGCATCAGCCACCTGTTCCTTCTTTGAGCCTCATA 
TTTTGTATTACTCCTGTGCACACTCACACACTAATACACTTGTATGCCTTTTCTCC 

45 TGTTATTCTGTCGATTGTCAGTTAATTTCAGCAAATCTTTAGAGGGCAGAGGGGA 
AACTTTTTTGCTCCATACCCTCATTCAGTTCTCAGCAAAAAAATCAGCTCCTCAGT 
GATGCACTCTCTAAGTGCCCTGCCTCAAGTAGCCGTTCCTCCAATCCCCAGCACC 
TCTGTCTACCTTGCTCTGATTTGTTGTATTCATAGCACTTACTACTCTGGAATTTTC 
TTCTTAAGTGTTGATTGTCTCTGTGCTCCCACCACCCACAGTAGAGTGTAAGCTCC 
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AAGACAGCAGAAACTGTGTCTTTCTTGTTGACCTTTTCTATCTCCAGTTTTTACAA 
TAGGGCTTGGCACATAGGAAGCACCCAATCAATATTTGTTGGATGAATGAAATG 
CCTGGGGAATAACATGAATAGATATTTCGTTCAAAGTGGATCACTGTCTGCTCTG 
TGGAAAGTAGATTAGGAGGAGGAGGCCAGGCTGGAAGCAAGGAACAAGTGGGA 
5 AGTTACTTTGTTGGTGCAAGACAGAGATGAGATGCCCTTTtGCATATTAACTCTT 
CATAAGAGTTCAGTGAGTTAGTTCTACCCTTGTCATCACTCCCTCTGTTTTACAGA 
TGAGGAAACTAAGGCATAGAGAAGTTCATACTGCCAATCACCTGAGTGGTGCTA 
GGATTTGAGCACACAGTCTGACTTCAGAGTCCATGCTCTTGGCCACTATGCCATA 
TTGCCTTTTGTACCTGTAACTTTTATTTTTCTCTCCAAGCTTTTGCTTACGTTGTTT 

10 CTTCTTCCGGAATGCCTTTCGTTCTCCTTCTCCTCTGAATACTGCCCACCTGTCAA 
AGTCCCTCTCACTCACATCCTGTTCATCCTGCCCTTTTGTCTTGATACCTTACAGT 
CCACACCACGTCTTTTGCATGATTCCTGAGAGTATCTTATCTTACAGATATCCACA 
AAGAATCATACACTATCTGAGCTGGAAGAGAAATAGAAAATACAAAATCCAAAA 
TACAAAATAAAGAAATTTATAGGAGGCCATTGGTTTGGACTGAGCTCTTCTGCTA 

15 GGCCTAACAGACCAAGCTAAAAAGAGTTAGTCCTGCTGAAGCTCCACGCCAATA 
AGCTGAAACGAAGATCTTTACGACCTTCTGAGTGTGTATGTGTGTGTGTGTGTGT 
GTGTGTGTGTGTGTGTGTGTGTAGGGGGGAGCTAAATTCCCAAACAGGCAAGTTT 
TAGGTGGCATGATAAGTCCCCTCCACTTTAACCTTTACAAGAAAAGTAATTTTGA 
AATTACCAAATGACCAATCCGCTTTTTGTTCTCTGTTCCTGTTTTCCTCAGTCCTTT 

20 TCTGTCTATAAAACCAAGTTCTCCTGTTCAGCTCATTGGAACAACCATTATATTTT 
ATAGTATGAGGCACTGCCCAATTCTATAGAATCGCACCTTAAGTCCCAGCTACTC 
CGGAGGCTGAGGCAGAAGGATCACTTGAGGCCAGGAGTTCCAGGATGCACCTGT 
GATAGCCATGATTGCTATGACCGCACCTGTGAATAGCCACTGCCTTCCAGCCTGG 
GCAACATTGCCAGAGTCCGTCTCTTAAGAAAAAAAAAATCTTTGAACTAAGTTTG 

25 TTGTGATTTTGTCTTTTGACAAAGAAGAAAGGGCAATGTGAATTGCCCCAAATCA 
CAGAGCGAAATGGTAGTAGTCAGGACCAAAACACTTTCTTAGCCGTTTTCTTAGT 
TCTTGTACCCATCTGTTTCTGTATTTTCTTCACCAGGCCATCCAGCAGTGTCTCTT 
AAAGGGTAGCCCGAGAAACAACTGACTTAGAAAAGCGTGGGGCACAGTCTGTCT 
ACGCAGACCCGAGGAATCTGCATTTTAACAAACTCACTGGGAAATTCTCGCGCAC 

30 GCCAAGGTTTCAAAGACCAGGGTCCCGTGGCACAGTGCCGCACAGTTGTCAAAA 
CAAGTGCTGTCCAATTGTTTTGGTTTTAAATTCTCACTGCGTCATGGGAAATGTAG 
TTTCGAGCCTCCTCTCTCCCGACGCCCCAGCCAATCCTCCGGCGCTTTACGGAAC 
GAGCCGAGTCAATCCGGAAATAACCGAGTGTTCGTGGCGGGCCCTTTCCTGCCCG 
GCTGCATTCTGGGAAAGGGCAATTTCCGTTAGGTGCTGAAGGCTGTGGCGCGCG 

35 GCTGTCCCCATTCCCACGTGAAGCGCTACGCTAGCATCGCTCGGCTGGCGGCTCC 
CAGCTCGCCGCGGAGCAGTCCCGGCAGCAGCGGGGGACCGGAAGTGGCTCGCGG 
AGGCTCAGAAGCTAGTCCCGGAGCCCGGCGTGTGGCGCCTCGGAGCACGGTGAC 
GGCGCCATGTCCCTAATCTGCTCCAGTGAGTGTTGGCTGCGGCCAAGCGCGGGTC 
TCAGGAGGCCAGAGAGCGGCGCGGGAGCGTGTGCGGTCCGCTGCGGCGCCCGGG 

40 CCGGGGTGGAGGCGGGAATGGGGCGCTCCGGAGGCCGAGCGGCGGCCTGTCAGC 
ACCGGAGCCCCCCCCGTCGGAGCGGGGTGCATTTGCGCAGTGCCCCGCAGTTTAC 
ATAGTGCCTGAGGTTTATTGTCGCAGACATTACTGAGGCCGGTCGCCTCATTCTA 
CAGAGTGGAAACAGGTCTGGACAGAGAGAGCTGGTGCAAGGGAAGCAGCCTTA 
ATGTAGGAGTCAGAAAACTCGAGGTCTTGTCCAGGGTCCGCCTCCCATTGGCTTT 

45 ATGAATTGGCTCAAGGCTCTGGGCCTCGGTTTCCTCATCTGCAAAATCGAGAGCA 
TTGCAGTGGATGTTTTGCGAGGCCTCGCTCGGATAGTCGGAGCTTTTGCAATTTG 
CAAAGGTCACATGATGAGTTAGAGGTAGAGGCAAGGCTGGCAGCCAGGTATCTG 
GCTCCCAGCCTTACACTGTATGACTAATAAAAACAGCGCACATTTATAAGCCCTT 
ATTGGTTTACAACGCGCTTCCAAGTCTATGATCTCATTTTATCCTCACAAGAATTC 
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CCTAAAGGAGAAATAAAGATCCTGGTTTTGCAGATGAGGATGCAAGGCGCAGGA 
AGAGCGGGGCTTATCTAAGGATGCGTAGCTAGTCAGTGGCAGAGCTGGGTGACG 
TAGTTAGGTGACACGGATCTTGGACCCTGAATCCATGCTTTTTTCATACCTTCCAC 
TATCTTTCCCTTTGATATTTTATCATGACGTACAGACATTTTCCTTTCCCTTTTCGT 
5 TGTTTCATCAGATTACTCGTTTCCCCTCCCTTTTGCTATTCACTTCCTTCTCTTCTC 
AGAACCTGTACATTGATCCAAAGAGGGGGAAGAAGGAAGGGAAATGATGGAAA 
AGGAATCCCTCACTTTGAAGAAATTACAGCTCGCAAAGTACCTTCACATTTATTG 
TTTCCTTCCAATCTTCGGGAAGCTCTCTTTTACGTTCCCCAGCACCATCCTTCCTG 
GCATGGTTCACTCATTTGTTAGATGTTTACCGAGTGCCCTGGGGGCATCTGCATT 

10 GTACTGGAAGTGAGAGACCAGCTGTAATCCTTATCCTCAAGGGGTGCACAGTCTA 
CGCAGGCAAGAGTGTAAATGATACCTCTATTGCGGGTTGTTGTGAAGATGAATTA 
CTGTACTGTATGCCTAGAATTGTGCTTGGCACATAGAAATGTGCCATGCAAATGT 
GCCATGTAAATATTTTTAAATATTTTTATTGTAGCGATTGCCACTTTGCTCCTTGG 
AATCTTCCAGGTGATAAGTGTCTGTACGCTAATCAGTTGACTGGTAGCTGGTAGA 

15 CTCAATAGCTTCAGGATGGGGACTGGTCACCTAGGAAGACTAAAGGGTATTAGA 
AGGTTGGGATTTTCAGTCCTACCCCCCATTTACCTGGGGAAATGAGAGGAACTGA 
AGTCGTCACTAGTGACCAGTGATTTATTGAATCATGCCTTTGTAATGAAGTTTTCA 
TAAAAATACAAAAGGACAGGAfTCAAAGAGCTTCTGTATAGCAGAACATGTGGG 
GGTTCCTGGAGGGTGGGGTGCCCAGGGAAGGCATGGGAAGCTCTGTACTTCTCC 

20 CATACCTCATCCTATGCACCTCTTCATCTGTATCCTTTGTAATATCCTTTACAATA 
AACTGGTAAACATAAGTGTTTCCCACAATTGTTTGAGTCACTGTTGCAAATTAAT 
TGAACCCAAAAAGGAGGTCATGGGAACCCTGATTTACAGCTGGTAGATCAGAAG 
AACAGGTCAAACAACCTGGGGCTTGCGATTGGCATCTGAAGGGGCGGGGAGTCT 
GGTGGGACTGAGACCTCAACCTGTATGATCTGACACTATCTCCAGGTACCTGGTG 

25 TCAGAATTGAATTGGAGGACACCCAGATGGTCACATCTGAGGTCACAGAAGTAT 
TTTGTTTTGTCAGAGAATAGGAGAAACTGAGTTTGTTATTCCTGTATTCTCAGACT 
TTATAATTTCTTTGATAATCTGTCTGGAGCTATAGACTAAGATGGATGGCAGGGA 
TTTGAATGGCTTCATGTGTATCTCCATGTCATGGAGTAAACTGTATTCATAGAGT 
ACACAATCATTGTTCAGATATGAGGTGGTGATAATGGACTGCTATTCTCTAGGTG 

30 CTTGGCACATAGTAGTTGTTAATAATTATTTGTTGACTATATGATTGTCAGATAGT 
CAGGAGACTATCTCCTCAGTCAGGAGACTAAAGGAAAAGGTAGTTCCATAGCTG 
GAAAGCATTCTGGGGCCAGTACAGAACTGGCTTAGGGTCAAATGTCTTGCTTTCT 
GCTAGTTGAGTGTGAGGATGCCTAGTCTTGTTGGGGCTAATAGCAGATGAGGAAT 
CCTCTAGGCCCAAGATTGCCTTCACTCCAAGCTCACTACCAGCCTTTTCTCTACAG 

35 TCTCTAACGAAGTGCCGGAGCACCCATGTGTATCCCCTGTCTCTAATCATGTTTAT 
GAGCGGCGGCTCATCGAGAAGTACATTGCGGAGAATGGTACCGACCCCATCAAC 
AACCAGCCTCTCTCCGAGGAGCAGCTCATCGACATCAAAGGTGCCTATTGGCTGC 
CTTAGTCTAGGGCCATCTTAGCTCAGAGCCTGAGAGGATGGGAGGTGGTGCCAG 
TGCACTGGAGGAAGAGATGGTGGGCTGTTTATGGCTAAAAGGAAAAGATGTGAT 

40 GGCGGGGGAGGCCCCTGGGTTATGTTCTTCATACCTGCTTTCCCTTTCGGCAGTTG 
CTCACCCAATCCGGCCCAAGCCTCCCTCAGCCACCAGCATCCCGGCCATTCTGAA 
AGCTTTGCAGGATGAGTGGGTGAGTTCCTGCAAGAGAATCAGCATCTTCCCCACT 
TGAAGAGAATGCATTGCTGGGTTAGGACTTGGGGGTAGGAAGGATGGAGCATTA 
TTTAGAGGGTAAACTTTGTGACATCAGGGATTTGTTTTATTCTTCGTTGTATCCCC 

45 AGCACTGAGAGCAGCACCTGGTACATAGTAGGTGCTCTAGAGTTATGAATTGAA 
TGATTGAATACATCCTGCAGGACTGTCTGGCACAGTGCCTGACACAACGAGGGC 
GATCAATAAATAGCAGCAGCAGCAGTGTTGTTATTCTCTTTTAGAGAGGGGACGG 
CATGACAGCTGGGATTTGCCAGTAAGTTAGGGAAGGTGGGGATGGGAAAGAGCT 
GGCTCCCACTCCTGTCTGTGTGCCCAGTGGTTCGCTTGGGGTAGGAGCTCAAGAG 
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TGTCTGCCGGCACATTCGTGTTTGCTCGGATATTGTTTGGGTCACTGATACTGGTC 
TAGGCTCTGGGATAGGAGGCAGCATCCCCTCCCCAAGGGCTGACTCCACTGGGT 
ACTCCCTGCACCCCCCACCTCACCTTACAATGATATTTGCTTCTCCCAGGATGCAG 
TCATGCTGCACAGCTTCACTCTGCGCCAGCAGCTGCAGACAACCCGCCAAGAGCT 
5 GTCACACGCTCTGTACCAGCACGATGCCGCCTGCCGTGTCATTGCCCGTCTCACC 
AAGGAAGTCACTGCTGCCCGAGAAGGTGCAGCCTCTCCCCTGCCATCCCCCACCC 
TGGGCTGGTTCTGCATTGTAATATCCCATTTCTAACATCGTCTTTTCTCTCAGCTC 
TGGCTACCCTGAAACCACAGGCTGGCCTCATTGTGCCCCAGGCTGTGCCAAGTTC 
CCAACCAAGTGTTGTGGTAAGTGTCCCCCTTCCCTTACCAGCAGCCCATTTGTGT 

10 ACAGTGGCCCACAGAACTGTCCTTATGCAGGTGTCTTTGGTGCTCTGTGCCTCTC 
ACCCTCACCTTTCTTCTCTTCAGGGTGCGGGTGAGCCAATGGATTTGGGTGAGCT 
GGTGGGAATGACCCCAGAGATTATTCAGAAGGTAAGTCCTGCTCTCACCTGGTGG 
GAGTGCTGATGGGCCCTTACTTTTCACCATCTGTCTGGAGTCCATCGTGACTAAA 
ATCACTGTGCTTTTGGGAGTTGAGTGGTGCAGAGCATGGACCCTGGGACCAGATT 

1 5 GCCTGGGTTTGTATTTTGATGCCACTACTTGTAAGCTTTATGACCTTGGCTTACTT 
AGCCAACCCTTACGTGTCTCATTTCCCTAGCTTCTAAACTGAGAATATGATCATAT 
CCACTGTATAGGCAGGCTGTGGGAATTTAAAAGATTTCATTACTGATAAGTGCAC 
CTTTTAGCTCTTATTGTTATTGAGATTCTTTGCAGATAGTAAACTACTTTTATATA 
TTTTCTTGTTTTTTTTCTATGAGGGCAATAGGATAGGAATTATAATCCTTATTTTG 

20 CAGATGAAAGACACATCTGAGAGGCAGAGCTGGGCTTCCTGATTGCAAGTCCAG 
TGGGATTCTCATTTGCAGGGCTTCTTAGTGTCTTTCTGAGCAGTTCAAATTGTCAG 
CATGTGTCTGAGCCCTTGGCTTAGTGGCGTGTAGACCTATGGGAGCTCTACAGTC 
CTAGCTTCTATTCTTGCTCTGCTGTTTATCACCTCTGCGACCTTGGGCAATTGACT 
TCACTTCTCTGAGGCTCAGTTTCCTCAGCTGTAAAATAAGGTCGTCAACACCCCC 

25 CTCATAAAGCTGGGATGGAAGTAAGAAGAGAGAATGCCTTTAAGCCTGTAACGT 
AGAAGTTGGCAGATAGCAAGTTCTTGGTGCTGCTTTTGAAAGCACAGGTGTGACC 
AGCATCTAATGTACTTTTCTCCTTGCAAGATGATTTGTCTCACATTGAGCCTGTTC 
TTCCCCAGCTTCAAGACAAAGCCACTGTGCTAACCACGGAGCGCAAGAAGGTGA 
GTTCTCTTTCTGAAGCCTGGAGAAAGAGCTGGCCTGGTGGGAGGCGGTTGACTCC 

30 TTAGGAGAGAGAGGGCGGCTGAATCTTGGATTCATTGCTGCTCTTCTTTGGGGGC 
TTTTCATTTTCTCAGAGAGGGAAGACTGTGCCTGAGGAGCTGGTGAAGCCAGAA 
GAGCTCAGCAAATACCGGCAGGTGGCATCCCACGTGGTGAGTGTCTGGGTCTCC 
ACTGTCTTGGAGACAGCCCTCCCGTTTTGTTTCTGGGGTGGGCGGGCCAGCATGG 
GGAGTGCTGAGTGCAGAGCTGTCCCAGGTTCCTGGCGCTGTTCCTGGTGCTGTTT 

35 CTCGCCTGGGCTGCTGAGTTGTCAGGGCTCCTCTTTCTGCCCAGCTGTGGGTTTCC 
TAGTGATGCAGTGAGGGAGTTACCGTACCAGGCAGATAGCCAAGAGGTATGGAT 
AAGGAATAGAAGTAACTCTTGCTCCCCTGAGAACATGGGTGACTGGAGATGGCA 
GTAGGGGAGGTCTGTGGCTTTGTGGCCTGCTGTGATTTGGCCGTGACAGGGTTTG 
GTGTGTCTCTCTGCAAAGGGGTTGCACAGTGCCAGCATTCCTGGGATCCTGGCCC 

40 TGGACCTCTGCCCGTCCGACACCAACAAGATCCTCACTGGTGAGAGTCTGGGCCT 
AGCCCGGCAGGCCAAAGTGGGGAGGGGCAGCAGGGAAGGCGCATGCTCCTTGTC 
CTCTTCATGGGCATGGGAACAAAAGCATTTCCTTGAGCAAAAGGGCCTGGGTGG 
GCCTGACTCATTGTTTGGTCTTTTTGGGTCTTCTCCAGGTGGGGCGGATAAAAAT 
GTCGTTGTGTTTGACAAAAGTTCTGAACAAATCCTGGCTACCCTCAAAGGCCATA 

45 CCAAGAAGGTCACCAGCGTGGTGTTTCACCCTTCCCAGGTAAGGGGTTCTCCTCG 
CCACCCTTGGTTCTTCTTTCCTTGGCTGTTGTTTGTCCCTCACCCCGCTGCTGTCTC 
TGTGAAGTGGGGCTGGGAAAGAGCTCTGACTCTGACTCCTGAGTGGGCACTTGG 
AGGGGCTCACTTTGGAGTTGTGGAGATTGCCCTTCACTCTGCGTGAGACCTTCTA 
AAGCAGTGATCTTCCAGCCAGGGAGAGAACGGAAATGTGTAGTTTGACAAGCAT 
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ATTCATTGAAATATTTCATATTAGGGAAAGAAAAAATCTTATAGTGTTCCTAATA 
TAAA.CTACAGAAAACAAAGCTCAACACAATCTCAACTCACACTTACGAGGAGGA 
CAGATATATCTGCTTTCCCATGATCCTCCAAGATGGGTAAAAATCATGTTGACTG 
TTGAAAGTGGTGTAGGTTGTAAACAGAACCTCTGGTTTACAGGGTAAAGGTAACT 
5 CATGGGACCAGATTAATGATATTATGGGATTCGAATTTTAAGCCTAAGACAGTTT 
GGGTTTGGGGCTGCAGGACATGGTTGGTTTAGTGCTTCGCAGTCAAGATTTCCCT 
TGGACCTTAGGGAAATGAGAAATATAAGAATAACATGGTGAATTTTTCATGACT 
AAATTTGTTCAAATTGAGAGCACTGTTTTCTTGCTTATGGGGTATTAATAGTTAGG 
TCTCATGAAATTGTATTGATAAAAAAAGATGGTAGTTATTTTTACCTTATGGCTTT 

10 TAATATCCTAACTAAACAAAAAATTGGTGAGTGACGCGAAATTCTCTCCCTGCCC 
CAAATCTTTTGGAAAATTAACTTACCCTGGAAATCCATAAAAGTGGAATGCACTG 
AAATACAGCCATGCAGCCCCTTCCAGTCCCAGTACTGCTCAGACCTGTGCCATAC 
AGTACAGTAGCAGTTAGCTGCATGTGGCTATTTAAATTTCAATGAAATAGAATAA 
AAAATTCAGTCCCTCAATTGTACTAGCTACATTTTTCCTTTGGTCCTGGAAATGGG 

15 AAAATTGCTCTCTGTTGCAGTTAGCCTTTTTACCACTAGATGGCGAGGACGCCTC 
CACAAGCCCTGATGCTGTATGAGTTAGCACTTTAATAGCGTTTACCATTGGCTGT 
CTTGGGCACCATTGGGTGGATAGGTGGTTCCAGGGAGGGCAGAGCTGAAAGGAG 
AAGCAATTGTTGGCAGTTGTGGGCATCCCCAGCCCCGTTTTATAAGATTGTTTTG 
GTCTGTATCTCTTTTCTGACTCTGATATTCTGTCTTTGTTTTCCTTGTAGGACCTGG 

20 TGTTTTCTGCTTCCCCCGATGCCACTATCAGGATTTGGTCGGTCCCCAATGCCTCT 
TGTGTACAGGTGGTTCGGGCCCATGAGAGTGCTGTGACAGGCCTCAGCCTTCATG 
CCACTGGCGACTATCTCCTGAGCTCCTCCGATGATCAGGTGCGGTCCCAGCCAGT 
GCCCTGGAGAGGCCTGCTGGTCCCCAAGCTTGAACATCCTGGGTGGCAGGAACA 
TCTTCCCACCCCAGCTGGTTCCCCAGAACCTCAAAGGAGAATGTTTGCCAGGGTT 

25 TGCCAAACCAGGGGCTCTGTCTTGCTGAAGGGCCACCAGAACCTGGGACCCACTT 
TCTCACTGACTCCATTGTCTCTTTTTTTTTCCCCAGTACTGGGCTTTCTCTGACATC 
CAGACAGGGCGTGTGCTCACCAAGGTGACAGATGAGACCTCCGGCTGCTGTAAG 
TTGCCTCATAGGCACTCAGCTTTTTTGTTTGCTGTTTATTATTTATTTTTACATTTT 
ATTTAGTCATTTGTTTATTTGTTCTAAAGATATATTTACCATGAGCACCTGTCTAG 

30 TGCGGGCTTTGTGCTGGGTTCACTGAGGAATGTGAAGAACAAGGAACCTACCTTT 
GCTGCTCTTAGTCTCTCTCCCTGGTGGGCTCTGACCACAGGTCTCTCTTCCCTCCT 
CCACAGCTCTCACCTGTGCACAGTTCCACCCTGACGGACTCATCTTTGGAACAGG 
AACCATGGACTCTCAGATCAAGATCTGGGACTTGAAGGTAGGACATGGTAGGCC 
TCCATCTGAGGCCCAGGGCCAGAGGGAGTGTTTGTGACAATGCAGTGCTAATTA 

35 GGTGCTTGTGGCACCTGGCCCTGAAGGTGGAGAGACACTGGCTGTGCGTGTGTG 
ATATGATGGTGTGGTCTGGGGGGTCCCGCTGGCTGTCCTTCCTGGAAGGACGTGA 
GGGACATCTCAGGTAGGAGTTTGGTGAGCCCCATTTTCTTCCTCTCATGATCTGTG 
GGTGACGTATTTTACTACCCACCGCCACTGTAGGAACGTACTAATGTGGCCAACT 
TCCCTGGCCACTCGGGCCCCATCACTAGCATCGCCTTCTCTGAGAATGGTTACTA 

40 CCTGGCTACAGCGGCTGATGACTCCTCTGTCAAGCTCTGGGATCTGCGCAAGCTT 
AAGAACTTTAAGACTTTGCAGCTGGATAACAACTTTGAGGTGTGCCCTTCCCCCT 
CCGCCCAGCTTTCCATTGTGTCTCCTTGTTTGTCAATTATTTATTGAATTAATCTA 
ATTGCTTCTGCTTATCCGCAACTGCCCCATAGTTTCTGTTCCCCTTGTGTGACCTT 
CTCTCTTTCTATTTCTGGCAGGTAAAGTCACTGATCTTTGACCAGAGTGGTACCTA 

45 CCTGGCTCTTGGGGGCACGGATGTCCAGATCTACATCTGCAAACAATGGACGGA 
GATTCTTCACTTTACAGGTAGAGGCTGGTCCTGGGCTCCTGGGATCTCTCTAGGT 
GCCCAGGCCCGGAGGGAAGCCTCACTGGGTTAGGAATTTCTAGGGCTTGCATGA 
ATTTACCTAAGCAGCTTTCTGTTACCACCTGAGGCAGAGCTTTATGACTAA.GGAA 
GCAACTGAGTCAGACTGCATGGCAGTAGATGCTAGTGCTTGTTCTGCCACTTCCA 



121 



wo 02/074979 



PCT/US02/08456 



TGCCCTGTGGCATTGGGCAGGTTACTAAAGGGAGAGAAAAGTCCCTCTGAAGTTT 
TGATAACTGAATCTAAAATAAATGAACATTAGACAGTGACAGGAGGAGAGCCAT 
TTTAATTACGTGCATATGCACGGGAGGCCCACATTATATTAGATCTGCAGAAGGG 
TCAGATGATTGAAGCTTATACAGTTTATATATCACTTAATAATGGGGATATGTTC 
5 TGAGAAATGTCTTGTTAGGTGATATCGTCATGTGCGACCATTGTAGAGTGAACTT 
ACATATATCTAAATGGTGTAGCCTACTACACGCCAAGACTATTGCTATAACCTTA 
GTATAGTCTATTATTGCTCCTAGGCTACAAACCGGTACAGCATATTAAATGTAGT 
GAATACAATTATAACACAATGGTAAGTATTTGTGTATCTAAACAAGTGTAAACAT 
AGAAAAGGTTCAGTAAAAATAAGGTATAAGAGATTTTTTTAAAATGGTACACTG 

10 GTATAGTGCTTGCCATGAAAGGAGCTTGCAGGACTGGAAGTTGCTTTCAGTGAGT 
GAGTTGTGAGTGAATGTGAAGGCCTAGGACATTACTGTACGCTGCTGTAGACTTT 
ATAAACACAGTACACTTAGGTTTTACTAAATTCATAAAAAACTTTTTCTTCAGTA 
ATAAGCCITAGCTGACm'TTACITrATAAACTTAAAAAAATGGAT^ 
AACGTTTAACTTAAAACTAAAACACATTGTACAGCTGTACAAAAATATTGTCTCT 

1 5 CTTTACATCCTTGTTCTATAAGCTTTTTTCTAATTTTTTTATTTTTATTTTTTACTTT 
TTAAACTTTTCTTGTTAAAAACTAAGACACAAGCACACATTACCCTAGGCCTACA 
CAGGATCAGGATCACCAACTGTATTAGTCCGTTCTCACACTGCTATGAAGAACTG 
CCTGGGTAATTGATAAGGGAAAGAGGTTTAATTGACTCACAGTGACTCGGGAGG 
CCTCAGGAAACTTACAGTCATAGCAGCAGGGAAAGCAAACATGTCTTTCTTTACA 

20 TGGCAACAGGAGAGACAAATGCTGAGCAAAGGGGCTAAAGCCCCTCATAAAACC 
ATCAGATCTCGTGAGAACTCACTATCATGAGAACAGCATGGGGGTAACCACCCC 
CATGATTCAGTTACTTCCCACTGGCTCCCTCCCACAACACGTGGGGATTATGGGC 
ACTACAATTCAAGATGAGATTTGGGTGGCGGCACAAAGCCTAACCATAGCACCA 
ACATCACTGTCTTCTACCTCCACATCTTTTCCCACCGGAAGGTCTTCGGGGGCACC 

25 AACATGCATAAACCTGTCATCTCCTATGATGATAATGCCTTCTTCTCGGATACCTC 
CTGAAAGGGCCTGCTTGGTGCTGTTTTACAGTTAACTTTTTTTTATAAGTGGGAAG 
AGTATATTTAATACCAAAAAAAGTATAGTATAGGCATACCTTGTCTTATTGCACT 
TAGCTTTATTGTATTTTATGGATACTTTGCTTTTTATAAATTGAAGGTTTTTGGCA 
ACCTTGCCCCAAGCAAGTCTGTCAGTACCATTTTTCCAACAACATGTGTTCACTTT 

30 GTGTCTGTGTGTCAAATTTTGGTAATTCTTACAGTATTTCAAACTTCTTCATGATT 
TATTGTGTCCGTTAGTGATCTTTGATGTTGCTATTGTAATTGTTGGGCGGGGGGGC 
ACCATGAAATGTGCCCATAAAAGTTACTGAATTTATTTGATAAATGAAATGCTGT 
GTGTGTTCTGACCACTCCACCCACCAGCCGTTCCCCATCTCTCTCCCTCTCAGACT 
TCCCTATTTCCTTAGACACAACAATATTGAAACTAGGCCAGTTAATAACCGTATT 

35 ATGGCCTCTCGGTGTCCAAGTGAAAGAAAGTGTCCCATGTCTGTTACTTAAAATC 
CAAAGCTAGAAATGATTGAGCTTAGTGAAGAAGGCATGTGAAAAGCCAAATAGG 
CCAAAAGCTAGGCCTCAACACCAAATATTAGTCAAGTTATGAAAGCAAAGGAAA 
ATTCTTGAAGGAAATTAAAAGTGCTACTCCAGTGAACGCACAAATGATAAGAAA 
GCAGAACATCCTTATTGCTGATATGGAGAAAGTTTCAGTGGTCTGGATAGAATAT 

40 CAAACCAGCCACAACATTCTTTTAAGCCAAACCATAATCCAGACCAAGATCCTAA 
CTCTTGAATTCTGTGAAGGCTGAGACAGGTGAGGAAGCTACAAAAGAAAAGTTT 
GAAGCTAGCAGAGGTTGGTTCATGAGGTTTAAGGAAAGAAGCCATCTCCATAAC 
AGAAAAGTACAAGGTGAAGCAGCAGATGCTGTTGTAGAAGCTGCAGCAAGTTAT 
CCGGAAGACCTAGCTAAGATCATTGACGGTGGGTACACTCAACAACAGATTTTC 

45 AATGTAGACGGAATAGCCTTCTATTGGAAGAAAGTGACATCTGGAACTTGCACA 
GCTAGAGAGAAGTCAATGCCTGGTTTCCAAGATGCAAAGATCAGAGTGATTCCC 
TTGTTAGGGACTAATGCAGCTGGTGATTTTACATTGAAGCCAAAGCTCATTTAGC 
ATTCTGAAAATTGTAGGGCCCTTAAGAAGGTGGGGCTAAATCTACTCTGCCTGTG 
CTCTGTAAATAGAACAACAAAGTCTGGATGACAACACATCTGTTTACAGCATGGT 
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TTACTGAATATTTTTTAAGCCCCCCATTAAGAGGTACTGTTCAGAAAAATAGATT 
CCTTTCAAAATATTACAGTGCACCTCATTACCCTAAAGCTCAGATGGAGATGTTT 
CATGCCTGCAACATCCAATCTTCGGCTTATGGATCAAGGAGTAATTTTGACTTTC 
AAGTCTTATTACTTAAGAAATACATTTTATAAAGCTATAGCTGCCCTGGATAGTG 
5 GTTCCTTTGATGGATCTGGACAAAGTAAATTGAAAACCTGGAAAGGATTCACCAT 
TCTACACGCCCTTAAGAACATTTGTGATTCATGGGAGGAGGTTAAACTATGAACA 
TAAAGAGGAGTTTGGAAGAAATTGATTCCAACCCTTCAGCCCTCATGGATGACTT 
TGAGGGATTGAGGACTTCCATGGAGGGAGTAACTGCAGATGTGGAGGAAATGGT 
AAGAGAATTAGAATCCAAAGGGGAGTCTAAAGATGGGACTGAATTGCTGCAATC 

10 TCATGTTAAAACTTTAATGGATGAGGAGCTCTTAGGGATGACCAAAGAAAGTGG 
TTTCTTGATGGAATCTTCTACTGGTGAAGATGCCGTGAACATTGTTGAAATGATA 
ATGAAGGATTTAGAATATTACATAAACTTAATTGATAAAGCAGGTGCAGAATTTG 
AGAGGATTGATTCCAGTTCTGAAAGTTCTACTGTGGGTAAAATGCTATCAAACAG 
CATCCATCACAGAGAAATCTTTTGTCAAAGGAAGAATCAAATGATGTGGCAAAC 

1 5 TTCTTTGTTGTCTTATTTTAAGAAATTGTCACAGCCACTTCAGCCTTCAGCAAACA 
CCACCCTTGTCAGTTAGCAGCCATCGACATCAAGGCAAGACCCTGCTGGTGGGTC 
TTGGAAAAAGATGACAACTCACTGAAGTGTCTGATGGTTGTTAGCATGTTTTAGC 
AATAAAGTATTTTTGATTAAGGTATGTACATTGTTTACTAGACATAATGTTATTAC 
ACACTTAATAGACTACAGTATAGTGTAAACATAACATTTTTTTTTGAGATGGAGT 

20 CTTGCTCTGTCGCCTAGGCTGGAGTGCAGTGGCACGATCTTGGCTCAATGCAACC 
TCCACCTCCCAGGTTCTAGCACAGGTGGGCACCATCACACCCGGCTAATTTTTGT 
ATTTTTAGTAGAGACGGGGTTTCCCCATGTTGGCCAGGCTGGTCTTGAATTCCTG 
AACTCAAGCGATCCACCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGA 
ACCACCATGCCTGGCCAACATAACTTTTATATGTAGTGAGAAACCAAAAAAATTT 

25 GTGTGCCTTGCCTTATTGCAATATTTGCTTTATTGGTAGCCTGGAGCTGAACCAGC 
GATGTCCCTGAGATATGTCTGTACATAAACCAGTAACGTACTGTACCTAATTATG 
TTATACTTTTTTTTTTTTTGAGATTGAGTCTTGCTCTGTCACCCAGGCTGGAGTGC 
AATGGCATGGTCTTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGTGATTCTC 
CTGCCTCAGCCTCCCGAGTAGCTGGGACTTCAGGCGTGTGCCACCACATCTGGCT 

30 AATTTTTTTTTTTTTGTACTTGTATTTGTAGTAGAGATGAGGTTTCACTATGTTGGC 
CAGGCTGATCTCAAACTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCCAAAGT 
GCTGGGATTACAGGCGTGAGCCACCGCGCCTAGCTATATTATACTTTTATACAAC 
TGGCAGTGTAGTAGATTTGTTTATACCTGTATCCCCACAAACGTGAATAATGCAT 
TGCATTGTGACATGATGATGGTTATGACATCACTTGGTGATAGGAATTTTTCAGC 

35 TCCACTGTAATCTTATGGGACCAGTGTTTGTGTGGTCCGTCGCTGACATGTCATTA 
TGTGACACATGACTCTATGGCATCCTGAACTGCAGAAGGGAGTAGGGGCCTAAG 
GCTTCTAGGGGGTGGTGGTGACACAAGTTATGTGGGGGGATGGGGAGGAAGTGC 
ACTACAGAGTCTCTCAGGTAATAAAAGTTGTCTCAGAGCAGACCTTAGATAAATA 
ATGCATGACAGTCTGTGACAAAGACTGGCATCTAGTCTTCTCTCTTGTGAGACCA 

40 GTTCATTTTCCCTGGTTGAGATTCCCAGGAAGGGGATTCATGATGTTCCTTTCAGA 
TGACCTGCCCTTAGAGAAAGAGGGGCAAGAGACAGGAGGGCAGGACATGGTCA 
GAGAGACCTTGGTTCAAAGCCCTCAGCGTGCCAAACCACCATACTTTGGGGTATT 
GTTTTCTGAGATCCAATATTACTTAACCTCTCAGAAAAGTGGGAATGGTAACTAT 
AGACTCAGTGGGGTTGTTGAGGTTTAGATGAAAATACATACAGGTGCTCCTTGAT 

45 ATACGATGGAGCCACATCCTGATAAGTGCATCATAAGCTGAAAATATTGCAAGTT 
GAACCATGGTAAATCGGGGACCGTCTGTGAATACATAGGTCAGAACGGTGTCTG 
GCACGTAGTCAGGATTTGCAGTTGTTCTCACTCAGCATTGGGTCTTAGTCTGTGGT 
GGGATAGAGCAGTGAATAAAACAGACCCGATTTGGGCACTGATGTAATTTATAG 
TCAGGTTAGTAAGGCAGATGTAGATTAATTTCACATGTACACATTTAATTGCAAT 
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TATAAGTGCTAGAGAAGAAAAGCATGAGATGCTGAGAGAATGGGTAACAGGGTT 
TCTAACCTAACAGTTATGTGGCCCTGGGTACGTGACTTTCCCTTTCAGATCTTGAA 
CTCCTTCATCTAGAAAATGGGAATATTGGCACAGCTTTGCAGGGTGTGACAGCTG 
GTGTTGTGGAGATGGCATGCTAATATGCTGGTAACAGGGTGCCTGATGCTCACTT 
5 AAGATGCTACATGAATGGGAGCTACTGCTGTGTGTGTTGATGAAATTCTCGTCCT 
CATTAGCAGGTTGTGAGCAGGATACAAGATATTTCTTCTTGCCCCGTATTCTCCTG 
AGCCCTGCTCAGTGTGTTTGTATAACAAAGGTGTCCATCCTAACAATATGGCTCA 
CCGGTTTTCACCCTGTACTGTACCTGGTGTTTTGATTTAGAACCGAGTTAGGTAGC 
TGAAAATACAGCGTGAGCTTTTTAATGGGGAGTTGGTTGACTCCAGGTGTGATCC 

10 TAAATCTAGAAGGAATTTGGCCAGATGTTCATGAATTTCTGGAGTCCCATGAGGA 
ATGTTGCCCAGCCTCATCTGCCTCTTATCTGGTCCTGCTCTGTGTTAGGGGCCTGA 
GTGCCCTGGGGTTGGAACACTATGAGCTAGAAAATGCTGATGGACTGTTCCACTT 
ACGAGCAAGTAGTGAGCACTAGGCATAAACAAGCTGAGCTCTGAGGTTTTTCAA 
CTAAACCTAGCCGAACTGCAGTTGCCCAGAAAGCTCAGGTGAGAAGGGGGGGCT 

1 5 GGCATTGCTTTATTCATTCATCCCACCAGTGAAAAATGCCAGGCACTGAGGGAGG 
CACTGGGGGTAGTGTGCAGGTCAGCCTAGGGAAAACAAACAGGAGCCTGCGGTG 
TGATAAATACTAATTAGAGAAGGCCTGGTTGTTTGGGAATCTGTTATTAGGGATC 
AGTGTTCAGACTAAAGGAGGAAAAGCCTTCTCACAGTTGCCTCTTATCTTTCTCC 
TCAGAGCATAGCGGCCTGACCACAGGGGTGGCCTTCGGGCATCACGCCAAGTTC 

20 ATCGCTTCAACAGGCATGGACAGAAGCCTCAAGTTCTACAGCCTGTAGGCCCTGG 
CCCTTCTGATGGAAGCTGGGCCTCATCTCAGTAGAGGGGTAGAATTAGGGTTTGG 
GGGGGGGGTGGGGGGAATCTATGGGGGGAGGGGGCTCTGTGGGGTGGGACATTC 
ACATCATTTCACTCTGGTCTGAGTGGTGGCCTGAGAACCATGGTGGCATGGACCA 
CCCTCATCCATGCAACTCCAGGCCCCATGGGAACGGATGTGGAAGGAAGAACTG 

25 TCACCCTCTTAAGGCCCAGGGTCGGAGCCCAGGGCCTCTCCCTTCCTGTCGTTCA 
ATGGACGTGGTGGTGGCTGTTCCACACCCATTTTGTTGCAGTTCCTGTGAGACAG 
GAGAGGCTGAGCCAAGGGAACTGTGAAGGGGATGGGCAGGAGGGCTTGTGCAG 
GGTTTTGTAAGCAGTGATCTAGTTTCATTAAAAAAAGAAAACAATAACCATAACC 
ACCTCCCCGTGTCTGTCTGCACCAGGAGCACCTGGGACTGGGAAGGTCAAGGGG 

30 AGGGAGCACACACTGGGACACTGGCTTCCGGGAAGCCCATCTTCCTTTCCTTTCA 
CAGCTCTTACCCTTTTTTTTTTTTTTTTAATTGCACAGCAGAAATAAAAACAAATC 
TGCAGATGAAATTTGCCATGTCCCTGCGGTTCTTGACCTTGTGTCTAAAGGCCTC 
AAGTCACTAGTCCTGCCACTTGCCTTGTAGACTTGGTTTCCTACACAAGCCTGGA 
AGGGAGGGAGACCTGCAGGGAAGATTAGCTGGATCTTGCTGGTGGGGAGGTCTG 

35 AGCATCTCCATCAGGGTTCTTTAGTTGTAGGCTTTCTAGCCTGTCCTCAGCTGGCA 
TAAGTCAAAAAGGAGATTTTTTTATTGACTCTGGCGATTGAAAAGCTGTGGTAGG 
ACTGGTTTCGGGACAAAGATCTGATAATGAATGTGCCTTATAGGGAATTCCTGTA 
GGGTCACGTGACTGCTTTAGATTGCAGGTCAGGAAAGGCCTCTGAAGTGGTGGT 
GATGAAGCTGAAGCTGGAATGAGAGGGACCTGAGAGGGGAGGAGTGTTGGCAG 

40 GCAGAGAGCAGGTTCTAGGGCTGGACTGAGCGAGATATATGGAGGAACAGGAA 
GGAGGTCATGGTGGCAAAGTCGGGGGAACCATGGTGTACAGTCTGGGGTGATTG 
ACAGTCCCCTGACAAGGGCCATCCCAGTGGAAGGTCGGGGCTGGCTGCCTCCCT 
GGAGTGGGGTAAGAGGATATGAGGTGAGGAAGTGTGGGAGTCAGTGATTATAGA 
CAAAAAATAGTGCTGAGAAGGGGAGCTGAGAAATGGGGTGTTACCAGGAGGGG 

45 AGCTTTGGGGGCAAAGTATGGTAGGCCATATTGTGGACATAACAGGAGACCTCC 
AGGCATGTTTTGCTGGGGCAGTGTTCTGTTGTCAGGGAAGCTCGGCATGCCGTAT 
CTGCCTGGGAGGGTCAGGATGCCTACTAGCTAGGGAAAGCTGAAAAACCCCACA 
GTAAAGAAACCACTTAACTTATACAAGTTGAATATAAACCATTTAACTTACACCA 
GTGTTTATTATTAAGAAAAGACCTGGGCCAGGTGCGGTGGCTCACGCCTGTAATC 
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TCAGCACTTCCAGAGGCCAAGGCGGGCGGATCACGAGATCAAGAGTTCGAGACC 
GGCCTGGCCAAGAAGGTGAAACCCCATCTCTACTAAGAATACAAAAATTAGCTG 
AGCATGGTGGCAGGTTCCTGTAATCCCAGCTACTCGGGAGGCTGAGACAGGAGA 
ATTGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCTGGGATTGTGCCACTGCA 
5 CTCCAGCCTGGGGGACAGAGCAAGACTCCGTCTTGGGGAAGAAAAAAAAAAAA 
GACCAATCATACAGTTCTCCCAAGGCAGGACATACTTTAAAAAAAAGTTAGGAC 
AACTGCCTAGTTAAAAGGTGGGCTAACAACAGCTATGGTTTGCAGATGGTAGAA 
TGGGTCACTCGAGTGGGAGAGGGTTGAGGTCGAACTCCCGACCTCAGGTCATCC 
GCCAGCCTCAGCCTCCGAAAGTCCTGAGATTATAGGCGTGAGCCACCACGCCCA 

10 GCCACTCATTTAATTCTTAAAACAACTTTGCCCTTGGCCGGGTGTGGTGGCTCAT 
GCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATTGCCTGAGGTCAG 
GAGATGGAGACCATCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATAC 
AAAAAATTAGCTGGGTGTGATGGTGCATGCCTGTAGTCCCAGCTGCTTGGGAGGC 
TGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCGGTGAGCTGAGAT 

15 TGTGCCACTGCACTCCAGCCTAGTGACAGAGCGAGACTCTGTCTCAGAAAAAAG 
AAAACAACCTTGCTCTTTGCTGTCCAGCAACTCAGCAGATTCTTGGTCCCTGCAT 
AGGACTTCATACCGCTCTTCCTTTGCAGAACGGAGCAGAAGGTGGGAGCATAGT 
CCTGGCACTGGACTCTCTGGCTTTGAATCCCAGTTCTGGCACTTAGTTGCTGCAA 
GACCTTGGACAGATTATTTAACTTTTTTCTGTTTGAGTTTCTTCATCCAAAAGATG 

20 GGGATAGTGTACTTACTAGAGATATAGTAAGGATTAAGTGAATGTGACAAGTGC 
TTAGAATAGGAATTGCACATCATAAATGCTGCTACTATTAACTATTACCACTCTC 
CTGCTCCCTCTCCCTGGAGTCTGCCCTCCCCAGAGATAGACCAAGTCCTTCAGGA 
AGCCTCTGGAGCCCATTGCTGCCCTGCCAGGTGAGTGAGCTTTCTTGGAGCCCAT 
GGTTCATGCCTTTAGCATAGCTCTGTGTTACCTTGAAGGTGTTTGCGCATTTGTCT 

25 TTCCCACTTAGAATCTTAAGAGCAGAACCAGGTATCCGTTGCTATCATTCATCTCT 
TCAGCTCATGTCACACTGCTGCCAAGTGGCAGATTGAGAGATTCAACCTTGGGGC 
TCAGTCCAATGCCCAGGCAACGTCTGTCTCTTTCTTTGATAAGTAAACACAGAGG 
GCTTGACAGAATGTTAGTTATATCAGCCAAAATGAATGAAGAGCTATCACCTCCT 
GCCACAGCTCACCAGATGTTGGCCCAGCTGCCTTGTAGGTGAACCTTCTGGAAGT 

30 AGATCTTGGTTGGGGGTTGGTGGATTCTAAAGGACTCACCTCTGTTGTCTAGCTA 
GTGAGTTTTGTATTTAGGACCCAGCAGCAGTCAGTAGTCCCAGGTGTCCATAGGG 
AAATTGTTCGGTGATATTATCAGTGATTACTGCATCTTTTGTGCACTTGGGCCTTT 
GGTGATCAAACCCTGCTTAGCCTCCGCTATTGAAAGTGAGGAAGCATCTATATTG 
TTCCTGAGCTTGGAGCACTAACCAAGGAGGTCACCTGGGGGCAGTGTAGTCACA 

35 GCAGTCTCCCCAGTAACGTTGGTACTGTGATGGAGCTCCTCACAGTACCACAGAA 
TGACCCTGCCAGACAGGTGGTGGTGTCCCCAGTCTATAGATGAGAAGACAAGCT 
CAGAGAAGTGCCTTGTTTAGGCCACCCAGTAAATAACGCAGCTAGGGTTTTTAAG 
CCGTGTGGCTTCAGAGACCAAGCTGATTAAGATAGGCATGGGCAGCTAATGACC 
CACTGCTCAGCTTTGCAGGAGGTAGTATCATAGTTAAATGCAGGCTCTGGAGCCA 

40 GCAGCCCAGGTTTGAATCCCAGCTCTGCACCTTTCTGTGATGTGCATCTTTATGTC 
TCAGTTTCTTCATCTGAAAAGTCAGTTCCTGGTGCCTACTTCGTAGGGCTCTTGAG 
AATTTTTATTTTTAGTTTTATTTATTTATTTTTTTAAATAGCATTTCT^ 
TAAACATTGATTGGTCTGACAGGTCTTCTGTGTGGCATTTTTTTGTGTGTTAAATT 
TCTTAGTGTTTTTTTAAATTATTATACTTTAACTTCTAGGGTACATGTGCACAACA 

45 TGCAGGTTTGTTACATATGTATGCATGTGCCATGTTGGTGTGTTAACTCGTTAACT 
CGTCATTTACATTAGGTATATCTCCTCATGCTATGCCTCCCACCTCCGCCCACCCC 
AGGACAGGCCCTGGTGTGTGATGTTCCCCACCCTGTGTCTAAGTGTTCTCATTGTT 
CAATTCCTACCTGTGAGTGAGAACATGCGGTGTTTGGTTTTCTGTCCATGCGATA 
GTTTGCTCAGAATGATGGTTTCCAGCTTCATCCATGTCCCTATAAAGGACATGAA 
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CTCATTCTTTTTTATGGCTGTGTAGTATTCCATGGTGTATATGTGCCACATTTTCTT 
AATCCAGTCTATCACTGATGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGA 
ATAGTGCCACAATAAACATATGTGTGCATGTGTCTTTATAGAAGCATGATTTATA 
ATACTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATGGGATTTCTAGC 
5 TCTAGATCCTTGAGGAATCGCCACACTGTCTTCCACAATGGTTGAACTAGTTTAC 
AGTCCCACCAACAGTGTAAAAGTGTTCCTATTTCTCCACATCCTCTCCAGCACCT 
GTTGTTTCCTGACTTCTTAATGATCGCCATTCTAACCGGTGTGAGATGGTATCTCA 
CTGTGGTTTTGATTTTCATTTCTCCGATGGCCAGTGATGAGCATTTTTTCATGTCT 
GTTGGCTGCATAAATATCTTCTTTTGAGAAGTGTCTGTTCATATCCTTTGCCCACT 

1 0 TTCTGATGGGGTCGTTTGATTTTTTTCTTATAAATTTGTTTAAGTTCTTTGTAGATT 
CTGAATATTAGCCCTTTGTCAGATGGGTAGATTGTAAAAATTTTCTCCCATTTTGT 
AGGTTGCCTGTTCACTCTGATGGTAGTTTCTGTTGCTGTGCTGAAGCTCTTTAGTT 
TATTTAGATCCCATTTGTCAATTTTGGCTTTTGTTGCCATTGCTTTTGGTGTTTTAG 
TCATGAAGTCCTTGCCCATGCCTAGGTCCTGAATGGTATTGCCTAGGTTTTCTTCT 

15 AGGGTTTTTATGGTTTTAGGTCTAACATTTAAGTCTTTAATCCATCTTGAATTAAT 
TTTTGTGTAAGGTTTAAGGAAGGGATCCAGTTTCAGCTTTCTACATATGGCTAGC 
TAGTTTTCCCAGCACCATTTATTAAATAGGGAATCCTTTCCCCATTTCITGTTTTT 
ATCAGGTTTGTCAAAGATCAGATGGTTGTAGATGTGTGGTATTATTTCTGAGGGC 
TCTGTTCTGTTCCATTGGTCCATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTG 

20 GTTACTGTAGCCTTGTAGTGTAGTTTGAAGTCAGGTAGCATGATGCCTCCAGCTT 
TGTTCTTTTGGCTTAGGATTGTCTTGGCAACGTGGGCTCTTTTTTGGTTCCATATG 
AACTTTAAAGTAGTTTTTTCCAATTCTGTGAAGAAAGTCATTGGTAGCTTGATGG 
GGATTGCATTGAATCTATAAATTACCTTGGGCAGTATGGCCATTTTCATGATATT 
GATTCTTCCTATCCATGAGCATAGAATGTTCTTCCATTTGTTTGTGTCCTCTTTTAT 

25 TTTGTTGAGCAGTGGTTTGTAGTTCTTGAAGAGGTCCTTCACATCCCTTGTAAGTT 
GGATTCCTAGGTATTCTATTCCCTTTGAAGCAATTCTGAATGGGAGTTCACTCATG 
ATTTGGCCTGTTATTGGTATATAGGAATGCTTGTGATTTTTGCACATTGATTTTGT 
ATCCTGAGACTTTGCTGAAGTTGCTTATCAGCTTAAGGAGATTTTGGGTGGAGAC 
GATGGGGTTTTCTAAATATACAATCATGTCATCTGCAAACAGGGACAATTTGACT 

30 TCCTCTTTTCCTAATTGAATACGCTTTATTTCTTTCTCTTGCCTGATTGTCCTGGCC 
AGAACTTCCAACACTGTGTTGAATAGGAGTGGTAAGAGAGGGCATCCCTGTCTTG 
TGCCAGTTTTCAAAGGGAATGCTTCCAGTTTTTGCCCATTCGGTATGATATTGGCT 
GTGGGTTTGTCATAAATAACTCTGATTATTTTGAGATACATCCCATCAATACCTA 
GTCTAGGGCTGGGCGCGGTGGCTTACGCCTGTAATCCCAGCACTTTGGGAGGCTG 

35 AGGCAGGCGGATCACAAGGTTAGGACATCGAGACCATCCTGGCTAACACAGTGA 
AACCCCATCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGCGGGCGCC 
TGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGTGTGAACCCGGGAG 
GCAGAGCTTGCAGTGAGCAGAAATCGTGCCACTGCACTCCAGCCTGGGCGACAG 
AGCAAGACTCCTTCTCAAAAAAACAAAATGAAACAAAACAAAAGAAATACCTAG 

40 TCTATTGAAAGTTTTTAGCATGAAGGGCTGTTGAATTTTGTCGAAGGCCTTTTCTG 
CATCTATTGAGATTATCATGTGGTTTTTGTCATTGGTTCTGTTTATGTGATGGATT 
ATGTTTATTGATTTGCGTATGTTGAACCAGCCTTGCATCCCAGTGATGAAGCCAA 
CTTGATTGTGGTGGATAAGCTTTTTGATGTGCTGCTGGATTCAGTTTGCCAGTATT 
TTATTGAGGATTTTTGCATCGATGTTCATTTGGGGATATTGGTCTAAAATTCTCCT 

45 TTTTTGTTGTATTTCTGCCAGGCTTTGGTATCAGGATGACGCTGGCCTCATAAAAT 
GAGTTAGGGAGGAGTCCCTCTTTTTCTATTGATTGGAATAGTTTCAGAAGGAATG 
GTACCAGCTCCTCTTTGTACCTCTGGTAGAATTTGGCTGTGAATCCGTCTGGTCCT 
GGACTTTTTCTGGATGGTAGGCTATTGTTGCCTCAATTTCAGAGCCTATTGTTGGT 
CTATTCAGGGATTCAACTTCTTCCTGGTTTAGTCTTGGGAGGGTGTATGTGTTGAG 
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GAGTTTATCCATTTCTTCTAGATTTTCTAGTTTATTTGCATGGAGGTGTTTATAGT 
GTTCTCTGATGGTAGTTTGTATTTCTGTGGGATCGGTGTTGATATCCCATTTATCA 
TTTTTTATTGCATCTATTTGATTCTTCTATCTTTTCTTCTTTATTAGTCTTGCTAGCA 
GTCTATCAATTTTGTTGATCTTTTCAAAAAATCAGCTCCTGGATTCATTGATTTTT 
5 TGAAGGGTTTTTCGTGTTTCTATCTCCTTCAGTTCTGCTCTGATCTTAGTTATTTCT 
TGCCTTCTGCTAGCTTTTGAATGTGTTTGCTCTTGCTTCTCTAGTTCTTTTAATTGT 
GATGTTAGGGTGTCAATTTTAGATCTTTCCTGCTTTCTCTTGTGGGCATTTAGTGC 
TATAAATTTCCTTCTATGTACTGCTTTAAATGTGTCCCAGAGATTCTGGTATGTTG 
TGTCTTTGTTCTCATTGGTTTCAAAGAACATCTTTCTTTCTGCCTTCATTTTGTTAT 

10 GTACCCAGTAGTCATTCAGGAGCAGGTTGTTCAGTTTCCATGTAGCTGAGCGATT 
TTGAGTGAGTTTCTTAATCCTGAGTTCTAGTTTGATTGCACTGTGGTCTGAGAGAC 
AGTTTGTTACAATTTCTGTTCTTTTACATTTGCTGAGGAGTGCTTTACTTCCAACT 
ATGTGGTCAGTTTTGGAATAAGTGCGATGTGGTGCTGAGAAGAATGTGTGTTCTG 
TTGATTTGGGGTAGAGAGTTTGGTAGATGTCTATTAGGTCTGCTCGGTGCAGAGC 

15 TGAGTTCAAGTCCTGGATATCCTTGTTAACTTTCTGTCTCATTGATCTGTCTAATG 
TTGACAGTGGGGTGTTAAAGTCTCCCATTATTATTGTGTGGGAGTCTAAATCTCTT 
TGTAGGTCTTTAAGGGCTTGCTTTATGAATCTGGATGCTCCTGTATTGGGTGCATA 
TATATTTAGGATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTACCATTATGTAAT 
GGCCTTCTTTGTCTCTTTTGATCTTTGTTGGTTTAAAGTCTGTTTTATCAGAAACTA 

20 GGATTGCAACTCCTGCTTTTTTTTTGCTTTCCATTTGCTTGGTAGATCTTCCTCCAT 
CCCTTTATGTTGAGCCTATGTGTGTCTCTGCACGTGAGATGGGTTTCCTGAATACA 
GCACACTGATGGGTCTTGACTCTTTATCCAGTTTGCCAGTCTGTGTCTTTTAATGG 
GAGCATTTAGCCCATTTACATTTAAGGTTAATATTTTTATGTGTGAATTTGATCCT 
GTCATTATGATCTTAGCTGGTTATTTTGCTCGTTAGTTGATGCGGTTTCTTCCTAG 

25 CATCAATGGTCTTTACAATTTGACATGTTTTTGCAGTGGCTTGTACCGGTTGTTCC 
TTTCCATGTTTATTGCTTCCTTCAGGAGCTCTTGTAAGGCAGGCCTGGTGGTGACA 
AAATCTCTCAGCATTTGTTTGTCTGTAAAGGATTTTATTTCTCCTTCACTTATGAA 
GCTTAGTTTGGCTGGATATGAAATTCTGGGTTGTAAATTCTTTTCTTTAAGAATGT 
TGAATATTGGCCCCCACTCTCTTCTGGCTTGTAGAGTTTCTGCCGAGAGACCTGCT 

30 CTTAGTCTGATGGGCTTCCCTTTGTGGGTAACCCGACCTTTCTCTCTGGCTGCCCT 
TAATATTTTCTCCTTCATTTCAACTTTGGTGAATCTGACAATTATGTGTCTTGGAG 
TTGCTCTTCTTGAGGAGTATCTTTGTGGTGTTCTCTGTATTTCCTGAATTTGAATGT 
TGGCCTGCCTTGCTAGGCTGGGGAAGTTCTCCTGGATAATATCCTGAAGAGTGTT 
TTCCAACTTGGTTCCATTCTCCCTGTCATTTTCAGGTACACCAATCAGACGTAGAT 

35 TTGGTCTTTTCATATAGTCCTATATTTCTTGGAGGCTTTGTTTGTTTCTTTTTACTC 
TTTTTTCTCTAAACTTCTCTTCTTGCTTCATTTCATTCATTTGATCTTCCATCACTG 
ATACCCTTTCTTTCACTTGATCAAATCAGCTACTGAAGCTTGTGCATGCGTCATGT 
AGTTCTTGTGCCATGGTTTTTAGCTCCATCAGGTCATTTAAGGACTTCTCTACACT 
GTTTATTCTAGTTAGCCATTCGTCTAATCTTTTCTCAAGGTTTTAGCTTCTTTGCGA 

40 TGGGCTCGAACATCCTCCTTTAGCTCGGAGAAGTTTGTTATTACCGATCGTCTGA 
AGCCGCCTTCTCTCAACTCGTCAAAGTCATTCTCTATCCAGCTTTGTTCCGTTGCT 
GGCGAGGAGCTGCGTTCCTTGGGAGGGGAAGAGGAGCTCTGATTTTTATAATTTT 
CAGCTTTTCTGCTCTGGTTTATCCCCATCTTTGTGGTTTTATCTACCTTTGGTCTTT 
GATGATGGGGACGTACAGATGGAGTTTTGGTGTGGATGTCCTTTCTGTTTGTTAG 

45 TTTTCCTTCTAACAGTCAGGACCCTCAGCTGCAGGTCTGTTGGAGTTTGCTGGAG 
GTCCACTCCAGACCCTGTTTGCCTGGGTATCACAGCAGAGGCTGCAGAACAGCA 
AATATTGCAGAATGGCAAATGTTGCTGCCTGATCCTTCCTCTGGAAGCTTCGTCT 
CAGAGGGGCACCCGGTCGTATGAGGTGTCAGTTGGCCCCTATTGGGAGGTGTCTC 
CCAGTTAGGCTACTCGGGGGTCAGGGACCCACTTGAGGAGGCAGTCTGTCCGTTC 



127 



wo 02/074979 



PCT/US02/08456 



TCAGATCTCAAACTCCGTGCTGGGAGACCCACTACTCTCTTCAAAGCTGTCAGAC 
AGGGACGTTTAAGTCTGCAGAAGTTTCTGTTGCCTTTTGTTCCAGGGCTCTTGAG 
AATTAAGTGAACTGTTTCATGTAGAGATGAGGCACTCAGTAAATGTTGACTACCG 
TGCATCTTCCGTGCTCTGCCTGCACTGGCATTGTCCTTGAGATTTAACTGTATTGA 
5 CACATGTCGCCAAGGTCATGGTGGTCCCTGACACTTGACACCTATCGAATAAAGG 
CATGGTCTGACTGCCTTCTCTGCTGCATTAGTAAACCTAAGGCTCTGTTGACACA 
AAGCGGCTGGAACATAATCCAGGCACGGAGACAAGAGTCAACAGAGCAATACA 
GACATGATGCTAGAGTTCTGATAGAGCTGCCAGCACAGAGGACAGGATGTGCAA 
CTGTTTAGGATGTCAGGTGGACCTAGGGGAGGTGGCACAGCCGCGTTTTGAAGT 

10 GGAAGTTCCTTAGGTGGACATAGGACAGAGGAACAGAGTAGGGGTGTCTGGTGT 
GAGCAAAGGTACTGGCAGCCCCACTGCCTGGGGAAGGAGTGAGAAAGCAGGTTT 
GAGGGAACAGGCAGCTGGGGAGGGAGGAGCAGCACTGTGGTTGGAGACAGGCC 
CAGCAGATTGTAGTAAGGCAGGCCAGGAGGTTAAAAGTTTTCTGAAATATTCAC 
CCAAAGTGTCTAAAAATGTACCTGTACAGTTTAAAGAATAGTAAACATCTTTGTG 

15 TCCACCAGCCAGCTGAAGAAAGCATTAGGGGCCATCAGTGTGTTCCTCAATGAAT 
GCATCGCTCCCTGCCCCTGCAGAGAAAACCACTACCCTGAAATTGGTGCTGATCA 
TTCGTTTGTTTTTCTATACAATTTTACTACTACATTGGGGTTTTGGGGACTGATTTT 
TGAGCTTTATATAAATGAAGTCATTCAATCTAGTTTCTTTGATTTCACCTTCTCAG 
CATCGTCCTTGAGATTTACCTGTATTTACACACATGGCCCTAGTTCATTCACTACT 

20 GGGAAAACAAAGGAAAATGGCCAAACAGAACTCACACCAGGTACTGTGACAGC 
ATTTATTGAAGGTAGGAGCAGCAGCAGATGTGCCGGTCCTGTGTGGCCCATTCAT 
TCTAGGACAGTGCACGCTGGGAGAGGGATCCTGGCCATTGGGCTATGGGGCTTTT 
AAGCTGCATGATTAGGAAGCACAGCTCCTCCTCCTGCTGTGATCAAGGCTCTAGG 
GTCTGAGTTTTGCTGTTGCAGTTATTTGATGTGGTCAGCCAGCAGCAGGATTTACT 

25 GCAGTGTGTTCGTGGCTGGAGAAGCATCAGCCCTTCCTCTGATGTGATTAAAGGG 
CTGGGGTCCAAACCTTGTAATTGATCAGTGTCTTAGGCACTTAGCAATGGCCAGA 
TTCCATGGAACCTTGTAAGGGGCCAACTCCTTTCCTGGGAGGCCAGCCTGCCAGG 
GACAAACAGGTTAACTCTTACCTCTCATTCATCGTAGAATTTGATTGTAGGAATA 
TACCGGAGTGTATTTATATGTTCTAGTGTTCATGATGGACATATGGGTTGTTTCTA 

30 GTTTTTTATTTTTATTTTGCTATTACAGTGTTTCTGTGAACATTCTGGTGCAAGGGT 
TTTTCTGGGATAGTTAGGAGAGGACTTATATATTAGGGAATGACAATTTTTCAAC 
ATAGGTATACCAGTTTATATTCTAATTAACATTGGTAGAATGTTCCTGTCCTCATA 
CCCTCACCAATGCTTATTTTCTGGCTTTTTAATTTTTGCCACTCTGGTGGGTGTAT 
AATATTATCTTCAAGTTTAATTTTTCACATTCATGATTACTGTTGAAGTTGAGCAT 

35 CTTTTCAGCCACTTACAGACCATGTGAGTTTTTCCTCTTGTGAAATGCCTGTTAGT 
GTCGTTTGCCTATTTTTCTATTTGTGTTACCTTTTTCTTGATTTGTAGCAGTTTTAA 
ACATATTTTTGGATAGTAATCCTTTGTCAAGAATGTATTGCAACTATCTTCTCACT 
TTGTGCCCTGACTTTTCACTGTGTGTTGTTATCTTGTGACTTATTGTGAGGTGTTC 
ATCTTGTTTGCAACTTGATCTGTCATAATTCTCTGAGGCnTGGCTGAAATCACCT 

40 TTCAGACAGGACCTGCATTTGCTTCTTCCTGAAGCCTGGGGATCACTTTAAATTA 
AATTTAGCCCTTGAGGTTTGTTCCTAGATTGAACCTGAGGGGTTCTTTCTCTTCTC 
TCCTTCAGTCTGAGGATTTGACTGCACACACCAGAGAAGAAGGAATTACACTTTT 

GCAGGATTCCTTGCTGCCCACTTTTGCCAGAGGCTTGTTTCTCCTTCACTCTTGCA 
45 CTGAGGACTGGGACCTCTGAAGTTCCAGCTTTAGAGGAGGCCCTGCATCTGGACT 
TGTTGCCTTTGTAGGCTCCGGGCTTGATCTACAGTTCCCTGGACTCATCAAAGCA 
GAAGGCCAAGGTCTCCAGAGTCCTGTAGAACTTCCCAGAATAGAAGCTGATTTTA 
CTTCCCAGAGTTTTTGCTTTTTATTTTTGGCCTATCTGCACGCCTCATTCCCCATGT 
TAATTCAACACTAGTCTAAGAATATTTTAAAATATTTATAATCTGGTATTTTAGTT 
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GTTTACTTCAGGTTGATCCAAGTATCTAGTGTTCCTACTGCTGGAACAGAAGTGG 
CACnTTTCCATGAAATGTTCTCACATAAGTGTCCAGACAGGGAGTTGAATTCAGC 
TGAACTAACAGGCGGTGAAGTATTCTGTCCCCTTTATTAAAAACAAAGCACCATG 
AAGTTAATTTGCTCTCAATGTATAATGTAAGTATATGGAAGCTGGTGGGGGCCTG 
5 GGGAATGGAAAGACAGGGGATTCCCTTAGGTCTTATATAGATATAGCCACAGCC 
TCTGCCCCCATCCCCATCCCCACCTCCCCAAAAGGGCAGGAAGAGACAAAACCT 
GACGGGCCCTGAGCAGCTCTGCTTCCTGCCACAGGTCAGAGACAGTGGTTATTGT 
CCCCATCGGGTCTGATGAATTGTTCTCAAGGTCCAGCAGGGGCCTGCTCACATCA 
GGAGGCAGTAAGAAGGGAGGAAGAAAGCTTTAAATTGGGCAAAATTTAGACTA 

10 AATTTTGTTATCTAGGAAAGCCAAAGTTTAGATTGCTTCCCCCGAGAGAAAGCTA 
GCACTGCAGTGAACTTCATTGTTCATATAGTTTGTATATTTGTTTCAGTAAACAGA 
CTCCTTTGACATGGAATTGTTGACAAAATCTATGCACAATTTATCAGTTGCCAAA 
ATCATGTACCTATATACACTTGGAAGTAGGAGATACACAATTGCATTGTTACTGG 
AATATCACAATAAAGCAAATGGATACTTGGATGATTATATAGGATAGGGGAAAG 

15 TCTTTGCCATACTCAAAAATACAAATATGAGAGGGAAAAATTCATTGTTACATAA 
TCCTTTCTAAGATAAAAGAACCCGGCAGAGAAAAGCCAATGGCCAATTAGATGG 
AAAATTTATAAAATGAGGATACTGGCCCCTTGATTTGTGAAAGCTCTTTACAGAT 
GAGGAGAGAAATAGTGGAGAGTAGATAAAAGACATGAAGGGTAACCTATGCGA 
TACCAATGGCTAGAAAGATGCTTGACTTCTAATCAAAAAGAGCCCCTTCAAAAC 

20 GGCCAATGCCATTTGCCTTATGATGCTCAGATAGGCAAAGATTTAGAGTGTTACT 
GGCCTGTGGTGGCAAGCCTGCACAGTGGGATTGGGTGGGGAGACACTCAGACAG 
TCCCGAGTCCCACAGTCATAAGAGGTGTGGTCTTGACCCAGCAGTTCTAAGACTG 
TCTTTCAAGAAAATAGTATACAAAGAACTATATGCTTAAGTAATTGTGTTCAACA 
CTCGTCATCCTTAACCCACTTGGTCTCTATCAACAGATCAAATATCATAGTTCAAC 

25 CGCAGTTTAGAGACTACCTCTATTTGAAATGATAGGAAATGACACAAGACATCC 
ACCCTTGTGTTAAAGCAAATTCAGTTACACAGCATTATTCCAATTGGTACCTCTG 
GAAGTTTGAAATCCTTACATGAGCTTGTATGATGGAGGGAGGGGAAGGAGGAGG 
AGTTAATGCTGGAAGGAACCAGAACCCAGGCCCCTAAGACCAAGTCAACCTGGC 
TTCTCCAACCAGCCAAGCTAAGAATCCTCACCTATATCACACTGACCCTGCAGGA 

30 TATATCCTGTGTCTCCCTGTACAAGCCAGGAAGTTGGGCAGGGCAAGACTGGCCG 
TTGCTAGCCATAGATGGGAAGACAGGCCCAGAGAAGGGAAGTCACTTAGCTTCC 
ATGGCAAATGTTTGGGCCTTCCTGCCTTTTATGTTCTCCCTCTAGCTAGAAGAGTC 
AAAAGACAGCAGTTTCCCCTAGCCCCTCTTCGTATTGGCCTGTAAACTTGTACAT 
ACAAAACCAAACCAAAACATTGACAACAAAAACTAAGTAAGCATTAGGCTTGGG 

35 GCAAGAGGAAATGCAATTCTAGTCAGTAGTTAATAGCACCCAGTTACTGTTGGCC 
GTTATGTACTATTCTAAGCATTCTTATCTGTTAACTCATTTTACCCAATACTTCTAT 
GGGAATAGACATTAACCTCATTTTACAGATGAGAAATCTGAGGCCCAGGGAAGT 
TGAGTAACTTACTGAATATCACACAGCTAGTAAGAAGCCAGCTCTGGGGTCCAC 
ATGCTTGTCCAGTATTCTGAAGACAGGAAAGGCTGAGTAGGCCAGAGCTGGATG 

40 AGTAGGGGGTACATGCAGTATTAAGGCCACAGGCATGACTTGAGTACCTCAGCT ' 
CCTCTTGTAACAGCTCTCTAAGCTCGTGCTCTACCTGAAGTCCGGAAAGGTGTCT 
GAAACCAAGTTCAGGCTTCCCTACCAGATTCTTCTCCCTGTCCCATTGAGGCCAA 
ACCCTAGCATCCTGTCCCCTTCTCCACCTAGAGGATTGACATGTCTAGAAAGGGC 
TTTGCTGCCAAGTCAGAGATGAAGGCCCATGCCATACATGGGCAAACTGGGCTC 

45 AGCGGCATAGCCAGCACTGGCACAGACCTGTCTGGTGGCCATGCCCACCATCGC 
AGCCAGTGTCAGGGCCAGCAGGCTGCCATTCCTCCTGTGCCAGCCCTTCCCACAT 
GGATAGTCTTGGGAGGCCAGGGGAAGGGATGGGAGGCTGTGGTCAGAAATGCA 
GCCTTTAGCGGTAGGCTGGCAGGCTCAGGGGGTCTGTGAAGTGCTCCTTCAACTC 
AGTCTTAGAGTAACCCTTATCCATGACAGCAGCTGCTCAGGGTGCTTTGAGGATG 
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CCCTTGTCAGAACTTCTGTGTCTGTGAGGAGGTGACAAGCCTTCACAAGCCATTC 
ATTCCTGCCAGGGGCCCAGTTCCCAGCTGTTGGTGTTCTTTGACTGTCAATGTCTT 
AACCTCCAGTATCTTTGTCCTGTTTGCTCTGCCTGAAATGCCACCGTTCCTTGTGG 
AGAGGCAGAGGCTCCCGAGTTGAGCCTTGGGGGACATTGGCCTCTGTGCAGGGT 
5 GTGGCATATATGAAGTATTTGTAATCAACGTCACAGTTTTGGAAGGACAGAGCTG 
ACTTGGAGGAAGTTTCTCACATAAGAAATAGTTCTGTTCTAGTCGTCACAAATAA 
CTTCTCCACACCTGGTTTCAGTAGGTTTGAAATGATTGTTTATTGGGCCCATTCAC 
TGTCTGTTGCTTTCCCAGAGCTTCTGGGCCCAGGTCTGGCTCAGGCCCACAAAGA 
CACCAAACCCAAGGACCAGGGCAACAGCTGGCAGCAAAAGGACCGCCCAAAGG 

10 AGAGGTCTCAGGCTGGAGTTCCCATTGGAGTCTGTCAGAGAGACGGGATTGGCA 
GGGCTGGGTGAGGCCCCTCCAACCCTCCCCTCCACCCCAGAACTTTGTATCACAC 
TGGGCAGAGCTGAAGCTGCCTTTCTGCAGATGAGGTGGACTGTGTCTGTCTTCAC 
TTAGTTCCCCACTGACTGCAGTGACACCATCTCTTGCCCTCAGCTATGGCTGGAG 
CATCCCTGTTTTGTCAGCACAATCTTGGGGGCTGAGAGTGGGTAAGGCCTGAGGG 

1 5 GCCCACCC AGAAGCCCTCCTACCTGTGGGCCCAAGTGTGGGCTCCTGCCCATAAG 
AATCCTCAAAGCCCACTGGCCCCGGAGAGCTCACGATGTCCTGGGGCCTGGCAG 
TGTCATTACGGTGACCTGAGGATCGTCGCTGTCCTGCCCAGGGGAAGAATGAAAT 
CTTGGGCTGGTCTCCTGCCCCTGTGGCCCAGAGGCCAGGCACAGGCCTGAAGATG 
TATAAAGGAACAAATACCACTCGCAACCCAGACTCACTTGTAGTGCCAGTGCTAC 

20 ATGCAGTGGAGCAAGTCTCCAGCCCTGAGGTGTGGCAGGCAGAGGTGCTGCAGA 
ACAAGTAAACCTGGTGGAAGGAGAAGAACATCAAAGTGGCTGGCTCAGTGCCAC 
CGGGCAGGAAGCACAAAGGGAAGGACATGGAATCCCCGAGCTGGGCCAAGTCT 
AGGCTGCTGCTAGCCAGGCAGGGAGAAATCTGAGCTGCTTGACCAAGATGATGA 
CTGCTGCCCATGCTGAGGGAGTGCAGAGCTGAATGTGTTCCTTCCAGATTTGAAA 

25 TCCACACCTTCCTTGCTCCCCAAGGTCCAAGTCTGCAGTGGAGTGCCCTGCAGGC 
GGGGACCACCGCACTTCGTAATGCCCCAGTCCTTGGCGGGCCTGCTTCACCAATG 
CTGCCTCTGGCTGCACAGCCCCTGGGAGGGCTGGCTCTCTCCCTTCCACCTGCCCT 
ACTGAGGGAGACAGCAAATTCCAAGGAGGTGGGACTTGGCCAGGCAGCAGGAT 
AATAGATGTTTGCCCTCCCTTTGTGACCCCTGGAGACCAGTGACTGGGGGCAGAG 

30 GGGAGGGCAGATTACCACCGCTTCCAGATACAGAAGGGCAGGGGCAGTGCCCTA 
CGGGACCAGAAGCAGGAGGAGCTGACCCAACCCAGCACCCAGGAGGCCCCACTC 
ATGGGCAGCACACAGCAGAGATGAGAACGAAGCCACACTAACCAGTGCTTCCAA 
GTGAAATCAGTCTACATCTGACATAATAACAGGCAGTGATTTAAGAATCTAGAG 
ATTTGGGTATGTGATGTGAAAGATACGTTGTTCAATGGGACAAGTGCATCTGTCA 

35 CCTCTGAGGCCATCTGTATATTACATAGGAGACCTAAATATACCCTGAGTTTATC 
TACCTTTACCTTCTGGAGAAGTTGCTGAGTTAAAGAAAATTCAAAGAATTACATG 
GAACACATTATCATTTCTGGAATCAGAAGTGAGGTGAGGCCACCCTAGAACACC 
ATGACCAGAGTTCAGATTTAGGGCTGATTGCAGCACAGGCAGCATTTTCCTTCCT 
CCTGGTGGTGGTTATGGGTTACCTTCTTGCTGACCCGAAGCCCGCTGCTTTCCATG 

40 ACACCTGGTAGACGCCAAGCCCCATCCCAGAACTTTGTCCATATAAGTTCACAGG 
GTGCCAGAGGGATTTGGCGACCAGCTCCTCCCACTTAACAGATGGGACCAGGCA 
TGCGGCAGCCGGGGCTTCTTACCAGTCCTCTGAGGGCTCTCTGGGAGCCTGAGTC 
CAGGAGGGCGAAGGTAGCAACAGTGAATCGCTGGTAGTGCGACTGGAAAGGTGT 
GGCCCCGTCCAAGGCTACCATTTGGGTTCTGTAGCTGTCGCCCTTGAAAGGGCAT 

45 CTGAGAAGAGAAGTCAGAGAGGCTGTTTACAGGAGGCAGAGCAGGTGGGGGGA 
GTGTGGGGGCACTCACCCGTCTGACAGGATGGGCCACTGGGGCTGCTGGAAGGG 
GTTGGCACTGGGAGCGCCCCAGCACTGGTGCAGCAGCAGGACCAGGTTGGGGTC 
TGTCCTCTGCAGAAGCCGGACCTCCACATGGACTGGTTCTCGGAGCAGCCTCACG 
ATGGGATAGTCATCCTCCCCATAGTACGAGCTGAAGGTCTCGTCTGCAGGGAGA 
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GTGACTCATGAGCCAGGGCGGGCTGTGCATCAGGGAAGTGGGGGCCAGAAGAG 
AGCAGGGATAGCATAGCATACCTTTGGCAATCCGCAGCTCAAGCCGCAGGGGGC 
CGGGCTGGGTCATAGGAGCAGGCGATGGGGGTGGGAAAATGGATGCCTGAATGG 
GCAGGAAGTCACTGGCGTTGAAGACACAGCGCACATGAAGCCTGAAGTCCACGT 
5 GCAAGAGGGTGGGGGAGAAGACACAGAATCAGAGCATCCTGTTTACGTAATAAA 
CTAGGCACCAACTCCGTGGGTGCAACAAATAGGGTACTGTCCAGCAGGGCAGAT 
GGATGCTACTTAAGCAATACTCAGCATTTCCAAGGCAGGCTCAGGAAGCTCACCC 
TGCCCATTCCTCTGCCCACCTGGTCTCCCTGGGATGGCTCAAGCCTGTTATGCCAG 
GCCCTGCACCTGGTGGGAGAATACAGCAGGATAGAGATGGGCCCTCGGGGGGCT 

10 GGCACCTTGTTGGGTCTGCCCTGGCTACCCACAGCTGCCTGCTGTGCCGTTCGAG 
GCCCCTGGAGCCTGACAGTTGAGGCTGGTGAATGAGCCTAGGTGCTCTGCCTCCC 
GACAGACCTGGATTTGAGTCTTCTTAGCATTTACAGGCTTTGGGACCACAAGCAA 
GTCTTCTAACCTAAGCCTCAGTGTCCTCATTTGTAAAATGGCTGTGACTGCCTCCC 
TTTGAGGGCACTGAGACTGAGTGAGATCACAAGATAATGCACCTGTGTCTTCATT 

15 GTCCTTGTAGTTGCAGCTGGTTTGCCACAGCCTAAAGGCCACAGTGTCTAGCATC 
TTCCTCACTAGCCTAAGGGCCATGGTGGCCACTCCTCCACACTCTGGTGGGGCCA 
ACACCCTCCTAGCACCCCAGAGGCCTGGTACCAAGGAGATGCTGAGTAGGTATA 
GGAGGCTCACCCCTGTTCTGAAGGCCTTGTGTCTGAGGAGCTCTCTGGCCTAGTC 
CTGCTGGCTACAGCTGTTTCCCCCTGACTTCTGCCTCCCTCTGAGAATCCCTAGGC 

20 ACTCTGTTGACCTCTGGCTGACTCCCAGAGCTCTTACATCAGAGAGTCTAAAGGC 
ATGACACAGACTTGTCCTCCACCACTTGGCCATAAGAACATATGGGTTTTTTTAA 
ATTAAAATAAAAAATAGAAATGGGGTCTCGCTGTGTTGCCCAGGCTAGTCTTGAA 
CTTCCAGCAATTCTCCCACCTAGGCCTCCCAAAGCGCTGGTATCATAGGCGTGAG 
CTACCACCTCTGTGCTACTTAGAGCTTTAAAGCCAAATACATTTGAACTGTGACA 

25 CAGTCCCCTGCTCCCCAACCCTCACGGCAGGGCGGGAAGGGGAAGGAGATGCCC 
AGCAACCATGCAGTGTCAAGCACAAGATTTCTACAACCCATTGGCTCCGTCCCAC 
AGGGTGAAGGTTAGGTGCTTTGCCCCTGGTCACACAGGTTCAGAGCCAGGCATG 
ACAGACAGATTCCCTCGGGTCACCCCCACTGGCATCCTGGGCACCTGGGTTGGTT 
TTGCCTCTTGAGTCAGCAGGTCCAGGAGGCCCCTAACAATGAGGGGTTCCTCCCC 

30 CACCCAGTTCCTCTCCCACCACATCCTCAGAGAGGTATCTTCAGCTTCATCTGTGG 
CTTCTTAACCTGACATTAGGAGGGGCAACAGCCGTAGCCTCAGCCTCCTCCTGGG 
ACCTGGAAGGGGACACTTTCAGTTGCTTTGAGCTTGGTTCTTGGAGAGACCAAGA 
CAGGGCTCTCTCAGGACTCCAGCTCTCTCAGGACTGGCCCTGGGCTTCTAGCCAA 
GCCCTGCAGGCCAGGCATGGAAGGGCTCCACTTAACACTCATGTCTGCCCTGAGA 

35 GAGGGACATTTCCCCTGCCCAGCAGGGGAGGCTGGGAAGAGGTGGGCCCCTTGC 
CTAAGATCACATAGCCGGGTAACAGCAGAGCCTGGGTTTGAGCTGAGATGGCTC 
CGAAGCCTGTACTGAGCTCGCCTGTGCCCCTGACACCCTAGCACACAGCCACGCC 
TGTAGGAGGAGGGCTGCCCTTACTGGAAGGTGCTGTCCCGCGTGATGGAACCCT 
GTGGCCCCTTTTGGATGTGGATGCCAGACACCAGCCAGTTCTCATAGATGAGCTG 

40 GTCGCCAGCCACCTGTAGGAAGAGACAGCTGGGTGAGGCTTTCTGGTGGGGGAC 
CAGGCCCCAGCCTGTGGTCCCGGCTCCTACCTGCATTGTGGTTCCACAGTGGGTG 
AGAGGGAAGTAGAAGACCACGAAAGCTTCCGTGTGCTGTGTTGGGGAGCAGCTG 
GTGGGGGCATAGGCCAGGTGGATGTTGGCCAGTGTGATCCTGTGTGTCAAGGCC 
ATTTCTTGGGACACCACGAGGACGAAGTAGCCATCTCTGAAGCACTGGACAGTA 

45 GCTGGGACAAAGGCAGATGAGGGCCTTGGGGTTTGGTGTCCATCCAGCACAGAG 
ACGGGATGGCTGGGTGACAGCCAGGCTTTAAGTGCCGGTCTAGGAGAATGGACG 
CTTACTCTCCACTTAGGCTGGTGTTGGCCCCAGCAAACCCTTTATGGACTGATTTT 
CTCATCCATGTGACAAATGAGTTGAACTACACTCTAAAAGTAGGTTCACCATATA 
ATCTGTCATCCAAACCAGGGCGTTTCAGATCTGAAAGTCCAGATGTGTGTAAGGT 
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AGATCTATTAATAGTTCCCTGGGACAGTTGTTATAAGGCCAGCTGGGACATGTGA 
CCGCCCCATCTAAAGGTCTCCTCTGCCATCTGCTCTGGGAGTTGGGCTCTCCAGG 
AGGAGGATAGGAAGCAGTTTCCACCAGCTGGAGGAGACAGCTCTCCTTCCGCTT 
CAGAATCCAAGGGACCAGGAfCTTGCTGGGGTGGGAGGTTGTACCTGTGTTGCC 
5 ATAGTAACAGGGAACCTCTCTGGTGTTGTCATAGCAGCAGCCAGCCTGCTGACAG 
GCTTCTTTTGAAGTTCTTCTCACGATGCAGGGGAGGTGCCCTGAGGCCACCTGGC 
ACTGCTCCTGGCTCAGGTGGGTACCTAGGGTTGGGACAGAGTGATGAGGCTGAA 
GGCACACAGTTTGCAAATCATGGCCCTGGAATTGAATCTTGGGAACCTGCTCCAG 
AGCTTGTGCTCTTAGCCAGCACAGTAAATGTCCTCCCTCAAAACTGAATATTACT 

10 GAAATTTCTAGAGAATATTTTCTGAGAATCAGGTGTTGCTGGCAATGGTTTCAAT 
GAGTTTCTGCCTAAAGTTAGGAAACAAATTTACAAGACCTCTTCTAGCTTTAGTA 
CACCTATACATGTTTAAAGCTGTTTTCCAAATACTACAAAGGAATAAAAGAATCA 
TCTTTTTCTAAAAAAAGAAAAAAACAAAAAAAGAAATGGCTTAGAGCCCAGTAA 
AAGGCTGTTAGGCCACCCTGTACTCCAGAAGTCCCCAGACAGAGGGTAAGTACA 

1 5 CTC AGATGTCCTGCGTACCTATGTAATCTCGTTTGTTCACATCCC AGTGTTCCAAG 
GTGCCCCAGTGGGGTTGAGCCAGGGTGGCGAGGGTAGGTCCAGGTCCAGGGGAT 
GGTAAAGCAGGGGTTGGGTGGACAGAGCTGTGCCCTGGGTCCAGTGGGCTGGGA 
AAGGCATGGCCAGAGCCTTGGGAGGTATGGCCAGAGGTGGGGAGGAAGGAAAG 
GGTTTGTGGGATTGAGACAGAGAACATGGCGGGTGGTGCCAGCTGGGAGTCCAG 

20 AGTCCGGGAGGGGTCAGGTTTGGGACAGATCAGAGTAGCGTCTTGTGCCACATC 
CACACGACCATTGGGCAGCACAGCCTCCATGAACACCCTCAGGTGGAAACGCCC 
ATCCTGCAGGTGAGAGGCCATCATAGAGCAGCAAGGTGAGGCCACCTAGCATAC 
CCAGGCAGGGGACGGGCCCACGAGAGCTGAGCTGGCCATTAGGCAGGGAGCTG 
GATTCATGGTGGATTCCAGAAAGTACCTTCCAGAGCTTAGTTTCCCTCACCCACC 

25 AGCTCAACAGATCTTCGGCTTTGGCTCCTTTCTGGTTCATGAGGGGCCTCTTCAGC 
CTGACATGACACTAGGACAAGCTTGCCCCTGTGCCAGAGCATGAACAACCCCTA 
CCTTCTCCAGCACGTGGCAGCCTCTGTAATCGGCCGAGAAGACTGCAGGCTCCTG 
CGGCCTGGAGGTGACCCAGTGGTAGCAGATGGAGCAGTTGTTGACATCAAATCG 
GTTCCCAAATTCATCTGCAGTGGGGGAAGGGGAGGGGCCAGGGATGTTGAAGGG 

30 TGCAGGGAGAGGTTGCTGGGGTCTCGGAAGGAGTTCCCACTCAGCAGCCAGGAG 
ACCTGGGTTCTTGCCTTAGCTTTGCTATTAGTTTGTTGTGTGGTCTTGGGCAAGCC 
CCCTCCCCTCTCTGCTCTCAGTTTCCACAGCTGTAAGGGGATGGGAGGGTCTTAG 
GATCTTTCTAGCTAGGGTTCCCTGCTCACAGCACACGGCAGCAGGCAGGCACGA 
AGATGAGGTGGAGAAGGGATACACAGGGTCTCAGGCACTGGCCTGAGTATTTCA 

35 CATCACTTCTTTTAAGCTTAGTTATCCACATCCTGTGGCTGAGGCAGCTGAGGAA 
GGGAGGGTGCGTGAGCTTTCTTAGGTGCACACAATGAGGGGCAGAATGAGGATT 
TGAATCCTGGGCTTTGTAGAAAGATCTGAACCCATTTCCCAGGTTAACTGTGGCT 
GCTGCAGTTGCTTGGAGACACCCCCTAGGTGTCCACCCTGCTTGTTGCCCCAGAA 
CAGCCTGGGCATTCCCTGGGTGTGGGCATGTCCCCATGCCCTTGTTCCATGAGCA 

40 CGGCCAGGTTCATCTTCCCCACCTTGCAGATGAGGAAACAGAGGCTTATGAGTCA 
GGTCAGTTGTCCAAAATCATCCCGTTTAGAAGCTGCAGATCCAAACCCCAGTTCT 
AAACCCACACCAGGCCACGCCTACTAGGTCCTGCTGCTGGAAGTGGTTTATGGAC 
CCTCAGCCTCAGTTTTGACTGAGCGTGGTTAGAGATGCAGAGCCTAGGCTGGGTG 
CAGTGGCTCACGCCTATAACCCCAGCACTTTGGGAGGCTGAGGCAGGTGGATCA 

45 CCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAATATCGTGAAACTCCATCTCTA 
CTAAAAATACAAAAAGTAGCTGGGCGTGGTGGCACACACCTGTAGTCCCAGCTA 
CTAAGAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGTGGTGGAGGTTGCAGTG 
AGCTGAGATCGTGCCAACTGCACTCAAGCCTGGAGAACAGATTGAAAGAAGTGA 
GACTGTCTCAGAAAAAAAAAAAAAAAGAAAAGAAATGCAGAGGCTTGGCCCTG 
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CCCCAGGTCCACTGAATCAGAACCTGCACCTCAACAAGGTGGCCAGGTGTTTCCC 
ATGCACACTAACGTGGGAGAAGCTGCCCTGGGTGATGATTCTCCTCCTTGCCCTT 
TTCTGTGGTGAGGGGGTGGGGGGCTGGACACCCCCAGGCTGGAGGGAGGCCTCT 
GTTCTTGCTCCTTCAGGGGAAGGGTCCCAGCTCCCTTCTGGCAGCAGCCCGTGGC 
5 CAGGGAGGCAGGGGCCAGGACTCTGCCAGCACTCACCCACCACCTTGAAGCGGA 
GAGTCTGGCCTGGCCTGGGGAACACCAGCAGCTGCATTCCCTTGATCCCACAGTC 
GTAGCTGTGCCGGAGGCCTGGGAGGCCAGGGTCGGGCTGGAGCCACCTACCCAG 
CCCCAGGGTGGCGACCAGCAGTAGCAGGGCCACAGGGTAACCCCAGGTCGTGGC 
TGAGCCTCCTGCCATGAGACGCCACAGACACACCCCCTACTCCCTCGCCACCAGA 

10 GCTGGGCGCAGGCCTTTTATGGAGGAGGTGGCAAGTGGGTGCCTGTAAGGGCAA 
AGGGGGCCCACCTGGAGGAGCACCCACCTGGCCACCAGGGGCTGTGGTGAAACT 
CCTGTTCCAAAGGCAGCGGGAGGCAGAAAGCTGCACGTGGCCCCTCACCCTGGC 
TTTCTGTCTCACAGCTGTGGCTTTGGAAGGGAGGAGGGAGCTTTCCAGAAAACTG 
AGGTTGCAGATGGGCTGTGGGAAGGGATCCAGGGCTAGGAGGTGGCACTGCAGA 

15 CCTCAGGCCCTCCACTGTCTCCCTCTCACCCCAGCCTTTCTGCATTCCCTTCCTGC 
CCCAACAGGCTCTCCAGGTCCTCCTTCCTGCCTTGAGGCCTCAGGACCACTGGGA 
GCTGCCGGCCTGGTTAGTGCAGTCACAGCTCCTCAGGCAGGGCTTTAGGGGCATT 
AGAGCAAGACCAGGAAGACACAGCCCTCAGAGCTGGCAGCGGAATGGGGACTG 
CAGGTGAGTAAACAGACCAGTAGCACCTCCAAGGGCTCTCCTGAGGATTCAGCC 

20 GGTCAGTATGATGATGACTATGACTAATAAAAAATAACAAGGACAACTAAATGT 
AATGTGGCATCTGGATGGGATCGTGGAACAGAAAAAGGCAGTAAAAGTGAAGA 
AAGTGGATTTTAGTTAATAATAATGTGTCCACATTTGTTTGTTCATTAATTGTAAT 
AAATGTATCATACTCAAGTAAGATCAGTTATGGGGTAAACTGGGCCTGCGGTGTA 
TGGGAACTGTCTGTACTATCTTCTCAGTTCTGTAAATCTAGAACAGTTCTAAGAC 

25 ATAAAAGTGGCTGGAAACAACAAGAATGGCCTGTGGTCTGCCATGATTACAGTG 
CCAGGTCTTGCTTGTGTTAGATCCTTATACCGCCTGACCATCCTCTGAGGAAGGG 
ACTGTCACCAGCCCCACGTCCTGGCACTAATTCCTGCAAGTGATTAGCCTAGGGC 
CCAGCAGCGTTTGAGCTCAGCAAACATTAGGAAACTGAGCTCAGCAAACATTAG 
AAAATGCAGCTATTATAATTAGCAGCTGCTGGAAGGGGAGAGCAAGAGGCTTGA 

30 TAGCTAAGAGCCCGGTTCTGGTGAGGTTGCGGAGAAAAAGGAATGCTTATACGC 
TCTTGGTGGGGGTGTAAA^TTGGTTTGACCACTGTGGGAGTGTGGTGATTCCTCAA 
AGAGCTGAAAACAGAACTATCATTTGATGCAGAAATCGCATTACTGGGTATATAT 
CCAAAGGAATATAAATTGTTCTATCATAAAGACACTGAACCTGCGTGCATATGTT 
CAGTGCAGCATGATTCACAATAGCCAAGACATGGAATCAAATGCCCATCAATGG 

35 TAGACTCAATAAAGAAAATCTGGTACATGCTGAGCACGGTGGCTCACGCCTGTA 
ATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAG 
ACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGC 
TGGGTGTGGTGGCACGCACCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGA 
GAATCGCTTGAACCCAGGAGACGGAGGTTGCAGCGAGCCGAGATTGTGCTGTTG 

40 CACTCCAGCCTGGCCGACAGAGTGAGACTCTGTCTCAAAAAAAAAAAAAAAAAA 
AGAAAAAGAAAAAAAAAAAAGGAAAATGTGGTACACATACACCATGGAATACT 
ATGCAGCCATAAAAAA.GAATGAGATCACATCTCTTGCAAGAACATGGATGGAGC 
TGGAGGATATTATCCTTAGCAAACAAATGCAGGAACAGAAACCAATACCACATG 
TTCTCACTTATAACTGAAGGCTAAATGATGACAACATATGGACACATAGAGGGG 

45 AATGGCACACACTGGGGCCTATTGAAGGGTAGAGGGTAAGAGGAAGGAGAAGG 
GTGGAAATAATAACTATTGGGTGCTAGGCTTAGTATCTGGGTGATGAAATAATCT 
GTACAACAATCCCTCTGGACATGCATTTACCTATATAACAAACCTGCATAAGTAA 
CCCTGAACCTAAAATAAAAGTTTAAACAAAAAAAGTTGGTTCTAATGGTGCCCC 
AACCACTTTCTTAGCTGTGACTCAGATGCATTATCTATTCTGAGCCTCAGGTTTCC 
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TGTTTGTAAACTGGGGGTGATAATGCTTTCCTTGCCCACATGGTGGATAGGAAGA 
CACAAAGAGACAAGTCATGGGTACCAGGTGCAGTAATGATTTAATGCTTGGCAA 
TAATTCACTTCTACTGTGATTAAAGCTCAGCTGGGAAAGCTTGGTGGGGCGGGGT 
GGGAGTCCCTCTGGGGGCACAGTGGGAAGAGGCACCCAACACAGCATCGAGGAT 
5 GGGCGACATGGAAGTGTTTTTGGAGGAAAGGGGTCCTGAGCAGAGGTGGGAGGA 
GGCGGGGAGGACAGGGATGGTGCAATGGGGATCTGGGGAGAGCAGAGCTGGAG 
GAGGAGGGAGGAAGCAGGTCACACAAAGGTCCAGGACAAGGACTCCAGGCAGG 
CTGAGGGTGCTGGCGAGGGAAGGACTAGGAGGGGAAGGAGAGGAGCCAGGCAG 
GAGCGGGGAGTGGGGTGGATTTTCCCTGAGGGACGATGTGGAAGTTTTAAACTTT 

10 TAATTTTGAAATTATTTCAGATTTGCAGAATTTCCATATAGCCTCCTCCAGATTCC 
TCAGATGTTCACTGTTCACTTTTTACATTTGCTGTAGCTCCCGCTTTCTCTCTCTGC 
ATGTGTGCAGACATACACGCACGCACACGCACGCACACGCACACACGCACACAT 
TCTTCCATATCATTCAAGAGTCAGTTGCAGAAATGACAGATTCCCCTTTACCTCTA 
ATTACTTCAGTATACATTTCCTAAAAAAACAAATCACCCCTACAGTCAAATGATC 

15 AAAATCAGGAAACCAACAATGGTATAAACACAACGATCTAATCTGCAGACATTA 
TTGTAAGAAATAAAGAGGAAAGCAACATGAAAGGGCGGTTCAACAGGCAACAG 
GGACAGGTTTATGTTGAGTAAACCTGAGAGGGGCGGCTGGCCGAGTTAGGTCAG 
AGCCCCACTCTCTTACAGATTAAGAGTTAAGGATTCAGGGCGGGGGAGTTTATCA 
GAGGCTTGGACTGCTCCTGTGTCTCTTTGCTGTGCGTATCTGGGAGGGAGAGTTG 

20 TGTGTCTGTTCCCATATATCTTTCTGCAGCTACAGGCATATCCCCAGAGTCTGCTT 
TTAGCTTCCCTATCTTAGTGCCCCTGAAGGAAAAGGAATGTGCTTATTAAGGCCC 
ACTGTTTTACTGGGGCTCATTGTGTGAGGGTGAAGTTTGGCAGTTACCAAAGAGA 
CCTTCCCTCCACCCCGCTCTGTGCCGGAGCTGTCTTATCTGTATTTTACTGTCTGC 
TCTTTCTGGCTGTTGTAGTTAGAAGAGAAGTGATTTCCTTGAAATGCATGAGGCT 

25 AGAAAGGGAGCTGGAGCTTAAAGTGGCAGTATTTGTCCGAGATGACGGTGCTCC 
TGCTCTGACAATTACTCAACATCTGCCGACTGTCCTAACTGTGACTTTCATGGCA 
AAGGAGTACAGTGGTTTTGGGAGTCTGCAGGATCCAATCCAGGCTCAGAGTCTC 
GCTGGCGTGCCTCTTGGCCTCCTCTGATCTGGGACCGCCCITCTATCTTCTTTTGT 
CTTTCATACCCTTGACATTTTTTAGTACAGCCGGATGATTTTGCAGAATGGCCCTC 

30 AGTTTGGGTTTGTCTGGTGTTTTCTCCTGGTTACATTAGATTTAGTTGATGCATCT 
TGGCCTTGTATTAGTCCGTTTGGCTGCTGTAACAAAATACAGACTGAGTGGCTTA 
AATAACAGTCTTTTTCTCACAGCTCTGGAGCCTGGATGTGCTAGGTCAAAGTGGT 
GGCAGGTCTGGTTGCTCCTGAGGCCTCTCTCTTTGGCCTGCAGACAACCGTCTTCT 
CACTGAGTCCTCACGTGGTCTTTCCCCTGTGCTGGTGCGTCCTTGGTGTCTCTTTG 

35 AATGGTCAAATTCCCTCTTCTTCTGGCTGGCACGGTGGCTCACGCCTGTAATCCTA 
GCACTTTGGGAGGCCGAGGTGGGCAGATCACTTGAGGTCAGGAGTTTGAGACCA 
GCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAACTAATTAGTTG 
GGTGTGGTGGTGCACACCTGCAATCCCAGCTCCTCAGGAGGCTGAGGTGGGAGA 
ATCACTTGAACCTGGGAGGTGGAGGTTGCAGGGAGCCAAGACGGCACCACTGCA 

40 CTCCAGTCTGGAAGACAGAGTGAAATTCCATCCCAAAAAACAAAAACAAATTTC 
CTCTTCTTCTAAGGACACCAGTCAGATTGGATTAGGGCCACCTTAAGGGGCTCAA 
TCTTAAATCACATCTTTAAAAGCTCTATCTCCAAATACAGTCACATTCTGAGGGA 
TGGGGGTGGAGGGTTAGGGATTTCGCATATGAATTTTGGGGGGATACAATTCAG 
CTTGTACAGAAGTGATGTTGTGTCCTTCTCAGTATCTCGAGGCACACCCCGCTGG 

45 CTTGTCCTGTTATTGCTGATGTGACTTTGATCACTTGGATAAGGTGGTGTCTGCCA 
GGTTTCTCCACCATAAAGTAATGATGTTTCTCTTTGTAATTCATGAGTATCTTACA 
GGGAGATACTTTGAGACTATGTAATCAATCCTGCTCCTCTTCAAATGTTCACTGG 
CTAGTGTGGTTGCCAAGTGGGTGGTGGTTCTCTAACTCTACCCTTCCTTCTGCATT 
TATTTGCTATCATAAGAGAGAACTTTTCCTAACGGGGGCTTTTAGGGGCCAGAGA 
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GAGAATCAGCTGGAGTCTTTGAGAGGCCTGGATTTTGCCTGGTGCTCACTGTTTA 
TGAGCACAAGGGCCCTGGGAAGTCACTTACCGGCTTTTTTCCTCTATCTGGAGAG 
TAAGGATGAGAATGATTATGGTGGGGATGCAATTACATAAGACACGGAGAGGTG 
TTTCCCCACTGGTCATGGACCCATGGGGAAAGTACGTCTCCCAAGGTGCTGGAAA 
5 TGGGCAGGGAAAGAGAAGGGGGGCTTCCTCAGGGCCAAGGGCAGAACACCTTTG 
GGAAAAGGGTACCAGAGTATCCAAGAGAGAGAGAGAGCGCGCACGAGCGCCCT 
GAGCCCTCGGTTACGACTCTACGTTCTTGCAAAGACTCATGGACACCAAGAATTA 
TCAGCCTGGGAGGATCCCAGCTCCTCTGCTCACCCACTGGAGACCTTGGAAAAGT 
CCCTTCCCTGCTCTGTGACTTGCTTTCCTCATCTATAAAATGGGGTTATAATAGCA 
10 CCTAAATTGTAGGGTTGCTCTGAGGATTAAATGAGATAATCCATGTGAAGCAGGC 
AGAACAGGGTCTGCACATGGTCATCATTTGAACACGATAGCCATTACAACCACG 
ATTATTTTTATTGATAAAGAGAGAGGGTCAGATGGAGGTGACTTGACTTGGAATC 

CTATATTGCCCAGGCTGGTCTCAAACTCCTGGGCTCAAGCAATCTGCCCGCCTCT 
15 GTCTCCCAAAGTGCTGGGATTACAGGCATGAGCCTCCACACCTGGCCACTTGGCC 
TGTTTGTAAACCTGTTTGTTCATTTCTTTCTTTCTGTTTTTAACCTATGAATTTTTTT 

AGTCTCACTCTATCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCA 
AGCTCCGCCTCCCGGTTCACACCATTCTCCAGCCTTAGCCTCCCGAGTAGCTGGG 

GGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTTGCGATCCGCCC 
GCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCACCCAGTTG 
GAACTTGAGTTTCTTAATCTATAAAATGGAACTAAGAATACAGTCCACCTAAGTG 
GGGCGCCGTGTAAGTATCAGTTGCTTGCCCTGTCTCCTCTGTGAATAGAGCCTAG 

25 GGAAGGCACTGGAGGAGGATGGAGCCTCTCTAGGCTGGAAAGACAAAATCCCCT 
TTCAGGGGATCCATGCATGCCAGGAAACCAGCAGGAAGCAGGCTGCCTCACTCC 
GGGGCCTGCAGAGTAACCCAAGAGCAGCGCCAGCTGTGTGTGTATGTATGGACC 
GTGCTCACCGCAGAGATGCTCCCAGAAGGCCAGTGGGAGCGCATTTAACTGAAG 
ACAGGCAGCCCTGCTTCCCCTGAGGGAACAAAGAACCTCAGAGAATCTCATCAG 

30 CTGCGAAGAGCTGGGCTCTGCTGCTGGACCACATGGCTCTGAACTCCAGCTCCTC 
TGCTCCCCAGCTGAGCAGGCTTGGTAGGGTTGCTTAAGCTCTCTGAGCCTCAGTT 
TTCCCCTTGGTGAGTGACGATGATAGTGGTACCTAACTCAGAGGGGTGCGTGAAT 
ATTTGATGAGCTCATCCATGAGCAAGTTTCAGCCTTACGCTGGCACATAGTGAGT 
GCCCCATAAGTGTTAGCTATTACTGTTTTCATTTTTTTTTTTTTTTTTTTTTGAGAT 

35 GGCGTCTCGCTCTGTCACCCAGGCTGGAGTGGAGTGGCAGGATCTCGGCTCACCA 
TAACCTCCGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCTGAATAGCTG 
GTATTACAGGCGTGCACCATCACACCTGGCTAATTTTTGTATTTTTAGTAGAGAT 
GGGGTTTTGCCTGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCTGT 
CCGCCTCATCCTCCCGAAGTGCTGGGATTGCAGGCATGAGCCACCGTACCCAGAA 

40 GCTATTGTTGCTTTCACTGTGTTGAATGGTGGCCCTCAAAAGACATGTCCACAAC 
CTAACCCCTGGAACCTGTGAATGTGGCCTTATTTGGATAAGAGGACTTTGCAGAT 
GTAATCAATTTAAGAATCTCAAGATGAGAGCACCCTGGATGATCCAGATGAGCC 
CTAAGTCCAGTGACCAGTACTCTGTGAGAGACACATGAAAAGAGGGAGGGGGAA 
GGCCAGGTAAAGAGGAGGTAGAGATTGCAGTGATGCAGCCCTAAGCCAAGGGA 

45 CGCCTGGAGCCACCAGAAGCTGGAGGGGCCAAAAAGTCTCCTTTTCTAGAGCTTT 
CGGAGGAAGTGCTGACATCTGATTACAGACTCTGGCTTCCAGACTGTAAGAGAA 
TAAGTCTCTGTTGTTTAAAGCTGCCACGTTTGTGGTAGTTTGTTCTGACAGCCCGA 
AGAAACAAATACACCACTGTTGTTTCTGCGACGATTGCCTGGCACATGTGTGGGC 
CTGAGCCCAGGCCAGGGCTGCCTCTGCCTGCTCTGCCTTCTTGTCTTCCTTCCTAC 
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TATAAAGCGATCAGTCCCCAAGGTTGTACCCACTGCAGGTGAAGACAGAGCCAT 
GGAGAATTGCACCAGACCATGGGTAAGAAAGGTTCCAGAATGGGGCCGGACACA 
GTGGCTCAGGCCTGTAATCCCAGGACTTTGGGAGGCTGAGGCAGGCAGATCACC 
TGATGTCAGGAGTTTGAGACCAGCCAGGCTAACATGGTGAAACCCCTTCTCTACT 
5 AAAAATACAAAAATTAGCCGGGTGCGGTGGCGCACGCCTGCAGTCCCAGCTACT 
TGGGAGGCTGAGGCAAGAGAGTCGCTTCAACCCGGGAGGCGGAGGTTGCAGTGA 
GCCAAGATAGGGCCACTGCACTCCAGCCTGTGCAACAGAGCGAGACTCAGTCTC 
AAAAAAAAAAAAAAAAAAAAAAGTAAAGGTCTCAGAATGGGTCACCACAAGGG 
ACTGGGGTCCTTTGAGGTCTGCACAGGGAAGCCAATTTTAGAGATTCATTCTGTT 

10 CAGCAAATATATGTTGGGACCCCTCTCATGTGTCAGGCCCTCTGCTTGCCTTTGG 
AGGTGAGAAGATAAAACAGGAATAAGTCTCTGTCTTCAGGTGGCTCATGAGGGT 
GGTGAACAGTTGTGTGAACAAGAGTTACCAGGGAAGACAGGGGGGCTGCAGGTC 
AAGTGAAGTGGAGATGTGGGAGGGAGGGACAGCAAGTGGGTCTGTCTGAGAGA 
ATCAGCAAAGGCTTCCCAGAGGAGGCAACCTCTAACCAGGGTTTTGAAGGATGA 

1 5 ATAGGAGTTCACTGAGAGGCCAAGGGAAGAAAAGGCATTCC AGAGC AGAGCAC 
AAACAGCATAAGCCAGGGCACAGAAACAGCCTGGTGGGCACAGAAACAGCCTG 
GTGTGTACAGAAAAAGCCTGGTGTGCACAGGACAGGAGGGGACAGTGGTGAGTG 
CTGGCTGATGACAGGATGCCACTAGGGAGTGGCAGCAATGCCAGGGGAGGCTTG 
GGTGGGACTGGATCACCGAGGGGCTTGTTGGCCATGCGAGGAGTCCTGTGGGTG 

20 ATGGTGGCACCAGGGAACTCAACCTGGGCCTCCCCAAGGTATCATTTGGGGCCCT 
GCCATGCTGCTCCTCTACTGGGTGTGGGTAGCTCGAGGGCCTCCGAGCAAGGGGC 
TGGAGGATCCCAGGGCAGGCCTCACCCTGCTTCCTGCCCTGCATCTCACTTCCTG 
TTTGACTGACTTCTTTAAAGTGGCCAGAAAGGAACATAAAAAACCCACCTAGAG 
GGAGAAGAAAGCCCATGTGGGCTGGGCCTATGCTTGGGGGCTCCATCTGCCCCTC 

25 CTTCATTCCTTTGCTCCCTTGGCTGTATTTGTTAAACATTGATGCTGTAAGTATCC 
TCTGAGTATCTAGTGACATTGGTGGTCTCAGAAAGAGGTCCTGCAGGATGAGTCG 
TGGAGGGGAAGTGGCATTCCCAGCAGCACGTGCCAAGGCATGGAGGTGGGGAA 
AGAAAGGATGGGGTAGCTGTGGACATGAGGAAGGGGGTGCAGGGACTGGTGGT 
TGGTGCACTGGATCCTGAGAGGCCTTGAATGCTAGGTTGGGAATCTGGACAGCTC 

30 CCATGGGCAGCAGAGATGCAGCAGAGGTCCCGTGTGCCAGGAAGCGACAGGCTC 
AGATTCATCTCCTCCACGGCAGAAGGTGATGCTGAGGCAGCGAGGGACCCGACT 
TCCGCTCTTACTGCCTCTGATATTAAGTTCCAAGCCTTGGAGGAGGTTGTAATTTA 
GGGACTAGGGCCTGAGCCTGAGTGCAGCTGCATCTTTCTCCCAGTCCTGGGGGAC 
ACAAGCCATGGGATAAGGCAGGGCACGGCTCTTCTTCAGAAAATGCCTCTGGGC 

TTAGTAATACATTTTCTTTAGAGAGAACACACACACTGGGTTTTCTTTAGAGAGG 
AACACACTCGCACTGGGGCTGGACATGAGTCACTACAGTGATTACAGGACTGGA 
AACAAGGACTGAGAAGGGGCAGATGAGTAAGGGTTTTTTAGCCAGAAAAGAAG 
CACCTCAGCAGGGTGGCCAGGAGAGGTTGTGCAGGATGTTCACTGTACAAGGAT 

40 ACCAGTGGAAGGGTCAAGGGTGGGCTGAGATCCAGAGGAAGGGCTGTGCCTTAT 
CTCAAGCCTGATGCCCTGGTGCTGAGATGTGTCTGTGGGGTGGGGTGGTGGGGA 
AGGGGTGATTCTTTTTCTTAGTCCAAAGATAAATCTGGGCTCCAACCCCTGTCCTT 
TGAGGGTGGGACTGTGCAGAAGGAACACCATTTAAAGTTCATATTTTACTGCTGT 
GAAGTTACTTGCCCAAGATCACATAGCTGAGGAGTGGCAGTGCCAGATCCAGAC 

45 ACTGGTGGTCTGGCCCCAGAGTCCCTGGGCTTAACCACAGCCTGACACTCTCTGT 
GCGCAGACAAGGCACACGTGGCCTTGTCTGTGGTTCAGTGGGTTGGGTGTCCGGG 
GTGGGTGGAAAAGAGGGCACTTTCCCCATGCAGAATGGAATCATCCACCTATGTT 
CTCTGGAGGGCTGCAGGCATTTGTCTTTGGAAATCAAGCCTTCCCTGACCTGGAG 
GAGAGGGGACATTTTCCTATTGTTAATGATTTGGATCACCAAGGCTCTTACTGAT 
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CTGCCATATTGGGCTACAGTGAGATGTATTATCCCCATCACAAGGGCATAGCATT 
TTACTCATTTTCCACTCATGATGGTAGCCTCTCAGCAAGAGCGTATTATGCATTAG 
TCTCTGCGTTAAGACTAGGCCTAAATGGAAGATGCTTGTGCTGTCCATCTCATGG 
GAGGTGCCTTTGCCTCGATACAGGGATATTGAGTTCTTAAAATGTTTTAATGAGT 
5 ATCCATTAGGTGCTGAGATGCTGAGGTTGAAGGGATGGTCCTGACCCCAGGAAG 
CTTGGTCAGCAAATGAGAGTAAGGAGTTAGGGAACAATGAAATGCAAACTTCTC 
TTATCCTAGGGCTTTGAGCCTGTGTGTTTTTTTGTTTGTTTGTTTTTGTTTTTTAGTT 
TAAATTTCCATTTTTTTTTTTTTGAGATGGAGTTTTTACTCTGTCACCCAGGTTGGA 
GTGCAGTGGTGTGATCTCGGCTCAATGCAACCTCCACCTCCTGGGTTTAAGCGAT 

10 TCTCATGCCTCAGCCTCCCAAGTAGCTGGGGTTACAGGCATGTGCCACCACGCCT 
GGCTGAGTTTTGTATTTTTAGTACAGACAGGGGTTTTGCCACATTGGCCAGTCTG 
GTCTTGAACTCCTGACCTCAAGTGATCCATCCGCCTCGGCCTCCCAAAATTGAGC 
CTGTTTTAAATAAAAGCTATATGACCTTTGCCTTAGAGCCTATATTCATTTTTCCC 
TCAGAGGAGAAGGAAGCTGATTTTTATAAGCACTTACTGTGTGCCACGAGCTTTG 

1 5 TGC AATCCATCTCATTCAACCCTTACCAC AGCCTGTAAGGCCGATGTTACTGCTC 
CCGTTCACAGATGACAACCCCAGGGCTCAGCAAACAGAAGTGACTGACCTCTTG 
GACTGCGTTCTTGCCACTGCCCCCACTACCCCACTGTACTTTCCTGGCCTTAGAGC 
CCTCGGGTCCCTCATGGACAGGCCCCCACACTGCCTGGGAAACTCAGAACAGCT 
GGAGGGGTTTCTTCTCTGAGGATTCTGGTGTCGGGAGATGGAAGCCCAGGAACA 

20 GTGGACAGATGGATGAGACATTCTCCTTCTCACGCACTTATCCTACACACTGGTC 
ACTCTCAAAAGCACACCCCTAGTCACACTCGGGCTCACACTCTCTTGCACACATC 
GATTTTTTCACGTGCACTTGCACTGCCCTCTGGACTTCTGCAGTCTCCTTCATGAA 
GCGGGGATGGGTGGAGCAGGGGCTGCCGGCATTGATGGAAATTGATGATATTTG 
AACATCTGTGTGGCAACTCACTCTCCAGCTGTCCCCGCCTCCCCCAACCCCACCC 

25 CTAAACACACATGCACTGGGGCTGACAGCTATTTCCTCTCTCAGCCTCCCTCTCCC 
ACCTCTGTCTGCCCGCTGCCTCTTGTCTAGCTGCTGTCAGGAGCTGACTGCCTCCA 
GGGCTGGAATCCTGTGCTCCCTCTGTGCCCAGGTAAGGAGGAGTGGCCCAGGGG 
TTGGGCAGCCTAGTGCCCTCTCTAGACCCACAGAAGAAGGCAAAGTTTTACCAG 
GTGAGAGGGCTGTTACCAGCTAGGATGGCAGAAGATTGAGTTTACCAAAGACTG 

30 GAGGGGACTTGGTGCTCAGAGGAGGGAAGGATTAGCTTCTCTTAGGCATTAACT 
AGATGTCAGATACGAGGGGAAACCACTCAACTGTCTGTCAATATTCACAAGCAG 
TCTGGGTGGGAAGATGACACCAGCACGCTTAGAGTAACTGGCCCAAGGTCACGC 
AGCCAGGAAGCTGAGGAGCTGGGATTCAAACCCAGGTCTTGGACTCCCACAGCT 
TGCACTCTCTGTCCCTTTTTTTTTTTTTTTTTCTTAACCTGCCAAAGCCGGACCTTA 

35 GCTGCTTGGCTCCTGAGAATCCTGGGAGGCTGGGGGCTGTCTCTATAGAGTTAGA 
AGGACTGATCTGGTGGTGCCCAAGGGTGTGGCAGGACTGTGCTCTCTGATCATCC 
CCATAGGACTTGGATCAGCAGCAGCTGGTCTGCAGGGAATGTTTCAGGGCAGAC 
AGCGGGTGGTACTTGGCTATCTGCTGGGAGTGAAGTCCCAGCCCCACTGTTGCAG 
CTGAGGAACGCTGGGCAAGTTGTTGTTTCTTCTTCTGAAAAATGGGGTGTCATAG 

40 GTTCATTGCAAGAGTAACTGCTCTGCACATTCTAAAGCCTAGGAAGTATGACCAT 
TCTCAGGAAGCACAGGCTCCTCTTCCATCTACCTGCAGGTCTCTAGCTCCAAGGG 
GCTCCTCCGCCAGCAGAATTCTAGTTTGATATTCCAGAACCCCACTCTACAAAGG 
ACTGTGGTCTCTGGAAGGGAGTGGGTTTTCTCATCCTGGCCAACAGTGTTTTCCCT 
AGAAAGATGAGTACTGAAGACCATTGCTCCCCTCTCCCGCTTTTCTTCCTCCTCCT 

45 CCATCCTCTCTTCCTTGGAGTAGGGGTAGAGGAAAGAGCACAGGCTGAGCATGA 
AACTTTCTCCTCCACATGTTTGTGCTGTCTGGGTGGCTCTGGGCCAGTTATTTAAC 
CACTTGAGGCTCAGTTTTCTCATCTGTAAAATAGGATGGAGTACTAGCACCATTT 
TTCTAGAGCCAGAAAGACAGCACCTATGTGAAGGACCTACCATAGTACCTGGAG 
TGTCATTGGTGCCCAGGACACCCTGAGTCCCTGTCCCCTGCTACTTGCCTCCTACC 
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TCCTGCATGGAGCCTCATGGAATTTCCTCAGCCCTCACTGGTCTTGACCAGCCTC 
ACATCAGATGGTCTTTCGGGCTTTCAATGAGGATGTAAGCATGCACGTCTTATTT 
GTTGGATGAGTGCATGATGGAGTAAGTGAATGAACAGGGGTGGGTTTCCTGGGG 
CGGAGAGAGCTGCTGTGGCTGCTCCTGAGAAGGGAGAGATCTTTTGGCCCCACT 
5 GGGCCTCCAGAGCCCCATGTGGGAGTTCCTCCTCCCCAGCTCTCCTGGCTCTTATC 
TTATTTCCTCTCCAACCATCAGAGGAGGGGCTGGTTCCACTGTTTATGGTCGGCA 
CATCTAACCAGCCACCACTGAGTGCGGGGAGCTGCATGGAGGATCTGTAGAGAG 
GCAACATCTGGGGGCGCTGTGGATGCTGTGGGAAGGGGCAGCATCTCCATCGCC 
CAGGCCAGCAGAATCCTCTTGCCCTAATTGTGGGGCCTCCTTCACCCGCCAGTGC 

10 TCTGGGGATGGGAAAAAGGAGTCCTGTGTGGCCTGACCTTGTTCCTTTTTCTCTGT 
GTGATCTTAGACCATTTGCTCCATAATCATCACAATGACACTGATAAAGTGCTTG 
CTCTGTGCCAGGCCATGTTCTAAATGCTTTTATGTATTAAACTCACTTAATTCTCC 
CAATAACTCTATGAGCTAGGTGATGTTATGACTGACATCCAAGTTTCAGAGGCAG 
AAAAAGGCTCGGGAAGGTTAAATGACTTGCCCAAGCACAGCAATGCTGGGATAT 

15 TATTCCCCCCACCCCCACCGCCCAATATATTCGTGGGTCACATTGGCATCTCCTGG 
GCAGGGTCCCACTCCGGGCCTCTCTCTTGGTTCCCCGGTGGCCTCTGCACTTCCAA 
CTTAGGCGCCTCCTTCCCTCCACTGCAGAGCCCCACGATGTCGGCCAACGCCACA 
CTGAAGCCACTCTGCCCCATCCTGGAGCAGATGAGCCGTCTCCAGAGCCACAGC 
AACACCAGCATCCGCTACATCGACCACGCGGCCGTGCTGCTGCACGGGCTGGCCT 

20 CGCTGCTGGGCCTGGTGGAGAATGGAGTCATCCTCTTCGTGGTGGGCTGCCGCAT 
GCGCCAGACCGTGGTCACCACCTGGGTGCTGCACCTGGCGCTGTCCGACCTGTTG 
GCCTCTGCTTCCCTGCCCTTCTTCACCTACTTCTTGGCCGTGGGCCACTCGTGGGA 
GCTGGGCACCACCTTCTGCAAACTGCACTCCTCCATCTTCTTTCTCAACATGTTCG 
CCAGCGGCTTCCTGCTCAGCGCCATCAGCCTGGACCGCTGCCTGCAGGTGGTGCG 

25 GCCGGTGTGGGCGCAGAACCACCGCACCGTGGCCGCGGCGCACAAAGTCTGCCT 
GGTGCTTTGGGCACTAGCGGTGCTCAACACGGTGCCCTATTTCGTGTTCCGGGAC 
ACCATCTCGCGGCTGGACGGGCGCATTATGTGCTACTACAATGTGCTGCTCCTGA 
ACCCGGGGCCTGACCGCGATGCCACGTGCAACTCGCGCCAGGCGGCCCTGGCCG 
TCAGCAAGTTCCTGCTGGCCTTCCTGGTGCCGCTGGCGATCATCGCCTCGAGCCA 

30 CGCGGCCGTGAGCCTGCGGTTGCAGCACCGCGGCCGCCGGCGGCCAGGCCGCTT 
CGTGCGCCTGGTGGCGGCCGTCGTGGCCGCCTTCGCGCTCTGCTGGGGGCCCTAC 
CACGTGTTCAGCCTGCTGGAGGCGCGGGCGCACGCAAACCCGGGGCTGCGGCCG 
CTCGTGTGGCGCGGGCTGCCCTTCGTCACCAGCCTGGCCTTCTTCAACAGCGTGG 
CCAACCCGGTGCTCTACGTGCTCACCTGCCCCGACATGCTGCGCAAGCTGCGGCG 

35 CTCGCTGCGCACGGTGCTGGAGAGCGTGCTGGTGGACGACAGCGAGCTGGGTGG 
CGCGGGAAGCAGCCGCCGCCGCCGCACCTCCTCCACCGCCCGCTCGGCCTCCCCT 
TTAGCTCTCTGCAGCCGCCCGGAGGAACCGCGGGGCCCCGCGCGTCTCCTCGGCT 
GGCTGCTGGGCAGCTGCGCAGCGTCCCCGCAGACGGGCCCCCTGAACCGGGCGC 
TGAGCAGCACCTCGAGTTAGAACCCGGCCCACGTAGGGCGGCACTCACACGCGA 

40 AAGTATCACCAGGGTGCCGCGGTTCAATTCGATATCCGGACTCCTGCCGCAGTGA 
TCAAAGTCCGAGGGGCGGGACCCAGGCACCTGCATTTTAAAGCGCCCCGGGAGA 
CTCTGAATCTTTTTCAGAAACAGTGAGTTAAAGCAGTGCTTCTCAAACCTTGATG 
TGCCTGTGAATCACCTAGGGGTCTTGTTAAGTGCAGTCTGATCCAGGAGGCCGGG 
GCCGGGTACTGAGAGTCTGCACTTAACAAGCTCCCAGGCCGAGAAGCCAGTGCG 

45 GCAGGTTCACAGGCGAGGCCTGGAGTAACACAAAGTGAAACTCATAATAGACTT 
CCCACTCTAGGGCAGTGGAGTCGGAAGGGCACACGGGGTGCGTCTCCCCGGAGT 
TCAGTTTTACCAGATGATGGGGGAGGGGGGAAGGAGTTTTATGTTAAACCATCC 
ATGTATTTTTGGAGAAGAGAGAGGAAAGGTTTGAGAAGCACTGTTCCAGCCTGC 
CCTCTTCATTTAGCCAATGCTTACTGCGCTAGACGCTTCATCCCACAATCTTAAGG 
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GGCAGCTTCTATTAGCCAGTCTTTACAGCTGAGCACATTCTGGCTCAGGGAGGTT 
AAGTGACTTGCCCAGTTTCAGGGCTAACGACCACAGGGTCTGCACTCTAACCCTA 
GGCATCACATGCTCAATGACTCTCTGGTGAGCGAGGACATTCTCTGACCTACTCG 
AGGGACTTAAGATGCTACCTTGTGACCCAGCACTGCCCAAAGTGCTTCCAAGGCA 
5 GAAGCAGCAGGGGATGGCGTGGTCAAGCACTCGGGAAACCTGGGGCTAATCAAA 
TCCAATGGGGGAAATGACTAAAAGTCTTCGGTCGTTAGAAGTTGAATGGGCACA 
GCAACTCTAAGACTACAGCACACGTCATTTCTTAGCTAAGCGGACCAGCCTCCCT 
GTCGGCCTGGTGTTCTGTGGGATCCCTCTGGGCACTGGTAATCCCAAGATCTGTG 
CAGCCCCGCCTCCAGGCCACATGGGGCTGGGCAGCTACCATTTCCCTTTTGCGGA 

10 TGGGAGGGGTAACTTGCACCTCTGACCTATCACTTCCACTGCACCCCGTCTCATT 
CCTCCACCTGCCGTGGACTTGGGGTCAGAGACTGCTGTGTTTGAGCTCTGCAGCC 
CAGGGACCGAAAAGTTGGTGTCAATGAATTTTGCTTGGTGGATGAAATGTCAGTG 
GAAGAAGCAGATGAGAAACTCTTGAGATCTTGGTCCTGTGTTTTTTCTGCCACCA 
AAGGCCAGGGTCACTGAAGGCCTGGCCCACAGCAGGTGCTGAGCAAAGGGAAC 

15 AGTGAGGTGCCCAGCTAGCTGCAGAGCCACCCTGTGTTGACACCTCGCCCCTGCT 
CCCTCCCATCCCTTCCCCCTTTACTCATAGCACTTCCCCCATTGGACACGTGGTGC 
ATTTTGCTTGTTTATTATGTTTTCTCTCCATCAGAATGAAAGCTCCTCGAGGGCAG 
GGACTTTGGTCTATTGTCTGTATTTGCCGGTGCCTAGGATTGTGCCTGTATGCAAC 
AGGCACTCAATAAATATTTTTGCTGTAGACTGGACAGGCATGAGTTAGATTCTCT 

20 GGGGCTTCTGCAGAGACTGGTTTGGGAAAGTGGGTGCTAGGGAAAAGCTCTGCT 
CCCTGCAACCTCCCCATTTTAATCTTTCAGTATTGAAAAGTGGAGAGGAACCGGA 
TTCAGTTTGCTGGGGACAGAGGCAGTGGGGTGTGGAGGTGCTCAGAGCAGCCTT 
TGGGAAGGTGTGGGGGAAGCTGGATTCCCAACTGTCAGCCTCCAGGCCTGGGAT 
GGACCTAGGATGCTGAGAAAGGGCATACACTGCTGAGGGAGTCACCTGCCAGTC 

25 ACCAGCTCACTGAGGAACCAGAAGAATGTACAGTTCTTGGTTTGAAGGCACTTG 
GAGAAGGAGAGGAAGGAGGGATGGGAGCTGAATCTCTTCCCGCCCCCATCTCTG 
CCAGGTCCCAGGCCCCCTCTGGGCTTCTGTCCCACACAGACCTGCCTGGAAGCCT 
TCAAAGGCCGAGGAGCCCCGGTCGGGGTGGGGGTCCCTGTTCTGGAGCCATGGG 
TTTGGAGTGCCAGCTCCAGCAGAGGCATCTGAGCAGCGGCCTGAGGTGCTGTGTC 

30 TGACATGGTTGTTGGCCATGGAAGGCCTCGGGCCGTCCTGAGCTCAGATCTTGGC 
TGCCGGCTGCTGGGGCGGCTGCTTCTGCAGCAGGGCCAGGGTGTCCCGCTTCTCA 
ATGGAGCGCAGCTGCTTCTTCTTTGCCCGCTTGAGCTTGGCGGGGTTTCGGATCT 
GGGGGTGGTATGAGGGGAGGACATTAGTGCGGCTGCAGCCTCGGTCCAAATTCC 
CAGGGGAGAGGAAGGCCGCCCCACAGGGGCCTGAGATCGTAGCATGAGAGTGG 

35 GGGTACATGAGGCAGGGGTCGAGGCCCTGGTTTGCACCCCCAAGTGGGGCAGAA 
GGGCAGAGGGGGAAAACGAGACACTCACCACTTGGACGACCTCTGCCTTCCGCT 
CATTCTCCAGGCGGCGTTTCAGGTTCTCAGCCCGGCGCTGTTTCTTCTCCTGGAAC 
ATGTGGGAGAAGGGGATTTGAGTCGGGGAGCAGAGGCAGCCCTGGTCTCTCAGG 
CCCCAGAAGAGTGCGAGCGGGCAGAATTCCCAGGAGGAAGGGGAAAGGCCCTC 

40 TCTGCCAGGCTCCAGGTTGGTGATGTGTGGGTGGAGGGCTAGCAATCCTGTGCCA 
CGGTCTAGTGCCAGGGGCCTGCTGTGGTGGAAGCTCCTGATAGCATGTTGAGAG 
GTGGGTATGGGACAGGCAACTGAGGACAGGGGCTGAGACACTGGGGGTGCCCAC 
CTGGAGATTCACGCACATGCAGACAGTGACCCCTCATGCCACCCTCATCAACTGC 
CAAGGGAGAAAGGGGTGCTGGCCCTTCCCCCATTCCCACCCTCTCCGACAGTCTC 

45 CCCCTCTTCCCCTGGAGTCCTGCTGCTGCAGAATGCCAGGCTAGGGGTGAGGGCT 
GGGTCCCTGAGATTTTCACAGGTGTGGGGCTGGGCAGGGGCTGCACTGCACAGA 
AAAGGCTCTGGAGCTATCTGGGCTGGGTTTCAATCTGGATCCTGTTATTTCCTAA 
ACAGGAGACCTTAGCTAAGTCTGTGCCTCAGCTTCTTCATCTTTAAAGTGACAGT 
GACCACAGTATCTACCTCGTAAGATAGTTTTGGGAAATCAATGAGGGAATGCAC 
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GTGCAGGACTTGGAGCAGCCCCTAGCTCCTTGGGCACACTGAGACTCTAGATGG 
AGTCTGTCTTGGGAGGGGAAGCCCAGTGCTCTCTAGCCATGCTGACTGTGTCCCT 
CAGCAAGGCCAGGGTGGGGACGTCAGCTCCAAGGCTGCTGCATGGTTAGGAGTC 
TCTGCTGGCTTTGGTGACTTGGGGTAGCAGGGGTGGCCCAGGCCCCTGGGGAGG 
5 AAGGAGAAGTGAGCCTTGGCCTCCTGTGGTCAGGGCAGGCCCGGGCTGGGGGCT 
GGGCAGGAGCACCTCCGCAGTGGACGGTGAGAAGTGAGACGGCAGCTCTGTCTT 
GCCCAAGAGGGAGCCAGGGCCACACAGGAAAAGAGATAAGGCCTCAGCATATG 
GTGGCGGACACACTGTTCCTCAGATGTCAGCTGTAAGCTGAGCTGGGGTGACTTA 
GAGCAGGGGACAGATGACTGAGTGACTGGCCCACCCCTTTTCTCAGTGGCCAGC 

10 CTGGGACCACGGACTATGGATGAGTTGTCTGAATCCCGTTCGGCACTCCTCCTAC 
ACGCCTGGGTCATTAGAGGAGTGGAGGAGGAATCTCCCACTGACTGCCCTGCCCT 
GGGGGGCAGGAGCTGACCAATGCCACTCCGCTTTCTCTGCATGCTGCCTGCTGAG 
TGCCCTCTTCCCCCCGCTTAAAAGTCCCTGGCAGATGTGGGTGAGGCTGTGACCC 
TTTACAGGGGCTTCCTGGCTCTGGGATGGGTGACAGGGGACAGAAGTGGAGGAA 

15 AGGTGCGGGGGCCATCCACGTTGCTGGTGTGTGGGCTGCTTCTTGGAGAATGACA 
GCAGCCATACCGGGGACATGGAGTTCAAATCTGCAAGCCCTTCCCAACTGAGTA 
CGTCCCAGCAAAGGGCCCTCGACCCCATCTCACTGACTGCCCTACCACCCAGGAC 
TTCCTCCCGGGCTTCTCCCCAAGGCCCGCTTCTGGTCCTCCCCCTCCGTCCCTGTC 
CCTGAGGCTCTTTCAGCAGCCCAGGCTAAACTGTATGGTCCCCTGGGCCTCCCTG 

20 CCCTGTAGTCCCAGATTGCACTTCTGCTTCTGGCCAGGTGCCCTTCCTCCCTCCGG 
CCTTCAGATTCAAGAACGTTTTTTAACCAAGTCGGCCTCCCCCAGGCACCCGTGG 
AGGCCCTCGCCTCAGGTCTGTACCAGTAGACACTAGCTTAGTCCTCTGAGCCCCA 
GCCTCAGCCTGGCTGGCCCCTCACCTGGCGGCGCCTCTCCTTCTCCTCCTCCAGGT 
GACGGGCAAAGTCCTTGGCCAGCITCCTCTCCTGTCGTTCCTTCATCTTCCGCTGC 

25 CACGATGTGCGCAGGGGCTTGTCCTGAAGCATCTGGGAGAATCTGAAAGGGGGA 
GAGTGGGTGCATACAGGGTCTGTGGGGCAAGCGCCACCCATGCCCTGTCTCCTCT 
CGGCCGGAGGCTCTGGACCTTCTTCCCCAGAGCCCAGGCAGAACCACCTCCTTGC 
TGGCCTGACAGGCGGCCTTCCAGGGCTGCAGAAACTTGGGGCGGGAGGGAACCC 
TGATCGTGCTGGCTGCCATTTCTCAAGCCTTGGCTACATGCCTCTGAGGTGGGTA 

30 CTCCTATCCTCTCCACTTACAGAGGAGCAGGCCAAGGCGCGGAGAGGTTAAATA 
GCTGCCTAAAGATACCTTGTGGCAGTCAGGACTTGAATCCTGTCAGCGACTGCAG 
AGTCCAGGCTACGCGGCCCCTGCTGTAAAGTTCTGTTGCTTCCGCCAAGTGCATT 
TGGCCCGGGTGTGAATGCCTCTGGAGGCGGGGCGCTCACCCCCTAGGGAGGTGG 
CCCATTCCATTTCAGAACAGTGTGAGTGGTTAAAGTTCTGGGTAATGATTCAGGA 

35 TCTTCCCCGCCAAGACCGGATGCAGTGGTCATGCTTGTAATCCCAGCACTTTGGG 
AGGCCAAGGTGGGCAGACCACGTGAGTCCAGGAGTTGGAGACCAGCCGGGCAA 
ACATGGCAAAACCTACTAAGCCTACTAAAACCTACTAAAGTTTCTACTAAAAATA 
CAAAAATTAGCTGGGTGTGATGGTGTATGCCTATAGTCCCAGCTACTTGGGAGGC 
TGAGGTACAACAATTGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCGAGAT 

40 CGCGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAAAAAAAA 
AAAAGAAAAAAGAAAAAAGAAAAAGAATCTCTTCCCCCAGTTGGAGATGAAGT 
GGGCATCAGGGCTCTCAGGGAAATCTGAAAAGAGCAACGATGATTTTAGAGTTA 
CAGGAGAACTGAGCTCATCTCTGTAAAAATGCATACTACAAGGATTTATGAATG 
GGATGATATGTCTAGGATGTACTTTAAAATATTTCAGGGAAAAAAAAATGCCAA 

45 AGATCAGCCGGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTG 
AGGTGGGCCGATCACCTAAGGTCGGGAGTTCGAGACCAGCTTGACCAACATGGA 
GAAACCCTGTCTCTACTAAAAATACAAAATTAGCTGGGTGTGGTGGCACACACCT 
GTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGG 
CGGAGGTTGCGGTGAGCCGAGATTGCTCCATTGCACTCTGGCCTGGGCAACAAG 
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AATGAAACTCCGTCTCAAAACAAAAAAAAAGAAAAAAAGAAAAAAAAGCCAAG 
TATCAAAGATGAAGCTACACTAGTAAAATGCTGAGCTGTGTTGATGCTGATAATG 
GGGACTTGAGAGCTTTGCTCTTTCTTTGTATGCTTGAAAATTTCCATTCAAAAAAA 
GTAAAAACAAAATGCAAAGAAGTCTCTCGGTGGCCTCCACATGCTGAAATTAGG 
5 TCTTTCTCTTTTAAAGATTCAAGGCCCATTTTGGTGTCCCTTGGCCCTGCCGACTT 
CTGGCCCCAGCTCCCTGATTTCCTTCTCCCCTTCCCAAGGCCTTGCCACTGAAGGC 
CTGGCCTCCTAAGCACTAAGAATGGGGTGCCACATGGACTTCCCCCATAACTGTA 
AAGCTGGGCTTCCCAAGCTGGGGTACGAGAACCCTGAAGGGACAAGGTGTTGGG 
AGCCTAGAGACACACAGAACCACAAGACACAGTGCTGCATCTGTGTAGAGCAGG 

10 GCTGTCAAACAGAACGTTCTGTGATGGTGGAAACATTCCACATTGACACTGTCCA 
ATAAGGTAGCCACTAGTCATGGGTGGCTGCTGAGCGCTAGAAATGTGGTTGGTGT 
TGATAGAGAAACTGAATCTTAAATTTTATTTAATTTTAATTAATTTAAATGTACAT 
AGCCACATGTGGCTGGCGGCTAAGGTACTGAGGCAGGGCAGTTCCAGACCATTG 
GTTCTACCTGGGTATTGAGGAAACTCAGGCCTGGGTTCCAAGTCCAACCTGGGTG 

15 ACCTGGAGCAAGGTAGCCTCTCTAAGTCTCAGCATCCTGTCCAGTGGAGATGAGA 
ATCATTCCTAACCCAAAGGGTGGTGGGAGATTTAATCGACACACACACGTAATA 
GGTGCTCCATAAATGCTACTCCTCAGAGAAGGCAGACAGCATGCCCAAGGGCAC 
TATGGAGAAAGTGGCGTTTGGCATGAGCACGAAGACAGGGCTGCAGCCAGGTCT 
CCCTCACCACATACACTTTCCCAGCTGCGGCTGTCTTCCTCCCTGCAGCAGGAGC 

20 TGCTTCCCACCCATCTCCAGGCTCACTTACTACCCACCGAAGCTGCTCCCTCAAA 
GATCCCAAACATCCATTCAGTGGCCCTGCTGGGCCCCTCGCCACAGACTTGCCTG 
CAGCTTCGGAAGCTGTTTTAGTTCTCTTGAGACAGCCTCCTTGTGGGTTTTCCTGC 
CTTCACCCCTGCCCGCCTATGTCTGTGTTCAGTAGCCAGGCTGATCTCACAAGTC 
AGGTCATTTCATTCCTTTGCTTGACACCCTTCCATGGCTCCCAAGCTCACTCAGGA 

25 AAGCCGGGAGTCCCTGTAAGGGTCACCAGGTCCTGCTGTCTCTCTGACCTCATCT 
CCTACTGTTCCCCTTCTCCCCCTCATTCCAGCAGCGAGACCTCTGGAAAGCCTCTC 
AAACGGGAGCTTGCTCCCGCCTCAATACCTCTGAACATCCCTTTCCTGTTGCCTG 
GATACTGTTTCCCCAGATCTCTGCCCGGCTCCCTCTGCTCAGACCTGTTTATCTGC 
AAGGCCATCTCTGAGCACTGTGGCAATACCCTGCCCTCCCTGTTATTCTCTGGTCC 

30 CCATCCTGGTTTATTTTTCTTTGAAGTCTTTATTACTGACATATCATGTGTGTACTT 
GTTCTTTATCTGTTTCCCACATTTAGAATGTTTGCTTCAGGAGAGCAGAGACTTTT 
TGTTCACAGACATGTTTACCCAAGATCTGAGCAACTGGTTGATGAATGAATGAAC 
TACCTTCTGTCCTCAATTCATCCACTTGTTCAGCTTAGTGCCCTACCCTGCACTGG 
GCTCTGGGGCATCTAGTCATGATAGGTAAGTCCCCACTCTTACACTCTCACGGAG 

35 CCTCCGGTTTAAAGGAAAACAGGCAGTCAATAAGAATCACAAATAAATAAGCAT 
TTGTGCAAATGGAGGTGTTACAAAAGAGAAGTACAGCACACAATGATAACATAA 
AGCATGGGGACTTAACCCTAGTTGGATAAGCCAGAGAGGCTTTTCAGAGGAGGT 
GACATTTGAACTGAGCCCTGAAACATGAGTGGGGGACTGGCCAGGGAAAGAGCC 
TTTCAAACAGTGGGAACAGCACGTGTGAAGGCGCTGAGGAAGGAGGGAGCGTCA 

40 CACATGGGAGGAACATGGAGGGGACAACAGTGTGGAAGCTCTAGTGATGGAGG 
GGAGAGGAGGGTGGGCCTGCCGGCCTCATTAAGGAGTCTGGAGTGCATGCTCTG 
AGTGAGCAACAGTGAGTCAGGACGGGTCTGCAGTTGGGCAGGGAGCTGGAACCA 
CACACCCTCTCTCCAGACTTCTTGGTCAAGTGATCTGTGGCCTCCTACTCTGCTCC 
AGCTGCTGATCCTGTGTCTTGTGTGGGCCCCTCCCTTCTCCCCACCTCTGCATGGG 

45 CCCAGCCCCCTCTAGCTCAGCAAGCCCATCTCCCCACCTGCAGCGTGAGTACCAG 
GACCCCAAGCTTCACCCGCTCAACTTGCTCATCACCCTCTTCCCACCTGAACCAG 
CCTCCTCCAGTTCCACATGGCCATCAACGGCCCTGCCATTCTCCTGTGACCCCCTG 
GGACAGGGCAGAGGGGTAGTGCCATCATCCACTTCTCCAACAGTTACAGTCACTC 
TAGCCTCAAAGTCTCTCCCATGGGAGACTTGCAGTAAATTACTCTGTAAGCCTCA 
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GTTTCTTCTGTTTCATCAGGGGTGGGGGGATAATATCCACAGCCTAGGGTTTTAA 
GGATACAAGAAAAGGGCCTAGCACGAAGCCTGGCACAGAGTCAGCTTCTTCCTT 
AAAAACACCCTCCTTCCTCATGGTCCCTCACAGGCATACATCCCTGACTCTCCCCT 
GTGGTTCCCATTAGCTCGAATTGGAACTGAATCCCACACCTCTCCTTCATGGCAG 
5 CCTACACTCTTCCTTCTTCAGATGAGCTACTTCGTTCCTTCATTAAATAAGCATTC 
ATTGGGCATTTACTATGCCCTTGGCACAGAAAGACAAGAAAGATCTCGTGCCTGC 
CCCTTAAGAAGGTCGCAATCCAATTCAAGGTGGATCTACAGGGATTGGGTAAAG 
GGGTTTTTTGCACACAGGCTTCGGAATCAGATCTGTGCTCAGGTCCTGTGCCTAC 
CACTCATTTAGCCTTGGTTTCCTCACACAAAAAACAGGAATAATAACACCGCCTG 

10 CTTCACAGGGCTGACGTGCAGATTAAGCGTGATGACACATGCTGTTCCATGTTTG 
AAAGGCTGTTGACTGGTAAATCCTTATTAAGGCTGTTGACTGGTAAATCCTTATA 
TAATCAGTGCTCAGTAATACTTTTTATCTTAAAGGCAAATAACTGTAATAGACTA 
TATTGGATGAAGACCTCACTGCTTTGATCAAGTAATGGCTGGTTTACTTGCTTCTG 
CTTCTCTCACTAGAGAGGGCAGACAACGGTAAATGTCTGTTGAACGAATACAGA 

15 CCTGAGGTGCTACAGGAGAGGCCCATAGGGACCCTGAGGAGGAAAGGCATCAG 
AGAAATTGATCTTTGAGGGCCTGGCCCCACCCTCTCCGGGATCCCAGGGCATTTT 
ACCACATTCTGATTGTAATTACCTGTTTGCTAACATCCCCACTAACGTGAGCTCTC 
TCTAACCCTGGGGCTATTCTCCAGGCTGCAGCAGGGCAAAGGCGGGGTCCCAAC 
ACCATAGAGAACGCCACCCCTGTCCATGCTGTCCCCCACTTCACCTTTTCTTGGA 

20 GCGGTCCTTCCACACTCGCCCCGATTTGGGCTTCCCCTTCGGGATTACAGGAAGC 
TCCTCTTTATTCAACTTCTTGGACGCTGGGGCCTGGGATGAAGAACCTTTTCGCTT 
CTTTGCCCCGAAGCCGCCTGTCACCGTCTCCCCAGCTGGAGGTGGCTTGCTCGGC 
TCATGCTGACCCCGGGGGGAGCCAGGTGCCCTGGGTGTCAGCTCCAGTAGTGGCT 
GAGAGGGCTCCGGACCGGGAGCTTGCTGACCGGGGTAAGGCTCTGGTGATCCTG 

25 GGACCGGCGGTAGCTGATGCTGGGGGGCCCCCGGGGTCAGCTCCTCCTTATTCTG 
GGCCAACTCCGAGGCCAGTACTCCCTGGTCCTGAGAACACTTTGGTGCCTCCTCA 
CTTGGCTTCGGCTGACATCGTGGGGATTCAGGACTGTACTCTGGCTGTCTTTGAG 
GCGACTCCAGGTGTAGGTCTTGCTGACGCTGGGGGGACGCTGCGCCTGGCTCTGG 
CTGCCCTTGGGGTGACTCCAAGCCTGCACCCTGCTGCAGACGGGGTGATCCTGGG 

30 CTTGTCTTCGGCGGCCTTTCGGGGGACCCCAGGCCAGCCCGCTGCACACTCGGAG 
GAGACCCGGGCTCCCTCGTTTCTTCTGGGTTCGACTCGAACTCCACAAGGGCCCG 
TCTCGTCCGCGAAACTGAGGTGAGGCTCTCGGGGGATTCGGGCCTTAGGCCTCCC 
AGCCGTCGGCTGCGCCTTAACGGTGTATCCATGGCTCAGCCGGTAAGTTTCCACA 
CCCCTGCGCACGTGCAGCCCCCGCCGAAACCGGCGCCTTCCTATGACGTCAGGAG 

35 TCGCCGCGTCCGTGACGCACAGGAGGGGGGCTGTTGCTGAGGCGGCCATGTTGG 
TGAGGGGTGGAGAGGCGGGACCGGGGTTGGGGAGAGTGGGGCTCAGCATGCGC 
GTGCGCAATTCGCGCGAGCGCAGTCAACATGTGATTGATGAGCCAGTCTTTTTCC 
TGGGATTCGCTTTTGCCTTTCTTGCAAAGTTTCCTGGGGAAAGAAGAGCGAGCAA 
GTAGAAAAGGGAAAGTGGGAGGACCCATTTCAGGGAGAGAACAGAGTCGAAAA 

40 AAGGTCCGAGGAGCCCATAGGCAAGGCCCAGTGGATGTTTTGCAGCCAACTCCG 
GTGCAGTTGGGCAGAGTCCTGCCCTCCTTGGGCCTGTTTTCTCATTTGTAATAGGG 
GTCATTTTGCACTAGCTTCGTGCATCCCAAATGATCCTGTCAGAGTCCTCCTCCCA 
CCTACCTGAGGGACTGCTACCTGGGGGTCCTGGAGGTGGAAGATCGGTCTTTTCT 
GTGTTAATTGTTCACACTCTTGATTCTTCCGTCCTGTGCTTCCGTATATAATCCAT 

45 AGCTCTCCCTCCCTTTTCAGCGTTTTCAACGTTTGTGAGTGAAGTTGAGGTACCAA 
TAAGATGCACCACCTTTGTCCTGTGGCTCACCTGGGCCCTCGACCAGCTGCATAT 
CCTCCCACGTCCCTCTTCTTCTGCCCCAGTTCTAGAAACGGGTTGGATCATCTCCG 
ATCTTCCTTTCAGCCCAGACAGTGGTTTTTGCTCGTGTGTGAACCTGCTTCGCCTC 
CCCTCCCTTCCCTTGCTATTCACCTGTAAATGTACTTTGCTTACTAAGCACTTTGG 
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GACCTCACCAGTGAGCAGGTGTTGACTTCTGGACCTCCCGAGGCCTAGAGAAGA 
CTCTCGGGATGTGGGGTTGGGGAATGTGGGGCTGTGGAGACTTTCGTGTGAGACC 
TAGGAGTGGGGCTTTGATTTACTTACAGCATGCTTCTTAGGAAGAACATCTTGGA 
AGTGGCCCAGTTGTGTAATTCTTGGAACTGCCTGGGGTTGGCCATTAAAGGTCCC 
5 AGGGCCCCGTCTGACATTCCAGTGGTTTCTTTTAGAAACCATTGTTTCTCCAGCTG 
CGGGCTTGTGAGAGGGCCTGGGAAATTGTCCAAGAATATCAGGGATCAGAGTGT 
CCTCATCTTCCTCATGTTCCTGAGTCAAGGAGACCCCTGCAGGGGGGCTTTGCCT 
GCCTCACTGCTCCTCTCCGGCCATGCAGCTGTCCACAGCAGAAGCAGCCGGGACA 
CCTCCTTGCCCAGCTCTTCCACCCCCCAACTGTCAGAGGAGTGAGTTCCATTCAG 

10 TTCCTTAAATGCCCTGCCCCTGCCTGGAGACCCCAATGATCTGACACTCAGAACC 
AAGCCCGGCAGGTGTTGCCAGAGTGCTGGAGGAGACTGTATGCCCCTCTGCCCTG 
CTCCAGTCCCCCTTGGCTTGCCTTGCCTCCTAAGCTCTTGTCCCCAGCTGGAGGGA 
TCACTCTCCAGTGCCGATTGGATCATATCCTAGTCTAGCCTGAAATACTTCAGAG 
GGTGATCTCAGGTTTTCACCAGAGAGAGGGAGATGTGTTTTAGAGGAGGCCTTTG 

15 GGTGGCCCCCAGACATTTGGAGGCACTTTGTCAACCTCAGCATCAGATGGGCTCT 
GGCCCAGAACCCCCTACTCCCACATGAGCTCAATTTGTCATTGTCATTATACATG 
GTGTGCAGAGGCCCAGAGGAGACTCCTGAAATTTTCAGAAGAGCCTGGTGTGGC 
GATCGCTGTTGGGACCCTGTCTCCTTACACTCCTTTGCTTTCTTTTAAAAATTATT 
ATTATTTTTGAGACAGGGTCTTGCTCTGTTGTCCAGGCTGGAGTGCAGTGGCACA 

20 ATCACAGCTCACTGCAGCCTTGACCTCCCAGGCCCCAGGGATCCTCCCACCTGAG 
TAGCTGGCACCACAGGCTCATGCCACCATGCCTGGCTATTTTTTTTTTTTTGTAGA 
AACGGGGTCTCCCTGTGTTGCTCAGGCTGGTCTTGAACTCCTGGGCTCAAGTGAT 
CCTCCTGCCTCGGCCTCCTGAAGTGTTGGGATTACAGGCGTGAGCCACTGTGCCT 
GGCCACTCCTTTGCTTTTATTGCAGCTTTCTACATCACAGCTTTCTTGCCTTTAGGT 

25 GGTAGGATACTGAGGGGCTTCTCTGTAGCCCCCAGAGGCCACCAACAGGATTGA 
ACTTGCATTGCCCACAAAGGTAATCTGCTCATGGACCCTCTTTTGGCTTCATCTCT 
GTCTCACTTCCCCACTTTCTTATAGATGCTTGCTGAGGTCATTCTCAGAGCAGACA 
AATATTGTACTTAATCCTCTTCTCAGAGTTGGCTTCTGCAGAAACCTAGCCTGAA 
ACATTGGTGCCAGCAATGATTGGTCCAGGCATTGTTTCAAGTACTCTCCAAGTAC 

30 AAATCCATTTCTTAATGCTTCTCCCAACAATCCTGTGAGGCAGGTGCAGTTGTTAT 
TACTCCCAGTTTACAGATAAAGAAACTGAGAGGCTGGGTGCGCTGGCTCACACCT 
GTAGTAATCCCAGTACTTTGGGAGGCCAAGGTGGGCGGATCACTGGAGGCCAGG 
AGTTCAAGACCAGCCTGGCCAACATGATGAAACCCCATCTCTACTAAAAGTACA 
AAAATTAGCTGGGTGTGGTGGCAGGCGCCTCGAGTCCCAGCTACTCAGGAGGCT 

35 GAGGCAGGGGAATTGCTTGAACCTGGGAGGTAGAGGTTGCAGTGAACCAAGATC 
GTGCCACTGCACAGCAACCTGGGTGGCAGAGCAAGACTCTGTCTCAAAAAAAAA 
AAAAAAAGACTGAGGCACAGAGAGGCTGAGACACTTGTAAAGGTCACACAGCA 
AATAAGTGGTAGAGGCAAGATCCACACCTAGACTGTCTGATTCCAGAGCCACAA 
CTCTTAACAGTAAATCTGCCTGTTATCCAGGCAAGGAATCAGGCATGGGAAGGCT 

40 AAGGTGCTTGCCCAAAATCAGACAGCGGCACATTCAGGAGCCAGGATTGTGGTT 
CCAGAGGTGGCATGCTTAGCTGCCTTGCAGCTGCCCCCACATGGGCCTTGCTCAC 
CTATTCGTCACACTGATTCTGGTCTGTGTGCTGGGAGGAGGTGGGTACCACCTGG 
CACACACCATCGTGCAGAATGTGCCGAATCAGCAATACCAGTTTATTTATGTAAC 
CTGAGATCTGCTGACTGATGGAAACCAAGCGCTGGCAGATGGATGGAAGATAGG 

45 ATCAGGTGTTCTCCTCTGAGTCATTGACCTCCCCCCAGCTAAGGGGTGCTACAGT 
TGAGAGGGTCTGACAGTCCCCAGATGTCAGAGACCTGGGTCCCCATGGCTTTCTG 
TTCAACACCTAGCCTTGCCTGAAATACTTCAGAGGGTGATCTCAGGTTTTCACCA 
GAGAGAGGGAGATGTGTTTTAGAGGAGGCCTTTGGGTGGCCCCCAGACACTTGG 
AGACACTTTGTCAACCTCAGCATCAGGTGGGCTCTGGCCCAGAACCCCCTACTCC 
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CACCTGAGCTCAGTTTGTCATTGTCATTATACATGGTGTGCAGAGGCCCAGAGGA 
GACTCCTGAAATTTTCAGAAGAGCCTGGTGTGGTGGTGTACTTGCAGAGTGCTTG 
AAACAATGCCTGGACCAATCATTGCTTGCCCCGGTGTTTCAGGCTGTGTTTCTCC 
AGAAGCCAACTCTGAGAGAAGGGCAGGGAAAGGGCCCCTGGCGGTCATCAGCA 
5 GCATTAACTGAGCACTTACCACGCGCCAGACCTCTTCTGGGTGCTCCTGTGCTCC 
CCAGAGCTCCGGTTCGGGAGGGTGATTTTCAGCAGGAGCACGGTACTTGATATGT 
ATTTGTTGAATGAAT 

SEQ ID NO: 128 

10 >gi|2570128|dbj|AB000714.1|AB000714 Homo sapiens hRVPl mRNA for RVPl, complete 

cds 

AATTCGGCACGAGGGCAGGTGCAGGCGCACGCGGCGAGAGCGTATGGAGCCGA 

GCCGTTAGCGCGCGCCGTCGGTGAGTCAGTCCGTCCGTCCGTCCGTCCGTCGGGG 

CGCCGCAGCTCCCGCCAGGCCCAGCGGCCCCGGCCCCTCGTCTCCCCGCACCCGG 

15 AGCCACCCGGTGGAGCGGGCCTTGCCGCGGCAGCCATGTCCATGGGCCTGGAGA 
TCACGGGCACCGCGCTGGCCGTGCTGGGCTGGCTGGGCACCATCGTGTGCTGCGC 
GTTGCCCATGTGGCGCGTGTCGGCCTTCATCGGCAGCAACATCATCACGTCGCAG 
AACATCTGGGAGGGCCTGTGGATGAACTGCGTGGTGCAGAGCACCGGCCAGATG 
CAGTGCAAGGTGTACGACTCGCTGCTGGCACTGCCACAGGACCTTCAGGCGGCC 

20 CGCGCCCTCATCGTGGTGGCCATCCTGCTGGCCGCCTTCGGGCTGCTAGTGGCGC 
TGGTGGGCGCCCAGTGCACCAACTGCGTGCAGGACGACACGGCCAAGGCCAAGA 
TCACCATCGTGGCAGGCGTGCTGTTCCTTCTCGCCGCCCTGCTCACCCTCGTGCCG 
GTGTCCTGGTCGGCCAACACCATTATCCGGGACTTCTACAACCCCGTGGTGCCCG 
AGGCGCAGAAGCGCGAGATGGGCGCGGGCCTGTACGTGGGCTGGGCGGCCGCG 

25 GCGCTGCAGCTGCTGGGGGGCGCGCTGCTCTGCTGCTCGTGTCCCCCACGCGAGA 
AGAAGTACACGGCCACCAAGGTCGTCTACTCCGCGCCGCGCTCCACCGGCCCGG 
GAGCCAGCCTGGGCACAGGCTACGACCGCAAGGACTACGTCTAAGGGACAGACG 
CAGGGAGACCCCACCACCACCACCACCACCAACACCACCACCACCACCGCGAGC 
TGGAGCGCGCACCAGGCCATCCAGCGTGCAGCCTTGCCTCGGAGGCCAGCCCAC 

30 CCCCAGAAGCCAGGAAGCCCCCGCGCTGGACTGGGGCAGCTTCCCCAGCAGCCA 
CGGCTTTGCGGGCCGGGCAGTCGACTTCGGGGCCCAGGGACCAACCTGCATGGA 
CTGTGAAACCTCACCCTTCTGGAGCACGGGGCCTGGGTGACCGCCAATACTTGAC 
CACCCCGTCGAGCCCCATCGGGCCGCTGCCCCCATGTCGCGCTGGGCAGGGACC 
GGCAGCCCTGGAAGGGGCACTTGATATTTTTCAATAAAAGCCTCTCGTTTTAGC 

35 

SEQ ID NO: 129 

>gi|1563888|gb|U66199.1|HSU66199 Human fibroblast growth factor homologous factor 3 
(FHF-3) mENA, complete cds 

ATGGCGGCGCTGGCCAGTAGCCTGATCCGGCAGAAGCGGGAGGTCCGCGAGCCC 
40 GGGGGCAGCCGGCCGGTGTCGGCGCAGCGGCGCGTGTGTCCCCGCGGCACCAAG 
TCCCTTTGCCAGAAGCAGCTCCTCATCCTGCTGTCCAAGGTGCGACTGTGCGGGG 
GGCGGCCCGCGCGGCCGGACCGCGGCCCGGAGCCTCAGCTCAAAGGCATCGTCA 
CCAAACTGTTCTGCCGCCAGGGTTTCTACCTCCAGGCGAATCCCGACGGAAGCAT 
CCAGGGCACCCCAGAGGATACCAGCTCCTTCACCCACTTCAACCTGATCCCTGTG 
45 GGCCTCCGTGTGGTCACCATCCAGAGCGCCAAGCTGGGTCACTACATGGCCATGA 
ATGCTGAGGGACTGCTCTACAGTTCGCCGCATTTCACAGCTGAGTGTCGCTTTAA 
GGAGTGTGTCTTTGAGAATTACTACGTCCTGTACGCCTCTGCTCTCTACCGCCAGC 
GTCGTTCTGGCCGGGCCTGGTACCTCGGCCTGGACAAGGAGGGCCAGGTCATGA 
AGGGAAACCGAGTTAAGAAGACCAAGGCAGCTGCCCACTTTCTGCCCAAGCTCC 
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TGGAGGTGGCCATGTACCAGGAGCCTTCTCTCCACAGTGTCCCCGAGGCCTCCCC 
TTCCAGTCCCCCTGCCCCCTGA 

SEQIDNO: 130 

5 >gi|1689891|gblAA133129.1|AA133129 zm25d01.sl Stratagene pancreas (#937208) Homo 
sapiens cDNA clone IMAGE:526657 3' similar to TR:G992563 G992563 ELONGIN A. ;, 

mRNA sequence 

ACCCCAGGAAGAAGAAGAAGCTGGATTTACTGGGCGCAGAATGAATTCCAAGAT 
GCAGGTGTATTCTGGTTCCAAGTGTGCCTATCTCCCTAAAATGATGACCTTGCAC 

10 CAGCAATGCATCCGAGTACTTAAAAACAACATCGATTCAATCTTTGAAGTGGGA 
GGAGTCCCATACTCTGTTCTTGAACCCGTTTTGGAGAGGTGTACACCTGATCAGC 
TGTATCGCATAGAGGAATACCAATCATGTATTAATTGAAGAAACAGATCAATTAT 
GGAAAGTTCATTGTCACCGAGACTTTAAGGAAGAAAGACCCGAAGAGTATGAGT 
CGTGGCGAGAGATGTACCTGCGGCTTCAGGACGCCCCGAGAGCAGCGGCTACGA 

15 GGTACTAACAAAGAATATCCAGTTCGCACATGGCCAATTA 

SEQIDNO: 131 

>gi|186385|gb|M63099.1|HUMILRA Human interleukin 1 receptor antagonist OCLIKN) gene, 
complete cds 

20 ATGGAAATCTGCAGAGGCCTCCGCAGTCACCTAATCACTCTCCTCCTCTTCCTGTT 
CCATTCAGAGACGATCTGCCGACCCTCTGGGAGAAAATCCAGCAAGATGCAAGC 
CTTCAGAATCTGGGATGTTAACCAGAAGACCTTCTATCTGAGGAACAACCAACTA 
GTTGCTGGATACTTGCAAGGACCAAATGTCAATTTAGAAGAAAAGATAGATGTG 
GTACCCATTGAGCCTCATGCTCTGTTCTTGGGAATCCATGGAGGGAAGATGTGCC 

25 TGTCCTGTGTCAAGTCTGGTGATGAGACCAGACTCCAGCTGGAGGCAGTTAACAT 
CACTGACCTGAGCGAGAACAGAAAGCAGGACAAGCGCTTCGCCTTCATCCGCTC 
AGACAGCGGCCCCACCACCAGTTTTGAGTCTGCCGCCTGCCCCGGTTGGTTCCTC 
TGCACAGCGATGGAAGCTGACCAGCCCGTCAGCCTCACCAATATGCCTGACGAA 
GGCGTCATGGTCACCAAATTCTACTTCCAGGAGGACGAGTAG 

30 

SEQIDNO: 132 

>gi|186738|gb|M60828.1|HUMKGF Human keratinocyte growth factor mRNA, complete cds 
ACGCGCTCACACACAGAGAGAAAATCCTTCTGCCTGTTGATTTATGGAAACAATT 
ATGATTCTGCTGGAGAACTTTTCAGCTGAGAAATAGTTTGTAGCTACAGTAGAAA 

35 GGCTCAAGTTGCACCAGGCAGACAACAGACATGGAATTCTTATATATCCAGCTGT 
TAGCAACAAAACAAAAGTCAAATAGCAAACAGCGTCACAGCAACTGAACTTACT 
ACGAACTGTTTTTATGAGGATTTATCAACAGAGTTATTTAAGGAGGAATCCTGTG 
TTGTTATCAGGAACTAAAAGGATAAGGCTAACAATTTGGAAAGAGCAAGTACTC 
TTTCTTAAATCAATCTACAATTCACAGATAGGAAGAGGTCAATGACCTAGGAGTA 

40 ACAATCAACTCAAGATTCATTTTCATTATGTTATTCATGAACACCCGGAGCACTA 
CACTATAATGCACAAATGGATACTGACATGGATCCTGCCAACTTTGCTCTACAGA 
TCATGCTTTCACATTATCTGTCTAGTGGGTACTATATCTTTAGCTTGCAATGACAT 
GACTCCAGAGCAAATGGCTACAAATGTGAACTGTTCCAGCCCTGAGCGACACAC 
AAGAAGTTATGATTACATGGAAGGAGGGGATATAAGAGTGAGAAGACTCTTCTG 

45 TCGAACACAGTGGTACCTGAGGATCGATAAAAGAGGCAAAGTAAAAGGGACCC 
AAGAGATGAAGAATAATTACAATATCATGGAAATCAGGACAGTGGCAGTTGGAA 
TTGTGGCAATCAAAGGGGTGGAAAGTGAATTCTATCTTGCAATGAACAAGGAAG 
GAAAACTCTATGCAAAGAAAGAATGCAATGAAGATTGTAACTTCAAAGAACTAA 
TTCTGGAAAACCATTACAACACATATGCATCAGCTAAATGGACACACAACGGAG 
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GGGAAATGTTTGTTGCCTTAAATCAAAAGGGGATTCCTGTAAGAGGAAAAAAAA 
CGAAGAAAGAACAAAAAACAGCCCACTTTCTTCCTATGGCAATAACTTAATTGC 
ATATGGTATATAAAGAACCCAGTTCCAGCAGGGAGATTTCTTTAAGTGGACTGTT 
TTCTTTCTTCTCAAAATTTTCTTTCCTTTTATTTTTTAGTAATCAAGAAAGGCTGGA 
5 AAAACTACTGAAAAACTGATCAAGCTGGACTTGTGCATTTATGTTTGTTTTAAGA 
CACTGCATTAAAGAAAGATTTGAAAAGTATACACAAAAATCAGATTTAGTAACT 
AAAGGTTGTAAAAAATTGTAAAACTGGTTGTACAATCATGATGTTAGTAACAGTA 
ATTTTTTTCTTAAATTAATTTACCCTTAAGAGTATGTTAGATTTGATTATCTGATA 
ATGATTATTTAAATATTCCTATCTGCTTATAAAATGGCTGCTATAATAATAATAAT 

10 ACAGATGTTGTTATATAAGGTATATCAGACCTACAGGCTTCTGGCAGGATTTGTC 
AGATAATCAAGCCACACTAACTATGGAAAATGAGCAGCATTTTAAATGCTTTCTA 
GTGAAAAATTATAATCTACTTAAACTCTAATCAGAAAAAAAATTCTCAAAAAAA 
CTATTATGAAAGTCAATAAAATAGATAATTTAACAAAAGTACAGGATTAGAACA 
TGCTTATACCTATAAATAAGAACAAAATTTCTAATGCTGCTCAAGTGGAAAGGGT 

1 5 ATTGCTAAAAGGATGTTTCC AAAAATCTTGTATATAAGATAGCAACAGTGATTGA 
TGATAATACTGTACTTCATCTTACTTGCCACAAAATAACATTTTATAAATCCTCAA 
AGTAAAATTGAGAAATCTTTAAGTTTTTTTCAAGTAACATAATCTATCTTTGTATA 
ATTCATATTTGGGAATATGGCTTTTAATAATGTTCTTCCCACAAATAATCATGCTT 
TTTTCCTATGGTTACAGCATTAAACTCTATTTTAAGTTGTTTTTGAACTTTATTGTT 

20 TTGTTATTTAAGTTTATGTTATTTATAAAAAAAAAACCTTAATAAGCTGTATCTGT 
TTCATATGCTTTTAATTTTAAAGGAATAACAAAACTGTCTGGCTCAACGGCAAGT 
TTCCCTCCCTTTTCTGACTGACACTAAGTCTAGCACACAGCACTTGGGCCAGCAA 
ATCCTGGAAGCAGACAAAAATAAGAGCCTGAAGCAATGCTTACAATAGATGTCT 
CACACAGAACAATACAAATATGTAAAAACTCTTTCACCACATATTCTTGCCAATT 

25 AATTGGATCATATAAGTAAAATCATTACAAATATAAGTATTTACAGGATTTTAAA 
GTTAGAATATATTTGAATGCATGGGTAGAAAATATCATATTTTAAAACTATGTAT 
ATTTAAATTTAGTAATTTTCTAATCTCTAGAAATCTCTGCTGTTCAAAAGGTGGCA 
GCACTGAAAGTTGTTTTCCTGTTAGATGGCAAGAGCACAATGCCCAAAATAGAA 
GATGCAGTTAAGAATAAGGGGCCCTGAATGTCATGAAGGCTTGAGGTCAGCCTA 

30 CAGATAACAGGATTATTACAAGGATGAATTTCCACTTCAAAAGTCTTTCATTGGC 
AGATCTTGGTAGCACTTTATATGTTCACCAATGGGAGGTCAATATTTATCTAATTT 
AAAAGGTATGCTAACCACTGTGGTTTTAATTTCAAAATATTTGTCATTCAAGTCC 
CTTTACATAAATAGTATTTGGTAATACATTTATAGATGAGAGTTATATGAAAAGG 
CTAGGTCAACAAAAACAATAGATTCATTTAATTTTCCTGTGGTTGACCTATACGA 

35 CCAGGATGTAGAAAACTAGAAAGAACTGCCCTTCCTCAGATATACTCTTGGGAG 
AGAGCATGAATGGTATTCTGAACTATCACCTGATTCAAGGACTTTGCTAGCTAGG 
TTTTGAGGTCAGGCTTCAGTAACTGTAGTCTTGTGAGCATATTGAGGGCAGAGGA 
GGACTTAGTTTTTCATATGTGTTTCCTTAGTGCCTAGCAGACTATCTGTTCATAAT 
CAGTTTTCAGTGTGAATTCACTGAATGTTTATAGACAAAAGAAAATACACACTAA 

40 AACTAATCTTCATTTTAAAAGGGTAAAACATGACTATACAGAAATTTAAATAGAA 
ATAGTGTATATACATATAAAATACAAGCTATGTTAGGACCAAATGCTCTTTGTCT 
ATGGAGTTATACTTCCATCAAATTACATAGCAATGCTGAATTAGGCAAAACCAAC 
ATTTAGTGGTAAATCCATTCCTGGTAGTATAAGTCACCTAAAAAAGACTTCTAGA 
AATATGTACTTTAATTATTTGTTTTTCTCCTATTTTTAAATTTATTATGCAAATTTT 

45 AGAAAATAAAATTTGCTCTAGTTACACACCTTTAGAATTCTAGAATATTAAAACT 
GTAAGGGGCCTCCATCCCTCTTACTCATTTGTAGTCTAGGAAATTGAGATTTTGAT 
ACACCTAAGGTCACGCAGCTGGGTAGATATACAGCTGTCACAAGAGTCTAGATC 
AGTTAGCACATGCTTTCTACTCTTCGATTATTAGTATTATTAGCTAATGGTCTTTG 
GCATGTTTTTGTTTTTTATTTCTGTTGAGATATAGCCTTTACATTTGTACACAAAT 
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GTGACTATGTCTTGGCAATGCACTTCATACACAATGACTAATCTATACTGTGATG 
ATTTGACTCAAAAGGAGAAAAGAAATTATGTAGTTTTCAATTCTGATTCCTATTC 
ACCTTTTGTTTATGAATGGAAAGCTTTGTGCAAAATATACATATAAGCAGAGTAA 
GCCTTTTAAAAATGTTCTTTGAAAGATAAAATTAAATACATGAGTTTCTAACAAT 
5 TAGA 

SEQIDNO: 133 

>gi|1399238|gb|U59832.1|HSU59832 Human transcription factor, forkhead related activator 
4 (FREAC-4) niRNA, complete cds 

10 CGCCGCCACCCGGCAGCCCCGGCGCAGCTCCGGCAGCCGCAGTCGCAGCGCCCC 
CAGCGTGGCGCCCCCCGGCCGGGCCTGCCGCCCGGGACCCGGGCTGGGGCGCAG 
AGGGAGCCCGGAGCCCGGCGCCCCCATGCGCCGCCCCGCCGCCGCCGCGCCACA 
GCTATGACCCTGAGCACTGAGATGTCCGATGCCTCTGGCCTCGCCGAGGAAACA 
GACATCGACGTGGTGGGGGAGGGCGAGGACGAAGAAGACGAGGAAGAGGAGGA 

15 CGACGACGAGGGCGGCGGTGGCGGGCCCCGGCTGGCTGTCCCCGCGCAGCGGCG 
GCGGCGGCGGCGCTCGTACGCCGGGGAGGACGAGCTGGAGGATCTGGAGGAGG 
AGGAGGACGACGATGACATCCTGCTGGCCCCGCCTGCTGGGGCTCCCCGGCGCC 
CCCGGGCCCGGCCCCGGCGGCGGGGGCAGGAGCCGGTGGGGGCGGCGGCGGCG 
GCGGCGCGGGCGGCGGCGGGAGCGCGGGTAGCGGCGCCAAGAACCCGCTGGTG 

20 AAGCCGCCCTACTCGTATATCGCGCTCATCACTATGGCCATCCTGCAGAGCCCCA 
AGAAGCGGCTGACGCTGAGCGAGATCTGTGAGTTCATCAGCGGCCGCTTCCCCTA 
CTACCGGGAGAAGTTCCCCGCCTGGCAGAACAGCATCCGCCACAACCTCTCGCTC 
AACGACTGCTTCGTCAAGATCCCCCGCGAGCCCGGCAACCCGGGCAAGGGCAAC 
TACTGGACGCTGGACCCGGAGTCCGCCGACATGTTCGACAACGGCAGCTTCCTGC 

25 GCCGGAGGAAGCGCTTCAAGCGGCAGCCGCTGCTCCCACCCAACGCCGCGGCCG 
CCGAGTCTCTGCTGCTGCGCGGCGCGGGAGCCGCAGGGGGCGCGGGCGACCCGG 
CAGCCGCCGCCGCGCTCTTCCCGCCCGCGCCCCCGCCGCCCCCGCATGCCTACGG 
CTACGGCCCCTACGGCTGCGGCTACGGCCTGCAGCTGCCGCCTTACGCGCCGCCC 
TCGGCCCTCTTCGCCGCCGCAGCGGCCGCCGCCGCCGCCGCCGCCTTCCACCCGC 

30 ACTCGCCCCCGCCGCCCCCGCCACCGCACGGCGCGGCCGCCGAGCTGGCCCGGA 
CCGCCTTCGGCTACCGGCCGCACCCGCTCGGCGCCGCCCTACCCGGCCCCCTGCC 
GGCCTCCGCGGCCAAGGCGGGCGGCCCGGGCGCCTCAGCGCTGGCGCGCTCGCC 
CTTCTCCATCGAGAGCATCATCGGGGGCAGCTTGGGCCCGGCCGCCGCTGCCGCC 
GCCGCCGCGCAGGCCGCCGCCGCCGCTCAGGCCTCGCCCTCGCCCTCGCCGGTGG 

35 CGGCGCCGCCAGCTCCCGGATCCAGCGGAGGAGGCTGCGCGGCGCAGGCGGCCG 
TGGGCCCGGCGGCCGCGCTCACCCGATCCCTCGTGGCCGCCGCGGCCGCCGCCGC 
CTCCTCAGTCTCCTCGTCCGCCGCCTTGGGGACTCTGCACCAAGGGACTGCCCTG 
TCCAGTGTCGAGAACTTTACTGCTAGGATTTCCAATTGTTAATAACGCTATGTTA 
GCGCGCTCGAGGAAGAAGGTAGGAATCCCGGCTCCTTTTCTCGTCTTGGTGGTTC 

40 GGTGTTTTGTTCGCTCCTCCAGGCGCGGCCCCTCTCGACCTCGCGCGCCCATTTTC 
GCCGCTGCGAATTCTCGGACAAAACTGTCAACAGCCCGGGCGCGCCTTTTGGCTC 
TGCGGGTCCCTCTATTTATGCAAAGCCGACCTATGCTACAGCCCCCCAACCCCCG 
ACCTGGGGTAGGGAGGAAGAGGGTGCCGGGGAAGGGAGTCCGCCCTGTCCAGG 
CACTAGAGGCTCCCTTGACGTTTGGCAGATGAAAAACAACTAAGCCTTTTTGAGG 

45 TGTAGAGATTGTCAGGTCCAGGCGTTAAAAAATAATGGTCAAAAGAATAATACA 
AAAATAGTAAAGGTCTTGAAGAATGCCAGCGAAGCAATTCTTTTTTATTTGAGGA 
CACTTGTCTGGTGTACTTTTTCATGAAAAGGAAAAATGGTTAACATGTTTACACA 
AGAAAAAAAGTCAAAATTATCATTTATTTCAACCTGTGTTTTGTATCATAACAGA 
CGTGTGGATTTTTTTGTACTTACTGCGTATTCTTTACAAGGAGTATTGTAAATTTT 



147 



wo 02/074979 



PCT/US02/08456 



ACTGGCAATTATTATTGTACTATTCTAAATGTAAGATTTTTACACTTTTTCAGAAA 
TAAAAATGCTTAATTTTCAAAGAAAATTCACCAAAA 

SEQ ID NO: 134 

5 >gi|181977|gb|M38425.1|HUMEGFR Human EGF receptor (EGFR) gene, 5' end 

AAGCTTCCGCGAGTTTCCCAGGCATTTCTCCTCGCGGGACTACCAGGGGTAGTGG 
GACACTTAGCCTCTCTAAAAGCACCTCCACGGCTGTTTGTGTCAAGCCTTTATTCC 
AAGAGCTTCACTTTTGCGAAGTAATGTGCTTCACACATTGGCTTCAAAGTACCCA 
TGGCTGGTTGCAATAAACATTAAGGAGGCCTGTCTCTGCACCCGGAGTTGGTGCC 

10 CTCATTTCAGATGATTTCGAGGGTGCTTGACAAGATCTGAAGGACCCTCGGACTT 
TAGAGCACCACCTCGGAACGCCTGGCACCCCTGCCGCGCGGGCACGGCGACCTC 
CTCAGCTGCCAGGCCAGCCTCTGATCCCCGCGAGGGGTCCCGTAGTGCTGCAGGG 
GGAGGCTGGGGACCCGAATAAAGGAGCAGTTTCCCCGTCGGTGCCATTATCCGA 
CGCTGGCTCTAAGGCTCGGCCAGTCTGTCTAAAGCTGGTACAAGTTTGCTTTGTA 

15 AAACAAAAGAAGGGAAAGGGGGAAGGGGACCCTGGCACAGATTTGGCTCGACC 
TGGACATAGGCTGGGCTGCAAGTCCGCGGGGACCGGGTCCAGAGGGGCAGTGCT 
GGGAACGCCCCTCTCGGAAATTAACTCCTCAGGGCACCGCTCCCCTCCCATGCGC 
CGCCCCACTCCCGCCGGAGACTAGGTCCCGCGGGGGCCACCGTGTCCACCGCCTC 
GCGGCCGCTGGCCTTGGGTCCCCGCTGCTGGTTCTCCTCCCTCCTCCTCGCATTCT 

20 CCTCCTCCTCTGCTCCTCCCGATCCCTCCTCCGCCGCCTGGTCCCTCCTCCTCCCG 
CCCTGCCTCCCGCGCCTCGGCCCGCGCGAGCTAGACGTCCGGGCAGCCCCCGGCG 
CAGCGCGGCCGCAGCAGCCTCCTCCCCCCGCACGGTGTGAGCGCCCGCCGCGCC 
GAGGCGGCCGGAGTCCCGAGCTAGCCCCGCGGCCGCCGCCGCCCAGACCGGACG 
ACAGGCCACCTCGTCGCGTCCGCCCGAGTCCCCGCCTCGCCGCCAACGCCACAAC 

25 CACCGCGCACGGCCCCCTGACTCCGTCCAGTATTGATCGGGAGAGCCGGAGCGA 
GCTCTTCGGGGAGCAGCGATGCGACCCTCCGGGACGGCCGGGGCAGCGCTCCTG 
GCGCTGCTGGCTGCGCTCTGCCCGGCGAGTCGGGCTCTGGAGGAAAAGAAAGGT 
AAGGGCGTGTCTCGCGGCTCCCCGCCGCCCCCGGATCGCGCCCCGGACCCCGCA 
GCCCGCCCAACCGCACCGCGCACCGGCTTCGCCCGCGCCCCCGCCCGTCCTTTCC 

30 TGTTTCCTTGAGATCACGTGCGCCGCCGACCGGGACCGCGGGAGGAACGGGACG 
TTTCGTTCTTCGGCCGGGAGAGTCTGGGGCGGGCGGAGGAGGAGACGCGTGGGA 
CACCGGGCTGCAGGCCAGGCGGGGAACGGCCGCCGGGACCTCCGGCGCCCCGAA 
CCGCTCCCAACTTTCTTCCCTCACTTTCCCCGCCCAGCTGCGCAGGATCGGCGTCA 
GTGGGCGAAAGCCGGGTGCTGGTGGGCGCCTGGGGCCGGGGTCCCGCACGGGCT 

35 CCCCGCGCTGTCTTCCCAGGGCGCGACGGGGTCCTGGCGCGCACCCGAGGGCCG 
CTGCCCACCCGCCGAGACTGCCTGTTTAGGGAAGCTGAGGAAGGAACCCAAAAA 
TACAGCCTCCGCTCGGACCCCGCGGGACAGGCGGCTTTCTGAGAGGACCTCCCCG 
CCTCCGCGCTCCGCGCAGGTCTCAAACTGAAGCCGGCGCCCGCCAGCCTGGCCCC 
GGCCCCTCTCCAGGTCCCCGCGATCCTCGTTCCCCAGTGTGGAGTCGCAGCCTCG 

40 ACCTGGGAGCTGGGAGAACTCGTCTACCACCACCTGCGGCTCCCGGGGAGGGGT 
GGTGCTGGCGGCGGTTAGTTTCCTCGTTGGCAAAAGGCAGGTGGGGTCCGACCC 
GCCCCTTGGGCGCAGACCCCGGCCGCTCGCCTCGCCCGGTGCGCCCTCGTCTTGC 
CTATCCAAGAGTGCCCCCCACTCCCGGGACCCCAGCTCCCTCCGCGCCCGCGCCG 
AAAGCCCCAGGCTCTCCTTCGATGGCCGCCTCGCGGAGACGTCCGGGTCTGCTCC 

45 ACCTGCAGCCCTTCGGTCGCGCCTGGGCTTCGCGGTGGAGCGGGACGCGGCTGTC 
CGGCCACTGCAGGGGGGGATCGCGGGACTCTTGAGCGGAAGCCCCGGAAGCAGA 
GCTCATCCTGGCCAACACCATGGTGTTTCAAAATGGGGCTCACAGCAAACTTCTC 
CTCAAAACCCGGAGACTTTCTTTCTTGGATGTCTCTTTTTGCTGTTTGAAGAATTT 
GAGCCAACCAAAATATTAAACCTGTCTTACACACACACACACACACACACACAC 
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ACACACACCGGATTGCTGTCCCTGGTTCAAGTGTGCCAAGTGTGCAGAAGAACAT 
GAGCGAGTCTGGCTTCGTGACTACCGACCATAAACCCACTTGACAGGGGAAACA 
TGCCTTGGAAGGTTTAATTGCACAATTCCAACCTTGACTGCGCGGGTTCCAAGAG 
CCAGGCCCGTACTTGCTGTTGATGTCATTGGCTTGGGGAGTTGGGGTTTGGTGCC 
5 CAGCGCGGTCGTTGGGGGAGGGGCGGAAGGCATAGAACAGTGGTTCCCTGCGCC 
CTTCTGCACATTGGAATTACCTGGGATTAAAAAAAAAAAATCAAAACAAAAACC 
AGTGTCTCGTCCCGCCCCCAGACATTCTGATTTAATTGGCATGGGGCAAGACCTG 
GACTTGGGATTTTTTTTAATGCTCTTCATGTGATCTGTTGGGCAGCCAGATTTGGG 
GATCACTAGACGGAAGAAGGATTGTTAAAGTCTCCGGAGATGTTACTTGCCAAT 

10 GCTAAGAGCTCTTTGAGACATCTGGAATTGTTACAATATTGCCAAATATAGGAAA 
GAGGGAAAAGGTAGAGTGTGATTCCAATAATAAAGGATTCCGCTTTTCATTGAA 
GGAACTGGTGGAAAGGTTTCTTCTCTGCTAGACCTGCAGGCCCGTCCTGCCTGCC 
TGGGGCGCCCGGGAGACGCGGGCCTGCTCCGGAGACTGCTGACTGCCGGTCCTG 
TTAGTCAGGTGTCAGCCCTGTCTCTGCCGAAGAGACTCTCTCTTTATTTTAAATTA 

15 AACCCTCAGAGCACCACCAAAGCATCACTTTTCTCCCTCCATTGGTGTTCTCATTC 
TTTGATGTTACTTGTTTGAACACCACTATTAGTAGTTGGAGATTTGTTCCTGAGAA 
AAATATAAATACCACTTAATTTGCCTGTTTGTCCCGCATTCACTCAAAACAGAAT 
GCTCCTGAAGACAAGAGAGAGAGTAGGAGAACAGACGCTATTCCATTACAGTAA 
CATAAAAGACTGGATTTTCAGGGGCAAATTATTAAAATAGGAGATGAGCTCTTTT 

20 AACAGAAATTTGTTTAAGGCCTGTGTCTATCAAATTCAGTGGATTTTATTCAAGA 
TGCACTTTGTTTAGTGGGAGTTTTGTTTGGTTCTGGGACATGCTAACTTCTAGACT 
TGCTGCTCTTAGAGGTAATGACTGCCAGACACCATTTCATGAGTCCTAATCCCCA 
CATTAAGCATAAGAGGTGCACACTCTCCTCCTATGGGGGAAACTGAGGTACGAA 
GAACTAAAGTGACTTTCCCACAGCTGGTGGGAGGCAGACGGGAAATTCACACCA 

25 GGGGCTTCCAACTCCAGATCCCTCTCTCAACTTCCAAACTCCACTGCCTTGTCCGA 
GTTCTGGTTTCAGGAGATCCAAATCAGGTGTGTGCAAATGTCTAATGTCAGAGCT 
GGCAAGGGGAAAGGGCCCAGGGAGCCGGCTCATGACGATGAGCCTGTCTGAAGC 
TT 

30 SEQIDNO:135 

>gi|2162425|gb|AA448755.1|AA448755 zxl0dl0.rl Soares_total_fetus_Nb2HF8_9w Homo 
sapiens cDNA clone IMAGE:786067 5' similar to gb:S78187 M-PHASE INDUCER 
PHOSPHATASE 2 (HUMAN);, mRNA sequence 

CAGTCTGTTGAGTTAGTTAAGTTGGGTTAATACCAGCTTAAAGGCAGTATTTTGT 
35 GTCCTCCAGGAGCTTCTTGTTTCCTTGTTAGGGTTAACCCTTCATCTTCCTGTGTC 
CTGAAACGCTCCTTTGTGTGTGTGTCAGCTGAGGCTGGGGGAGAGCCGTGGTCCC 
TGAGGATGGGTCAGAGCTAAACTCCTTCCTGGCCTGAGAGTCAGCTCTCTGCCCT 
GTGTACTTCCCGGGCCAGGGCTGCCCCTAATCTCTGTAGGAACCGTGGTATGTCT 
GCCATGTTGCCCCTTTCTCTTTTCCCCTTTCCTGTCCCACCATACGAGCACCTCCA 
40 GCCTGAACAGAAGCTCTTACTCTTTCCTATTTCAGTGTTACCTGTGTGCTTGGTCT 
GTTTGACTTTACGC 

SEQ ID NO: 136 

>gi|189389|gb|M97016.1|HUMOP2AHomo sapiens osteogeaiic protein-2 (OP-2) mRNA, 
45 complete cds 

CCACAGTGGCGCCGGCAGAGCAGGAGTGGCTGGAGGAGCTGTGGTTGGAGCAGG 
AGGTGGCACGGCAGGGCTGGAGGGCTCCCTATGAGTGGCGGAGACGGCCCAGGA 
GGCGCTGGAGCAACAGCTCCCACACCGCACCAAGCGGTGGCTGCAGGAGCTCGC 
CCATCGCCCCTGCGCTGCTCGGACCGCGGCCACAGCCGGACTGGCGGGTACGGC 
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GGCGACAGACGGATTGGCCGAGAGTCCCAGTCCGCAGAGTAGCCCCGGCCTCGA 
GGCGGTGGCGTCCCGGTCCTCTCCGTCCAGGAGCCAGGACAGGTGTCGCGCGGC 
GGGGCTCCAGGGACCGCGCCTGAGGCCGGCTGCCCGCCCGTCCCGCCCCGCCCC 
GCCGCCCGCCGCCCGCCGAGCCCAGCCTCCTTGCCGTCGGGGCGTCCCCAGGCCC 
5 TGGGTCGGCCGCGGAGCCGATGCGCGCCCGCTGAGCGCCCCAGCTGAGCGCCCC 
CGGCCTGCCATGACCGCGCTCCCCGGCCCGCTCTGGCTCCTGGGCCTGGCGCTAT 
GCGCGCTGGGCGGGGGCGGCCCCGGCCTGCGACCCCCGCCCGGCTGTCCCCAGC 
GACGTCTGGGCGCGCGCGAGCGCCGGGACGTGCAGCGCGAGATCCTGGCGGTGC 
TCGGGCTGCCTGGGCGGCCCCGGCCCCGCGCGCCACCCGCCGCCTCCCGGCTGCC 

10 CGCGTCCGCGCCGCTCTTCATGCTGGACCTGTACCACGCCATGGCCGGCGACGAC 
GACGAGGACGGCGCGCCCGCGGAGCGGCGCCTGGGCCGCGCCGACCTGGTCATG 
AGCTTCGTTAACATGGTGGAGCGAGACCGTGCCCTGGGCCACCAGGAGCCCCAT 
TGGAAGGAGTTCCGCTTTGACCTGACCCAGATCCCGGCTGGGGAGGCGGTCACA 
GCTGCGGAGTTCCGGATTTACAAGGTGCCCAGCATCCACCTGCTCAACAGGACCC 

15 TCCACGTCAGCATGTTCCAGGTGGTCCAGGAGCAGTCCAACAGGGAGTCTGACTT 
GTTCTTTTTGGATCTTCAGACGCTCCGAGCTGGAGACGAGGGCTGGCTGGTGCTG 
GATGTCACAGCAGCCAGTGACTGCTGGTTGCTGAAGCGTCACAAGGACCTGGGA 
CTCCGCCTCTATGTGGAGACTGAGGACGGGCACAGCGTGGATCCTGGCCTGGCC 
GGCCTGCTGGGTCAACGGGCCCCACGCTCCCAACAGCCTTTCGTGGTCACTTTCT 

20 TCAGGGCCAGTCCGAGTCCCATCCGCACCCCTCGGGCAGTGAGGCCACTGAGGA 
GGAGGCAGCCGAAGAAAAGCAACGAGCTGCCGCAGGCCAACCGACTCCCAGGG 
ATCTTTGATGACGTCCACGGCTCCCACGGCCGGCAGGTCTGCCGTCGGCACGAGC 
TCTACGTCAGCTTCCAGGACCTCGGCTGGCTGGACTGGGTCATCGCTCCCCAAGG 
CTACTCGGCCTATTACTGTGAGGGGGAGTGCTCCTTCCCACTGGACTCCTGCATG 

25 AATGCCACCAACCACGCCATCCTGCAGTCCCTGGTGCACCTGATGAAGCCAAAC 
GCAGTCCCCAAGGCGTGCTGTGCACCCACCAAGCTGAGCGCCACCTCTGTGCTCT 
ACTATGACAGCAGCAACAACGTCATCCTGCGCAAGCACCGCAACATGGTGGTCA 
AGGCCTGCGGCTGCCACTGAGTCAGCCCGCCCAGCCCTACTGCAGCCACCCTTCT 
CATCTGGATCGGGCCCTGCAGAGGCAGAAAACCCTTAAATGCTGTCACAGCTCA 

30 AGCAGGAGTGTCAGGGGCCCTCACTCTCTGTGCCTACTTCCTGTCAGG 

SEQIDNO: 137 

>gi|181979|gblM29366.1|HUMEGFRBB3 Human epidennal growth fector receptor 
(ERBB3) mRNA, complete cds 

35 ACCAATTCGCCAGCGGTTCAGGTGGCTCTTGCCTCGATGTCCTAGCCTAGGGGCC 
CCCGGGCCGGACTTGGCTGGGCTCCCTTCACCCTCTGCGGAGTCATGAGGGCGAA 
CGACGCTCTGCAGGTGCTGGGCTTGCTTTTCAGCCTGGCCCGGGGCTCCGAGGTG 
GGCAACTCTCAGGCAGTGTGTCCTGGGACTCTGAATGGCCTGAGTGTGACCGGCG 
ATGCTGAGAACCAATACCAGACACTGTACAAGCTCTACGAGAGGTGTGAGGTGG 

40 TGATGGGGAACCTTGAGATTGTGCTCACGGGACACAATGCCGACCTCTCCTTCCT 
GCAGTGGATTCGAGAAGTGACAGGCTATGTCCTCGTGGCCATGAATGAATTCTCT 
ACTCTACCATTGCCCAACCTCCGCGTGGTGCGAGGGACCCAGGTCTACGATGGGA 
AGTTTGCCATCTTCGTCATGTTGAACTATAACACCAACTCCAGCCACGCTCTGCG 
CCAGCTCCGCTTGACTCAGCTCACCGAGATTCTGTCAGGGGGTGTTTATATTGAG 

45 AAGAACGATAAGCTTTGTCACATGGACACAATTGACTGGAGGGACATCGTGAGG 
GACCGAGATGCTGAGATAGTGGTGAAGGACAATGGCAGAAGCTGTCCCCCCTGT 
CATGAGGTTTGCAAGGGGCGATGCTGGGGTCCTGGATCAGAAGACTGCCAGACA 
TTGACCAAGACCATCTGTGCTCCTCAGTGTAATGGTCACTGCTTTGGGCCCAACC 
CCAACCAGTGCTGCCATGATGAGTGTGCCGGGGGCTGCTCAGGCCCTCAGGACA 
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CAGACTGCTTTGCCTGCCGGCACTTCAATGACAGTGGAGCCTGTGTACCTCGCTG 
TCCACAGCCTCTTGTCTACAACAAGCTAACTTTCCAGCTGGAACCCAATCCCCAC 
ACCAAGTATCAGTATGGAGGAGTTTGTGTAGCCAGCTGTCCCCATAACTTTGTGG 
TGGATCAAACATCCTGTGTCAGGGCCTGTCCTCCTGACAAGATGGAAGTAGATAA 
5 AAATGGGCTCAAGATGTGTGAGCCTTGTGGGGGACTATGTCCCAAAGCCTGTGA 
GGGAACAGGCTCTGGGAGCCGCTTCCAGACTGTGGACTCGAGCAACATTGATGG 
ATTTGTGAACTGCACCAAGATCCTGGGCAACCTGGACTTTCTGATCACCGGCCTC 
AATGGAGACCCCTGGCACAAGATCCCTGCCCTGGACCCAGAGAAGCTCAATGTC 
TTCCGGACAGTACGGGAGATCACAGGTTACCTGAACATCCAGTCCTGGCCGCCCC 

10 ACATGCACAACTTCAGTGTTTTTTCCAATTTGACAACCATTGGAGGCAGAAGCCT 
CTACAACCGGGGCTTCTCATTGTTGATCATGAAGAACTTGAATGTCACATCTCTG 
GGCTTCCGATCCCTGAAGGAAATTAGTGCTGGGCGTATCTATATAAGTGCCAATA 
GGCAGCTCTGCTACCACCACTCTTTGAACTGGACCAAGGTGCTTCGGGGGCCTAC 
GGAAGAGCGACTAGACATCAAGCATAATCGGCCGCGCAGAGACTGCGTGGCAGA 

1 5 GGGCAAAGTGTGTGACCC ACTGTGCTCCTCTGGGGGATGCTGGGGCCCAGGCCCT 
GGTCAGTGCTTGTCCTGTCGAAATTATAGCCGAGGAGGTGTCTGTGTGACCCACT 
GCAACTTTCTGAATGGGGAGCCTCGAGAATTTGCCCATGAGGCCGAATGCTTCTC 
CTGCCACCCGGAATGCCAACCCATGGAGGGCACTGCCACATGCAATGGCTCGGG 
CTCTGATACTTGTGCTCAATGTGCCCATTTTCGAGATGGGCCCCACTGTGTGAGC 

20 AGCTGCCCCCATGGAGTCCTAGGTGCCAAGGGCCCAATCTACAAGTACCCAGAT 
GTTCAGAATGAATGTCGGCCCTGCCATGAGAACTGCACCCAGGGGTGTAAAGGA 
CCAGAGCTTCAAGACTGTTTAGGACAAACACTGGTGCTGATCGGCAAAACCCAT 
CTGACAATGGCTTTGACAGTGATAGCAGGATTGGTAGTGATTTTCATGATGCTGG 
GCGGCACTTTTCTCTACTGGCGTGGGCGCCGGATTCAGAATAAAAGGGCTATGAG 

25 GCGATACTTGGAACGGGGTGAGAGCATAGAGCCTCTGGACCCCAGTGAGAAGGC 
TAACAAAGTCTTGGCCAGAATCTTCAAAGAGACAGAGCTAAGGAAGCTTAAAGT 
GCTTGGCTCGGGTGTCTTTGGAACTGTGCACAAAGGAGTGTGGATCCCTGAGGGT 
GAATCAATCAAGATTCCAGTCTGCATTAAAGTCATTGAGGACAAGAGTGGACGG 
CAGAGTTTTCAAGCTGTGACAGATCATATGCTGGCCATTGGCAGCCTGGACCATG 

30 CCCACATTGTAAGGCTGCTGGGACTATGCCCAGGGTCATCTCTGCAGCTTGTCAC 
TCAATATTTGCCTCTGGGTTCTCTGCTGGATCATGTGAGACAACACCGGGGGGCA 
CTGGGGCCACAGCTGCTGCTCAACTGGGGAGTACAAATTGCCAAGGGAATGTAC 
TACCTTGAGGAACATGGTATGGTGCATAGAAACCTGGCTGCCCGAAACGTGCTA 
CTCAAGTCACCCAGTCAGGTTCAGGTGGCAGATTTTGGTGTGGCTGACCTGCTGC 

35 CTCCTGATGATAAGCAGCTGCTATACAGTGAGGCCAAGACTCCAATTAAGTGGAT 
GGCCCTTGAGAGTATCCACTTTGGGAAATACACACACCAGAGTGATGTCTGGAG 
CTATGGTGTGACAGTTTGGGAGTTGATGACCTTCGGGGCAGAGCCCTATGCAGGG 
CTACGATTGGCTGAAGTACCAGACCTGCTAGAGAAGGGGGAGCGGTTGGCACAG 
CCCCAGATCTGCACAATTGATGTCTACATGGTGATGGTCAAGTGTTGGATGATTG 

40 ATGAGAACATTCGCCCAACCTTTAAAGAACTAGCCAATGAGTTCACCAGGATGG 
CCCGAGACCCACCACGGTATCTGGTCATAAAGAGAGAGAGTGGGCCTGGAATAG 
CCCCTGGGCCAGAGCCCCATGGTCTGACAAACAAGAAGCTAGAGGAAGTAGAGC 
TGGAGCCAGAACTAGACCTAGACCTAGACTTGGAAGCAGAGGAGGACAACCTGG 
CAACCACCACACTGGGCTCCGCCCTCAGCCTACCAGTTGGAACACTTAATCGGCC 

45 ACGTGGGAGCCAGAGCCTTTTAAGTCCATCATCTGGATACATGCCCATGAACCAG 
GGTAATCTTGGGGAGTCTTGCCAGGAGTCTGCAGTTTCTGGGAGCAGTGAACGGT 
GCCCCCGTCCAGTCTCTCTACACCCAATGCCACGGGGATGCCTGGCATCAGAGTC 
ATCAGAGGGGCATGTAACAGGCTCTGAGGCTGAGCTCCAGGAGAAAGTGTCAAT 
GTGTAGAAGCCGGAGCAGGAGCCGGAGCCCACGGCCACGCGGAGATAGCGCCT 
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ACCATTCCCAGCGCCACAGTCTGCTGACTCCTGTTACCCCACTCTCCCCACCCGG 
GTTAGAGGAAGAGGATGTCAACGGTTATGTCATGCCAGATACACACCTCAAAGG 
TACTCCCTCCTCCCGGGAAGGCACCCTTTCTTCAGTGGGTCTTAGTTCTGTCCTGG 
GTACTGAAGAAGAAGATGAAGATGAGGAGTATGAATACATGAACCGGAGGAGA 
5 AGGCACAGTCCACCTCATCCCCCTAGGCCAAGTTCCCTTGAGGAGCTGGGTTATG 
AGTACATGGATGTGGGGTCAGACCTCAGTGCCTCTCTGGGCAGCACACAGAGTT 
GCCCACTCCACCCTGTACCCATCATGCCCACTGCAGGCACAACTCCAGATGAAGA 
CTATGAATATATGAATCGGCAACGAGATGGAGGTGGTCCTGGGGGTGATTATGC 
AGCCATGGGGGCCTGCCCAGCATCTGAGCAAGGGtATGAAGAGATGAGAGCTTT 

10 TCAGGGGCCTGGACATCAGGCCCCCCATGTCCATTATGCCCGCCTAAAAACTCTA 
CGTAGCTTAGAGGCTACAGACTCTGCCTTTGATAACCCTGATTACTGGCATAGCA 
GGCTTTTCCCCAAGGCTAATGCCCAGAGAACGTAACTCCTGCTCCCTGTGGCACT 
CAGGGAGCATTTAATGGCAGCTAGTGCCTTTAGAGGGTACCGTCTTCTCCCTATT 
CCCTCTCTCTCCCAGGTCCCAGCCCCTTTTCCCCAGTCCCAGACAATTCCATTCAA 

15 TCTTTGGAGGCTTTTAAACATTTTGACACAAAATTCTTATGGTATGTAGCCAGCTG 
TGCACTTTCTTCTCTTTCeCAACCCCAGGAAAGGTTTTCCTTATTTTGTGTGCTTTC 
CCAGTCCCATTCCTCAGCTTCTTCACAGGCACTCCTGGAGATATGAAGGATTACT 
CTCCATATCCCTTCCTCTCAGGCTCTTGACTACTTGGAACTAGGCTCTTATGTGTG 
CCTTTGTTTCCCATCAGACTGTCAAGAAGAGGAAAGGGAGGAAACCTAGCAGAG 

20 GAAAGTGTAATTTTGGTTTATGACTCTTAACCCCCTAGAAAGACAGAAGCTTAAA 
ATCTGTGAAGAAAGAGGTTAGGAGTAGATATTGATTACTATCATAATTCAGCACT 
TAACTATGAGCCAGGCATCATACTAAACTTCACCTACATTATCTCACTTAGTCCTT 
TATCATCCTTAAAACAATTCTGTGACATACATATTATCTCATTTTACACAAAGGG 
AAGTCGGGCATGGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCA 

25 GAAGGATTACCTGAGGCAAGGAGTTTGAGACCAGCTTAGCCAACATAGTAAGAC 
CCCCATCTCTTT 

SEQ ID NO: 138 

>gi|l 123184|gb|H98534.1|H98534 yv97d06.sl Scares melanocyte 21SIbHM Homo sapiens 

30 cDNA clone IMAGE:250667 3', mRNA sequence 

ATCTAACATTATTGCTTTAGGAAAGTATTTCCCTGAACCAAGAATACAATGCTAA 
TTGCATAAAAACATACACATATAAAAAGTAGTTCTCCATTTTCCCAGGAAAAAAT 
CCAAGTATAACTTCTAGAATAGTCAAGTTTCTTATTTTTATTATAATTAAAGTCTT 
GGTCATTTCATTTATTAGCTCTGCAACTTACATATTTAAATTAAAGAAACGTTATT 

35 AGACAACNGTTACAATTTATAAATGTAAGGTGCCATTATTGAGTAAATATATTCC 
TCCAAGAGTGGATGTGNCCCTTCTCCCANCAACTAATGAAGCAGCAACATTAGGT 
TAAATTTATTAGGAGATGATACACTGGCTGNAAACGCTAATTCNCCTTCTCCAAC 
CCCAAG 

40 SEQ ID NO: 139 

>gi|1813881|dbj|D49728.1|HUMNAKl Human NAKl mRNA for DNA binding protein, 
complete cds 

CGAACTTGGGGGGAGTGCACAGAAGAACTTCGGGAGCGCACGCGGGACCAGGG 
ACCAGGCTGAGACTCGGGGCGCCAGTCCGGGCAGGGGCAGCGGGAGCCGGCCG 
45 GAGATGCCCTGTATCCAAGCCCAATATGGGACACCAGCACCGAGTCCGGGACCC 
CGTGACCACCTGGCAAGCGACCCCCTGACCCCTGAGTTCATCAAGCCCACCATGG 
ACCTGGCCAGCCCCGAGGCAGCCCCCGCTGCCCCCACTGCCCTGCCCAGCTTCAG 
CACCTTCATGGACGGCTACACAGGAGAGTTTGACACCTTCCTCTACCAGCTGCCA 
GGAACAGTCCAGCCATGCTCCTCAGCCTCCTCCTCGGCCTCCTCCACATCCTCGTC 
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CTCAGCCACCTCCCCTGCCTCTGCTTCCTTCAAGTTCGAGGACTTCCAGGTGTACG 
GCTGCTACCCCGGCCCCCTGAGCGGCCCAGTGGATGAGGCCCTGTCCTCCAGTGG 
CTCTGACTACTATGGCAGCCCCTGCTCGGCCCCGTCGCCCTCCACGCCCAGCTTC 
CAGCCGCCCCAGCTCTCTCCCTGGGATGGCTCCTTCGGCCACTTCTCGCCCAGCC 
5 AGACTTACGAAGGCCTGCGGGCATGGACAGAGCAGCTGCCCAAAGCCTCTGGGC 
CCCCACAGCCTCCAGCCTTCTTTTCCTTCAGTCCTCCCACCGGCCCCAGCCCCAGC 
CTGGCCCAGAGCCCCCTGAAGTTGTTCCCCTCACAGGCCACCCACCAGCTGGGGG 
AGGGAGAGAGCTATTCCATGCCTACGGCCTTCCCAGGTTTGGCACCCACTTCTCC 
ACACCTTGAGGGCTCGGGGATACTGGATACACCCGTGACCTCAACCAAGGCCCG 

10 GAGCGGGGCCCCAGGTGGAAGTGAAGGCCGCTGTGCTGTGTGTGGGGACAACGC 
TTCATGCCAGCATTATGGTGTCCGCACATGTGAGGGCTGCAAGGGCTTCTTCAAG 
CGCACAGTGCAGAAAAACGCCAAGTACATCTGCCTGGCTAACAAGGACTGCCCT 
GTGGACAAGAGGCGGCGAAACCGCTGCCAGTTCTGCCGCTTCCAGAAGTGCCTG 
GCGGTGGGCATGGTGAAGGAAGTTGTCCGAACAGACAGCCTGAAGGGGCGGCG 

1 5 GGGCCGGCTACCTTC AAAACCCAAGCAGCCCCCAGATGCCTCCCCTGCCAATCTC 
CTCACTTCCCTGGTCCGTGCACACCTGGACTCAGGGCCCAGCACTGCCAAACTGG 
ACTACTCCAAGTTCCAGGAGCTGGTGCTGCCCCACTTTGGGAAGGAAGATGCTGG 
GGATGTACAGCAGTTCTACGACCTGCTCTCCGGTTCTCTGGAGGTCATCCGCAAG 
TGGGCGGAGAAGATCCCTGGCTTTGCTGAGCTGTCACCGGCTGACCAGGACCTGT 

20 TGCTGGAGTCGGCCTTCCTGGAGCTCTTCATCCTCCGCCTGGCGTACAGGTCTAA 
GCCAGGCGAGGGCAAGCTCATCTTCTGCTCAGGCCTGGTGCTACACCGGCTGCAG 
TGTGCCCGTGGCTTCGGGGACTGGATTGACAGTATCCTGGCCTTCTCAAGGTCCC 
TGCACAGCTTGCTTGTCGATGTCCCTGCCTTCGCCTGCCTCTCTGCCCTTGTCCTC 
ATCACCGACCGGCATGGGCTGCAGGAGCCGCGGCGGGTGGAGGAGCTGCAGAAC 

25 CGCATCGCCAGCTGCCTGAAGGAGCACGTGGCAGCTGTGGCGGGCGAGCCCCAG 
CCAGCCAGCTGCCTGTCACGTCTGTTGGGCAAACTGCCCGAGCTGCGGACCCTGT 
GCACCCAGGGCCTGCAGCGCATCTTCTACCTCAAGCTGGAGGACTTGGTGCCCCC 
TCCACCCATCATTGACAAGATCTTCATGGACACGCTGCCCTTCTGACCCCTGCCT 
GCCTGGGAACACGTGTGCACATGCGCACTCTCTCATATGCCACCCCATGTGCCTT 

30 TAGTCCACGGACCCCAGAGCACCCCCAAGCCTGGGCTTAGCTGCAGAACAGAGG 
GACCTGCTCACCTGCCCAAAGGGGATGAAGGGAGGGAGGCTCAAGGCCCTTGGG 
GGAGGGGGATGCCTTCATGGGGGTGACCCACGATGTGTTCTTATCCCCCCCGCCT 
GGCCACCGGCCTTTATGTTTTTTGTAAGATAAACCGTTTTTAACACATAGCGCCGT 
GCTGTAAATAAGCCCAGTACTGCTGTAAATACAGGAAGAAAGAGCTTGAGGTGG 

35 GAGCGGGCTGGGAGGAAGGGATGGGCCCCGGCCTTCCTGGGCAGCCTTTCCAGC 
CTCCTGCTGGGCTCTCTCTTCCTACCCTCCTTCCACATGTACATGTACATAAACTG 
TCACTCTAGGAAGAAGACAAATGACAGATTCTGACCATTTATATTTGTGTATTTT 
CCAGGATTTATAGTATGTGACTTTTCTGATTAATATATTTAATATATTGAATAAAA 
AATAGACATGTAGTTGG 

40 

SEQ ID NO: 140 

>gi|178049|gbjM93415.1|HUMACTIIA Human activin type II receptor mKNA, complete cds 
GGGGCCGCCCCTTCCCCGCGCCGCAGCCGCCTCGCCGCCACCGCCGCGAGCTCGG 
CCGCCAGTGGTCCTCGGACTTTAGGTGTCTGGGTTGAAGGAGGTTTGTCTCCGAG 
45 GAAGACCCAGGGAACTGGATATCTAGCGAGAACTTCCTCCGGATTCCCCGGCGC 
CTCGGGAAAATGGGAGCTGCTGCAAAGTTGGCGTTTGCCGTCTTTCTTATCTCCT 
GTTCTTCAGGTGCTATACTTGGTAGATCAGAAACTCAGGAGTGTCTTTTCTTTAAT 
GCTAATTGGGAAAAAGACAGAACCAATCAAACTGGTGTTGAACCGTGTTATGGT 
GACAAAGATAAACGGCGGCATTGTTTTGCTACCTGGAAGAATATTTCTGGTTCCA 
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TTGAAATAGTGAAACAAGGTTGTTGGCTGGATGATATCAACTGCTATGACAGGA 
CTGATTGTGTAGAAAAAAAAGACAGCCCTGAAGTATATTTTTGTTGCTGTGAGGG 
CAATATGTGTAATGAAAAGTTTTCTTATTTTCCGGAGATGGAAGTCACACAGCCC 
ACTTCAAATCCAGTTACACCTAAGCCACCCTATTACAACATCCTGCTCTATTCCTT 
5 ' GGTGCCACTTATGTTAATTGCGGGGATTGTCATTTGTGCATTTTGGGTGTACAGG 
CATCACAAGATGGCCTACCCTCCTGTACTTGTTCCAACTCAAGACCCAGGACCAC 
CCCCACCTTCTCCATTACTAGGTTTGAAACCACTGCAGTTATTAGAAGTGAAAGC 
AAGGGGAAGATTTGGTTGTGTCTGGAAAGCCCAGTTGCTTAACGAATATGTGGCT 
GTCAAAATATTTCCAATACAGGACAAACAGTCATGGCAAAATGAATACGAAGTC 

10 TACAGTTTGCCTGGAATGAAGCATGAGAACATATTACAGTTCATTGGTGCAGAAA 
AACGAGGCACCAGTGTTGATGTGGATCTTTGGCTGATCACAGCATTTCATGAAAA 
GGGTTCACTATCAGACTTTCTTAAGGCTAATGTGGTCTCTTGGAATGAACTGTGT 
CATATTGCAGAAACCATGGCTAGAGGATTGGCATATTTACATGAGGATATACCTG 
GCCTAAAAGATGGCCACAAACCTGCCATATCTCACAGGGACATCAAAAGTAAAA 

1 5 ATGTGCTGTTGAAAAACAACCTGAC AGCTTGCATTGCTGACTTTGGGTTGGCCTT 
AAAATTTGAGGCTGGCAAGTCTGCAGGCGATACCCATGGACAGGTTGGTACCCG 
GAGGTACATGGCTCCAGAGGTATTAGAGGGTGCTATAAACTTCCAAAGGGATGC 
ATTTTTGAGGATAGATATGTATGCCATGGGATTAGTCCTATGGGAACTGGCTTCT 
CGCTGTACTGCTGCAGATGGACCTGTAGATGAATACATGTTGCCATTTGAGGAGG 

20 AAATTGGCCAGCATCCATCTCTTGAAGACATGCAGGAAGTTGTTGTGCATAAAAA 
AAAGAGGCCTGTTTTAAGAGATTATTGGCAGAAACATGCTGGAATGGCAATGCT 
CTGTGAAACCATTGAAGAATGTTGGGATCACGACGCAGAAGCCAGGTTATCAGC 
TGGATGTGTAGGTGAAAGAATTACCCAGATGCAGAGACTAACAAATATTATTAC 
CACAGAGGACATTGTAACAGTGGTCACAATGGTGACAAATGTTGACTTTCCTCCC 

25 AAAGAATCTAGTCTATGATGGTTGCGCCATCTGTGCACACTAAGAAATGGGACTC 
TGAACTGGAGCTGCTAAGCTAAAGAAACTGCTTACAGTTTATTTTCTGTGTAAAA 
TGAGTAGGATGTCTCTTGGAAATGTTAAGAAAGAAGACCCTTTGTTGAAAAATGT 
TGCTCTGGGAGACTTACTGCATTGCCGACAGCACAGATGTGAAGGACATGAGAC 
TAAGAGAAACCTTGCAAACTCTATAAAGAAACTTTTGAAAAAGTGTACATGAAG 

30 AATGTAGCCCTCTCCAAATCAAGGATCTTTTGGACCTGGCTAATGGAGTGTTTGA 
AAACTGACATCAGATTTCTTAATGTCTGTCAGAAGACACTAATTCCTTAAATGAA 
CTACTGCTATTTTTTTTAAATCAAAAACTTTTCATTTCAGATTTTAAAAAGGGTAA 
CTTGTTTTTATTGCATTTGCTGTTGTTTCTATAAATGACTATTGTAATGCCAATAT 
GACACAGCTTGTGAATGTTTAGTGTGCTGCTGTTCTGTGTACATAAAGTCATCAA 

35 AGTGGGGTACAGTAAAGAGGCTTCCAAGCATTACTTTAACCTCCCTCAACAAGGT 
ATACCTCAGTTCCACGGTTGCTAAATTATAAAATTGAAAACACTAACAAAATTTG 
AATAATAAATCGATCCATGTTTCCC 

SEQ ID NO: 141 

40 >gi|21 62949|gb| AA448929. 1 1 AA448929 zx05d04.rl Soares_total_fetus_Nb2HF8_9w Homo 
sapiens cDNA clone IMAGE:785575 5' similar to gb:U05875 INTERFERON-GAMMA 
RECEPTOR BETA CHAIN PRECURSOR (HUMAN);, mRNA sequence 
AACATATCTTGCTACGAAACAATGGCAGATGCTCCACTGAGCTTCAGCAAGTCAT 
CCTGATCTCCGTGGGAACATTTTCGTTGCTGTCGGTGCTGGCAGGAGCCTGTTTCT 

45 TCCTGGTCCTGAAATATAGAGGCCTGATTAAATACTGGTTTCACACTCCACCAAG 
CATCCCATTACAGATAGAAGAGTATTTAAAAGACCCAACTCAGCCCATCTTAGAG 
GCCTTGGACAAGGACAGCTCACCAAAGGATGACGTCTGGGACTCTGTGTCCAT 
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SEQIDNO: 142 

>gi|2216790|gb|AA486626.1|AA486626 abl6a03.rl Stratageae lung (#937210) Homo 
sapiens cDNA clone IMAGE: 840940 5' similar to gb:Y00345_cdsl POLYADENYLATE- 
BINDESTG PROTEIN (HUMAN);, mRNA sequence 
5 GCCGCTCCTTGGGCTACGCGTATGTGAACTTCCAGCAGCCGGCGGATCCGGACGT 
GCATTTGGACACCATGAATTTTGATGTTATAAAGGGCAAGCCAGTACGCATCATG 
TGGTCTCAGCGTGATCCATCACTTCGCAAAAGTGGAGTAGGCAACATATTCATTA 
AAAATCTGGACAAATCCATTGATAATAAAGCACTGTATGATACATTTTCTGCTTT 
TGGTAACATCCTTTCATGTAAGGTGGTTTGTGATGAAAATGGTTCCAAGGGCTAT 
10 GGATTTGTACACTTTGAGACGCAGGAAGCAGCTGAAAGAGCTATTGAAAAAATG 
AATGGAATGCTCCTAAATGATCGCAAAGTATTTGTTGGACGATTTAAGTCTCGTA 
AAGAACGAGAAGCTGAACTTGGAGCTAGGGCAAAAGAATTCCACAATGTTTACA 
TC 

15 SEQIDNO: 143 

>gill89713|gb|M21571.1|HUMPDGFAl Human platelet-derived growth factor (PDGFA) A 
chain gene, exon 1 

GAGGGAGGGGCGCGGAGCCCCGGCGCGGAGCCGGGCGCGGGGCTTTGATGGATT 
TAGCTGCTTGCGCGAGCGCGTGTGTGCTCCCTGCCGCAGCGGCGGCGCCCGGGCC 

20 CTGCCGGGTCCGCACGAACCCCGAGCGCTTCCGAGGTGCGGGTCCCAGGCCCGG 
AATCCGGGGGAGGCGGGGGGGGGGGGGCGGGGGCGGGGGCGGGGGAGGGGCG 
CGGCGGCGGCGCTATAACCCTCTCCCCGCCGCCGGCCGGCTCCACACGCGCGCCC 
TGCGGAGCCCGCCCAACTCCGGCGAGCCGGGCCTGCGCCTACTCCTCCTCCTCCT 
CTCCCGGCGGCGGCTGCGGCGGAGGCGCCGACTCGGCCTTGCGCCCGCCCTCAG 

25 GCCCGCGCGGGCGGCGCAGCGAGGCCCCGGGCGGCGGGTGGTGGCTGCCAGGCG 
GCTCGGCCGCGGGCGCTGCCCGGCCCCGGCGAGCGGAGGGCGGAGCGCGGCGCC 
GGAGCCGAGGGCGCGCCGCGGAGGGGGTGCTGGGCCGCGCTGTGCCCGGCCGGG 
CGGCGGCTGCAAGAGGAGGCCGGAGGCGAGCGCGGGGCCGGCGGTGGGCGCGC 
AGGGCGGCTCGCAGCTCGCAGCCGGGGCCGGGCCAGGCGTTCAGGCAGGTGATC 

30 GGTGTGGCGGCGGCGGCGGCGGCGGCCCCAGACTCCCTCCGGAGTTCTTCTTGGG 
GCTGATGTCCGCAAATATGCAGAATTACCGGCCGGGTCGCTCCTGAAGCCAGCG 
CGGGGAGCGAGCGCGGCGGCGGCCAGCACCGGGAAeGCACCGAGGAAGAAGCC 
CAGCCCCCGCCCTCCGCCCCTTCCGTCCCCACCCCCTACCCGGCGGCCCAGGAGG 
CTCCCCGCGCTGCGGGCGCGCACTCCCTGTTTCTCCTCCTCCTGGCTGGCGCTGCC 

35 TGCCTCTCCGCACTCACTGCTCGCGCCGGGCGCGCTCCGCCAGCTCCGTGCTCCC 
CGCGCCACCCTCCTCCGGGCCGCGCTCCCTAAGGGATGGTACTGAATTTCGCCGC 
CACAGGAGACCGGCTGGAGCGCCCGCCCCGCGGCCTCGCCTCTCCTCCGAGCAG 
CCAGCGCCTCGGGACGCGATGAGGACCTTGGCTTGCCTGCTGCTCCTCGGCTGCG 
GATACCTCGCCCATGTTCTGGCCGAGGTTGGTGCCGCCCCCGCGCCCCGTCCCTG 

40 CGCCGGCTCCTCCG 

SEQ ID NO: 144 

>gi|2217690|gb|AA487526.1|AA487526 ab20e09.sl Stratagene lung (#937210) Homo 
sapiens cDNA clone IMAGE:841384 3', mRNA sequence 
45 TTGTGGAAAACTCAACCTTTATTATTACCTGCCTAGTGCAGGGGATTAAAATTGC 
CTCAAGCTAGGTCCATATATTAGTG 
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SEQEDNO: 145 

>gi|21991 1 |dbj|D12614. 1 |HUMLTNFB Human vdKNA for lymphotoxin (TNF-beta), 
complete cds 

GCCCCATCTCCTTGGGCTGCCCGTGCTTCGTGCTTTGGACTACCGCCCAGCAGTGT 
5 CCTGCCCTCTGCCTGGGCCTCGGTCCCTCCTGCACCTGCTGCCTGGATCCCCGGCC 
TGCCTGGGCCTGGGCCTTGGTTCTCCCCATGACACCACCTGAACGTCTCTTCCTCC 
CAAGGGTGTGTGGCACCACCCTACACCTCCTCCTTCTGGGGCTGCTGCTGGTTCT 
GCTGCCTGGGGCCCAGGGGCTCCCTGGTGTTGGCCTCACACCTTCAGCTGCCCAG 
ACTGCCCGTCAGCACCCCAAGATGCATCTTGCCCACAGCACCCTCAAACCTGCTG 

10 CTCACCTCATTGGAGACCCCAGCAAGCAGAACTCACTGCTCTGGAGAGCAAACA 
CGGACCGTGCCTTCCTCCAGGATGGTTTCTCCTTGAGCAACAATTCTCTCCTGGTC 
CCCACCAGTGGCATCTACTTCGTCTACTCCCAGGTGGTCTTCTCTGGGAAAGCCT 
ACTCTCCCAAGGCCACCTCCTCCCCACTCTACCTGGCCCATGAGGTCCAGCTCTTC 
TCCTCCCAGTACCCCTTCCATGTGCCTCTCCTCAGCTCCCAGAAGATGGTGTATCC 

15 AGGGCTGCAGGAACCCTGGCTGCACTCGATGTACCACGGGGCTGCGTTCCAGCTC 
ACCCAGGGAGACCAGCTATCCACCCACACAGATGGCATCCCCCACCTAGTCCTCA 
GCCCTAGTACTGTCTTCTTTGGAGCCTTCGCTCTGTAGAACTTGGAAAAATCCAG 
AAAGAAAAAATAATTGATTTCAAGACCTTCTCCCCATTCTGCCTCCATTCTGACC 
ATTTCAGGGGTCGTCACCACCTCTCCTTTGGCCATTCCAACAGCTCAAGTCTTCCC 

20 TGATCAAGTCACCGGAGCTTTCAAAGAAGGAATTCTAGGCATCCCAGGGGACCA 
CACCTCCCTGAACCATCCCTGATGTCTGTCTGGCTGAGGATTTCAAGCCTGCCTA 
GGAATTCCCAGCCCAAAGCTGTTGGTCTGTCCCACCAGCTAGGTGGGGCCTAGAT 
CCACACACAGAGGAAGAGCAGGCACATGGAGGAGCTTGGGGGATGACTAGAGG 
CAGGGAGGGGACTATTTATGAAGGCAAAAAAATTAAATTATTTATTTATGGAGG 

25 ATGGAGAGAGGGGAATAATAGAAGAACATCCAAGGAGAAACAGAGACAGGCCC 
AAGAGATGAAGAGTGAGAGGGCATGCGCACAAGGCTGACCAAGAGAGAAAGAA 
GTAGGCATGAGGGATCACAGGGCCCCAGAAGGCAGGGAAAGGCTCTGAAAGCC 
AGCTGCCGACCAGAGCCCCACACGGAGGCATCTGCACCCTCGATGAAGCCCAAT 
AAACCTCTTTTCTCTG 

30 

SEQ ID NO: 146 

>gi|1012035|gb|H59203.1|H59203 yr03cl2.rl Soares fetal liver spleen INFLS Homo sapiens 
cDNA clone IMAGE:204214 5', mRNA sequence 

AAAAGGAAGCTGTCTCGGGCATTGAACAAAGCTAAAAACTCCAGTGATGCCAAA 
35 CTAGAACCAACAAATGTCCAAACCGTAACCTGTTCTCCTCGTGTAAAAGCCCTGC 
CTCTCAGCCCCAGGANACGTCTGGGCGATGACAACCTATGCAACACTCCCCATTT 
ACCTCCTTGTTCTCCACCAAAGCAAGGCAAGAAAGAGAATGGTCCCCCTCACTCA 
CATACACTTAAGGGACGAAGATTGGTATTTGACAATCAGCTGACAATTAAGTCTC 
CTAGCAAAAGAGAACTAGCCAAAGTTCACCAAAACAAAATACTTTCTTTCAGTTA 
40 GGAAAAAGTCAAGGGNTTCACAACAAATTTTTGAGGCAGGGGTGTCCACTGAAG 
GANAGGANTCTGGCTGCGTGGGGANTATTTCAAGGCAAGAAGGGCATTTGCTAC 
CNGCAGGCAAAGTTGGTNC 

SEQ ID NO: 147 

45 >gi|l 162368|gb|N39161.1|N39161 yv26a01.sl Soares fetal liver spleen INFLS Homo 
sapiens cDNA clone IMAGE:243816 3' similar to gb:M98399 PLATELET 
GLYCOPROTEIN IV (HUMAN);, mRNA sequence 

TTAAGGAAGAACATATTTTAATGGTTGAAACCTGTCTTTATGAGGCGATTATGAC 
AGCAAAAAATATTATAATGAATAACAATGCATAGTCTACGCTTTGTAATATTTCA 
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TACAATAATTCCTTTATCATTTACATCTCTTAATGCTAGAAAAGCATTCTGAAGAT 
GCCAAGCGTAAGTTGCAACTGAGTAAAAAAAAAAAAGCAAAATTTACTCAATTT 
CCAGAAGAGGTGCAGAACAGAGAATGAAGGTCCTTAAAATATAAACCGCTAGTG 
TGCTAAAATGATGTCCATTTGCAGGATCAGTGGACAAAATATTTAAGCCCATAAA 
5 GAAAAGAGTTATACCTGCTGTATGAAGGTATTCCATAGAGAAATATGAGTCATA 
AGCCAATTATTTATAAATGGCCTTCCAAATATTTGGT 

SEQ ID NO: 148 

>gi|1548486|gb|AA056148.1|AA056148 zf55(il0.rl Scares retina N2b4HR Homo sapiens 
10 cDNA clone IMAGE:380851 5' similar to TR:G1 143719 Gl 143719 RS-REX-B. mRNA 

sequence 

CTGTCCTCGGAGCAGGCGGAGTAAAGGGACTTGAGCGAGCCAGTTGCCGGATTA 
TTCTATTTCCCCTCCCTCTCTCCCGCCCCGTATCTCTTTTCACCCTTCTCCCACCCT 
CGCTCGCGTANCATGGCGGACGTNNGGCGNCCACTCAGTCCCATTCCATCTCCTC 

15 GTCGTCCTTCGGAGCCGAGCCGTCCGCGCCCGGCGCGGCGNGNAGCCANGGAGC 
CTGCCCCGCCCTGGGGACGAAGAGCTGCAGCTCCTCCTGTGCGGTGCAGATTCTG 
ATTTTCTGGAGAGATGTGAAGAAGACTGGGTTTGTCTTTGGCACCACGCTGATCA 
TGCTGCTTTCCCTGGCAGCTTTCAGTGTCATCAGTGTGGATTTCTTACCTCATCCT 
GGCTCTTCTCTCTGTCACCATCAGCTTCAGGATCTACAAGTCCGTCATCCAAGCTG 

20 TACAGAAGTCAGAAGAAGGCCATCCATTCAAAGCCTACTGGACGTAGACATTAC 
TCTGTCTAGAAGTTTCATAATTACATGAATGTGCATGTGACATAACAGGGCCTGA 
AAaSfATATTCGTTNTTTGGTAGAAATTGGTTGATCTTGAAGT 

SEQ ID NO: 149 

25 >gi|545303|gb|S69200. 1 |S69200 EP3 prostanoid receptor isoform EP 3-n {alternatively 

spliced} [human, mRNA, 1682 nt] 

AGAGAGGAAGGCGTGGCTCCCTCCCGGGCCAGTGAGCCCTGGCGCCGCCGCGGC 
CGCGGTCCCAGCAGCGGAGTAGGGCGGCGGCTGCGCCCCGCACCATGGGGGGCA 
GCCCAGCCCCAGCCGCGGTAAACGCCGACCTCCGCCGCCGCCCGCGCCGCGTCT 

30 GCCCCCTCCCGCTGCGGCTCTCTGGACGCCATCCCCTCCTCACCTCGAAGCCAAC 
ATGAAGGAGACCCGGGGCTACGGAGGGGATGCCCCCTTCTGCACCCGCCTCAAC 
CACTCCTACACAGGCATGTGGGCGCCCGAGCGTTCCGCCGAGGCGCGGGGCAAC 
CTCACGCGCCCTCCAGGGTCTGGCGAGGATTGCGGATCGGTGTCCGTGGCCTTCC 
CGATCACCATGCTGCTCACTGGTTTCGTGGGCAACGCACTGGCCATGCTGCTCGT 

35 GTCGCGCAGCTACCGGCGCCGGGAGAGCAAGCGCAAGAAGTCCTTCCTGCTGTG 
CATCGGCTGGCTGGCGCTCACCGACCTGGTCGGGCAGCTTCTCACCACCCCGGTC 
GTCATCGTCGTGTACCTGTCCAAGCAGCGTTGGGAGCACATCGACCCGTCGGGGC 
GGCTCTGCACCTTTTTCGGGCTGACCATGACTGTTTTCGGGCTCTCCTCGTTGTTC 
ATCGCCAGCGCCATGGCCGTCGAGCGGGCGCTGGCCATCAGGGCGCCGCACTGG 

40 TATGCGAGCCACATGAAGACGCGTGCCACCCGCGCTGTGCTGCTCGGCGTGTGGC 
TGGCCGTGCTCGCCTTCGCCCTGCTGCCGGTGCTGGGCGTGGGCCAGTACACCGT 
CCAGTGGCCCGGGACGTGGTGCTTCATCAGCACCGGGCGAGGGGGCAACGGGAC 
TAGCTCTTCGCATAACTGGGGCAACCTTTTCTTCGCCTCTGCCTTTGCCTTCCTGG 
GGCTCTTGGCGCTGACAGTCACCTTTTCCTGCAACCTGGCCACCATTAAGGCCCT 

45 GGTGTCCCGCTGCCGGGCCAAGGCCACGGCATCTCAGTCCAGTGCCCAGTGGGG 
CCGCATCACGACCGAGACGGCCATTCAGCTTATGGGGATCATGTGCGTGCTGTCG 
GTCTGCTGGTCTCCGCTCCTGATAATGATGTTGAAAATGATCTTCAATCAGACAT 
CAGTTGAGCACTGCAAGACACACACGGAGAAGCAGAAAGAATGCAACTTCTTCT 
TAATAGCTGTTCGCCTGGCTTCACTGAACCAGATCTTGGATCCTTGGGTTTACCTG 
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CTGTTAAGAAAGATCCTTCTTCGAAAGTTTTGCCAGGTAGCAAATGCTGTCTCCA 
GCTGCTCTAATGATGGACAGAAAGGGCAGCCTATCTCATTATCTAATGAAATAAT 
ACAGACAGAAGCATGAAAGAAAACACTTAACTTGCATGTGCACAGCTTCTGGTA 
ACAAATATCGCTAAACCTTACTGTGAATTTAGGCATCTCTGGCATGCCACTGTTT 
5 ATGCATTGAAGTGGAATTTTTGGTATAAAGCTAAATGGTCTTAGAAGCATAGAAA 
ATCCCTATGTGCCAAAAGTAGTGAAACACAAACAAAGGAAAATATATTAATAAC 
AGTCTAGTGTTTTTGTTGAGTCTGCCATTCGTAGCTGAATATGTGATTAATTATGT 
GATGAAAACTTTTTTTATAAATGATCTTGGTCTATTGGGG 

10 SEQ ID NO: 150 

>gi|4481752|gb|M86849.2|HUMGAPJUNC Homo sapiens connexin 26 (GJB2) mRNA, 
complete cds 

GATTTAATCCTATGACAAACTAAGTTGGTTCTGTCTTCACCTGTTTTGGTGAGGTT 
GTGTAAGAGTTGGTGTTTGCTCAGGAAGAGATTTAAGCATGCTTGCTTACCCAGA 

1 5 CTC AGAGAAGTCTCCCTGTTCTGTCCTAGCTATGTTCCTGTGTTGTGTGC ATTCGT 
CTTTTCCAGAGCAAACCGCCCAGAGTAGAAGATGGATTGGGGCACGCTGCAGAC 
GATCCTGGGGGGTGTGAACAAACACTCCACCAGCATTGGAAAGATCTGGCTCAC 
CGTCCTCTTCATTTTTCGCATTATGATCCTCGTTGTGGCTGCAAAGGAGGTGTGGG 
GAGATGAGCAGGCCGACTTTGTCTGCAACACCCTGCAGCCAGGCTGCAAGAACG 

20 TGTGCTACGATCACTACTTCCCCATCTCCCACATCCGGCTATGGGCCCTGCAGCT 
GATCTTCGTGTCCAGCCCAGCGCTCCTAGTGGCCATGCACGTGGCCTACCGGAGA 
CATGAGAAGAAGAGGAAGTTCATCAAGGGGGAGATAAAGAGTGAATTTAAGGA 
CATCGAGGAGATCAAAACCCAGAAGGTCCGCATCGAAGGCTCCCTGTGGTGGAC 
CTACACAAGCAGCATCTTCTTCCGGGTCATCTTCGAAGCCGCCTTCATGTACGTCT 

25 TCTATGTCATGTACGACGGCTTCTCCATGCAGCGGCTGGTGAAGTGCAACGCCTG 
GCCTTGTCCCAACACTGTGGACTGCTTTGTGTCCCGGCCCACGGAGAAGACTGTC 
TTCACAGTGTTCATGATTGCAGTGTCTGGAATTTGCATCCTGCTGAATGTCACTGA 
ATTGTGTTATTTGCTAATTAGATATTGTTCTGGGAAGTCAAAAAAGCCAGTTTAA 
CGCATTGCCCAGTTGTTAGATTAAGAAATAGACAGCATGAGAGGGATGAGGCAA 

30 CCCGTGCTCAGCTGTCAAGGCTCAGTCGCCAGCATTTCCCAACACAAAGATTCTG 
ACCTTAAATGCAACCATTTGAAACCCCTGTAGGCCTCAGGTGAAACTCCAGATGC 
CACAATGAGCTCTGCTCCCCTAAAGCCTCAAAACAAAGGCCTAATTCTATGCCTG 
TCTTAATTTTCTTTCACTTAAGTTAGTTCCACTGAGACCCCAGGCTGTTAGGGGTT 
ATTGGTGTAAGGTACTTTCATATTTTAAACAGAGGATATCGGCATTTGTTTCTTTC 

35 TCTGAGGACAAGAGAAAAAAGCCAGGTTCCACAGAGGACACAGAGAAGGTTTG 
GGTGTCCTCCTGGGGTTCTTTTTGCCAACTTTGCCCACGTTAAAGGTGAACATTGG 
TTCTTTCATTTGCTTTGGAAGTTTTAATCTCTAACAGTGGACAAAGTTACCAGTGC 
CTTAAACTCTGTTACACTTTTTGGAAGTGAAAACTTTGTAGTATGATAGGTTATTT 
TGATGTAAAGATGTTCTGGATACCATTATATGTTCCCCCTGTTTCAGAGGCTCAG 

40 ATTGTAATATGTAAATGGTATGTCATTCGCTACTATGATTTAATTTGAAATATGGT 
CTTTTGGTTATGAATACTTTGCAGCACAGCTGAGAGAGGCTGTCTGTTGTATTCAT 
TGTGGTCATAGCACCTAACAACATTGTAGCCTCAATCGAGTGAGACAGACTAGA 
AGTTCCTAGTTGGCTTATGATAGCAAATGGCCTCATGTCAAATATTAGATGTAAT 
TTTGTGTAAGAAATACAGACTGGATGTACCACCAACTACTACCTGTAATGACAGG 

45 CCTGTCCAACACATCTCCCTTTTCCATGCTGTGGTAGCCAGCATCGGAAAGAACG 
CTGATTTAAAGAGGTGAGCTTGGGAATTTTATTGACACAGTACCATTTAATGGGG 
AGACAAAAATGGGGGCCAGGGGAGGGAGAAGTTTCTGTCGTTAAAAACGAGTTT 
GGAAAGACTGGACTCTAAATTCTGTTGATTAAAGATGAGCTTTGTCTACCTTCAA 
AAGTTTGTTTGGCTTACCCCCTTCAGCCTCCAATTTTTTAAGTGAAAATATAACTA 
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ATAACATGTGAAAAGAATAGAAGCTAAGGTTTAGATAAATATTGAGCAGATCTA 
TAGGAAGATTGAACCTGAATATTGCCATTATGCTTGACATGGTTTCCAAAAAATG 
GTACTCCACATACTTCAGTGAGGGTAAGTATTTTCCTGTTGTCAAGAATAGCATT 
GTAAAAGCATTTTGTAATAATAAAGAATAGCTTTAATGATATGCTTGTAACTAAA 
5 ATAATTTTGTAATGTATCAAATACATTTAAAACATTAAAATATAATCTCTATAAT 

SEQroNO: 151 
>205581R6 

CAGAGGCTTGGAGGGGATGTGCAGAGCCCCAACTGCCCATCTGAGGATGTAGTC 
10 ATCACTCCAGAAAGCTTTGGAAGAGATTCATCCCTCACATGCCTGGCTGGGAATG 
TCAGTGCATGTGACGCCCCTATTCTCTCCTCTTCCAGGTCCCTAGACTGCAGGGA 
GAGTGGCAAGAATGGGCCTCATGTGTACCAGGACCTCCTGCTTAGCCTTGGGACT 
ACAAACAGCACGCTGCCCCCTCCATTTTCTCTCCAATCTGGAATCCTGACATTGA 
ACCCAGTTGCTCAGGGTCAGCCCATTCTTACTTCCCTGGGATCAAATCAAGAAGA 
1 5 AGCATATGTCACCATGTCCAGCTTCTACCAAAACC AGTGAAGTGTAAGAAAACC 
CCAGAACTGAACTTACCGTGAGCGACCAAAGATGATTTAAAAAGGGAAGTCTAG 
AGTTCCTAGTCTCCCTAACAGCACCAGAGAAGACA 

SEQIDNO: 152 
20 >3386845H1 

TGCCTGTAAGAAACATGATATAACTGTCAAAAGGACAGAAAGTCAGCTACATCA 
ATGGCAAGATGTGAGTAGTAGGTTCCGTTTGTACCAGGACAGTGCAGAAATGGC 
AAATTTTCCCTCAATATGAAAAAAAGAAACAAAGAAAATCTATGAGAAGTGCCA 
CCACATGGACAGACCACCCCTCCCGCGGGCATGTGGTCTGCAGCCCCTGCCCGTT 
25 TCCAACAACCTTCCTCACTAACAGGCTTTCTCCTTC 

SEQ ID NO: 153 

>gi|29707|emb|X07549.1|HSCATH Human mRNA for cathepsin H (E.C.3.4.22.16.) 

TTGCTGAAATAAAACACAAGTATCTCTGGTCAGAGCCTCAGAATTGCTCAGCCAC 

30 CAAAAGTAACTACCTTCGAGGTACTGGTCCCTACCCACCTTCCGTGGACTGGCGG 
AAAAAAGGAAATTTTGTCTCACCTGTGAAAAATCAGGGTGCCTGCGGCAGTTGCT 
GGACTTTCTCCACCACTGGGGCCCTGGAGTCTGCAATCGCCATCGCAACCGGAAA 
GATGCTGTCCTTGGCGGAACAGCAGCTGGTGGACTGCGCCCAGGACTTCAATAAT 
TACGGCTGCCAAGGGGGTCTCCCCAGCCAGGCTTTCGAGTATATCCTGTACAACA 

35 AGGGGATCATGGGTGAAGACACCTACCCCTACCAGGGCAAGGATGGTTATTGCA 
AGTTCCAACCTGGAAAGGCCATCGGCTTTGTCAAGGATGTAGCCAACATCACAAT 
CTATGACGAGGAAGCGATGGTGGAGGCTGTGGCCCTCTACAACCCTGTGAGCTTT 
GCCTTTGAGGTGACTCAGGACTTCATGATGTATAGAACGGGCATCTACTCCAGTA 
CTTCCTGCCATAAAACTCCAGATAAAGTAAACCATGCAGTACTGGCTGTTGGGTA 

40 TGGAGAAAAAAATGGGATCCCTTACTGGATCGTGAAAAACTCTTGGGGTCCCCA 
GTGGGGAATGAACGGGTACTTCCTCATCGAGCGCGGAAAGAACATGTGTGGCCT 
GGCTGCCTGCGCCTCCTACCCCATCCCTCTGGTGTGAGCCGTGGCAGCCGCAGCG 
CAGACTGGCGGAGAAGGAGAGGAACGGGCAGCCTGGGCCTGGGTGGAAATCCT 
GCCCTGGAGGAAGTTGTGGGGAGATCCACTGGGACCCCCAACATTCTGCCCTCAC 

45 CTCTGTGCCCAGCCTGGAAACCTACAGACAAGGAGGAGTTCCACCATGAGCTCA 
CCCGTGTCTATGACGCAAAGATCACCAGCCATGTGCCTTAGTGTCCTTCTTAACA 
GACTCAAACCACATGGACCACGAATATTCTTTCTGTCCAGAAGGGCTACTTTCCA 
CATATAGAGCTCCAGGGACTGTCTTTTCTGTATTCGCTGTTCAATAAACATTGAGT 
GAGCACCTCCA 
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SEQIDNO: 154 

>gi|1927579|gb|AA284668.1|AA28466S zt24g06.rl Scares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:714106 5' similar to gb:M15476 UROKINASE-TYPE 
5 PLASMINOGEN ACTIVATOR PRECURSOR (HUMAN); 

TTTTTCTGGACTGAAGCCTGCAGGAGTTAAAAAGGGCAGGGCATCTCCTGTGCAT 
GGGTGAAGGGAGGGCCAGCTCCCCCGACGGTGGGCATTTGTGAGGCCCATGGTT 
GAGAAATGAATAATTTCCCAATTAGGAAGTGTAACAGCTGAGGTCTCTTGAGGG 
AGCTTAGCCAATGTGGGAGCAGCGGTTTGGGGAGCAGAGACACTAACGACTTCA 

10 GGGCAGGGCTCTGATATTCCATGAATGTATCAGGAAATATATATGTGTGTGTATG 
TTTGCACACTTGTGTGTGGGCTGTGAGTGTAAGTGTGAGTAAGAGCTGGTGTCTG 
ATTGTTAAGTCTAAATATTTCCTTAAACTGGCGTGGACTGTGATGCCACACAGAG 
TTGTCTTTCTGGGAGAGGTTATAGGTCACCCCTGGGGCCTTCTTGGTCCCCCACGT 
GACAGTGGCTGGGAATGTATTAGTCCTCAGCATGACCTGTGACAACACTGTCTCA 

15 AGTTCCTTTCACATAGATGTCCGTTCTT 

SEQIDNO: 155 

>gi|186496|gb|M5991 l.l|HUMIlSrTA3A Human integrin alpha-3 chain mRNA, complete cds 
AGGTGAACAGGTCCTCACGCCCAGCTCCGCCCCCTCACGCGCTCTCGCCGGGACC 

20 CCGCTTCCGCTGGCAGCCATGGGCCCCGGCCCCAGCCGCGCGCCCCGCGCCCCAC 
GCCTGATGCTCTGTGCGCTCGCCTTGATGGTGGCGGCCGGCGGCTGCGTCGTCTC 
CGCCTTCAACCTGGATACCCGATTCCTGGTAGTGAAGGAGGCCGGGAACCCGGG 
CAGCCTCTTCGGCTACTCGGTCGCCCTCCATCGGCAGACAGAGCGGCAGCAGCGC 
TACCTGCTCCTGGCTGGTGCCCCCCGGGAGCTCGCTGTGCCCGATGGCTACACCA 

25 ACCGGACTGGTGCTGTGTACCTGTGCCCACTCACTGCCCACAAGGATGACTGTGA 
GCGGATGAACATCACAGTGAAAAATGACCCTGGCCATCACATTATTGAGGACAT 
GTGGCTTGGAGTGACTGTGGCCAGCCAGGGCCCTGCAGGCAGAGTTCTGGTCTGT 
GCCCACCGCTACACCCAGGTGCTGTGGTCAGGGTCAGAAGACCAGCGGCGCATG 
GTGGGCAAGTGCTACGTGCGAGGCAATGACCTAGAGCTGGACTCCAGTGATGAC 

30 TGGCAGACCTACCACAACGAGATGTGCAATAGCAACACAGACTACCTGGAGACG 
GGCATGTGCCAGCTGGGCACCAGCGGTGGCTTCACCCAGAACACTGTGTACTTCG 
GCGCCCCCGGTGCCTACAACTGGAAAGGAAACAGCTACATGATTCAGCGCAAGG 
AGTGGGACTTATCTGAGTATAGTTACAAGGACCCAGAGGACCAAGGAAACCTCT 
ATATTGGGTACACGATGCAGGTAGGCAGCTTCATCCTGCACCCCAAAAACATCAC 

35 CATTGTGACAGGTGCCCCACGGCACCGACATATGGGCGCGGTGTTCTTGCTGAGC 
CAGGAGGCAGGCGGAGACCTGCGGAGGAGGCAGGTGCTGGAGGGCTCGCAGGT 
GGGCGCCTATTTTGGCAGCGCAATTGCCCTGGCAGACCTGAACAATGATGGGTG 
GCAGGACCTCCTGGTGGGCGCCCCCTACTACTTCGAGAGGAAAGAGGAAGTAGG 
GGGTGCCATCTATGTCTTCATGAACCAGGCGGGAACCTCCTTCCCTGCTCACCCC 

40 TCACTCCTTCTTCATGGCCCCAGTGGCTCTGCCTTTGGTTTATCTGTGGCCAGCAT 
TGGTGACATCAACCAGGATGGATTTCAGGATATTGCTGTGGGAGCTCCGTTTGAA 
GGCTTGGGCAAAGTGTACATCTATCACAGTAGCTCTAAGGGGCTCCTTAGACAGC 
CCCAGCAGGTAATCCATGGAGAGAAGCTGGGACTGCCTGGGTTGGCCACCTTCG 
GCTATTCCCTCAGTGGGCAGATGGATGTGGATGAGAACTTCTACCCAGACCTTCT 

45 AGTGGGAAGCCTGTCAGACCACATTGTGCTGCTGCGGGCCCGGCCAGTCATCAA 
CATCGTCCACAAGACCTTGGTGCCCAGGCCAGCTGTGCTGGACCCTGCACTTTGC 
ACGGCCACCTCTTGTGTGCAAGTGGAGCTGTGCTTTGCTTACAACCAGAGTGCCG 
GGAACCCCAACTACAGGCGAAACATCACCCTGGCCTACACTCTGGAGGCTGACA 
GGGACCGCCGGCCGCCCCGGCTCCGCTTTGCCGGCAGTGAGTCCGCTGTCTTCCA 
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CGGCTTCTTCTCCATGCCCGAGATGCGCTGCCAGAAGCTGGAGCTGCTCCTGATG 
GACAACCTCCGTGACAAACTCCGCCCCATCATCATCTCCATGAACTACTCTTTAC 
CTTTGCGGATGCCCGATCGCCCCCGGCTGGGGCTGCGGTCCCTGGACGCCTACCC 
GATCCTCAACCAGGCACAGGCTCTGGAGAACCACACTGAGGTCCAGTTCCAGAA 
5 GGAGTGCGGGCCTGACAACAAGTGTGAGAGCAACTTGCAGATGCGGGCAGCCTT 
CGTGTCAGAGCAGCAGCAGAAGCTGAGCAGGCTCCAGTACAGCAGAGACGTCCG 
GAAATTGCTCCTGAGCATCAACGTGACGAACACCCGGACCTCGGAGCGCTCCGG 
GGAGGACGCCCACGAGGCGCTGCTCACCCTGGTGGTGCCTCCCGCCCTGCTGCTG 
TCCTCAGTGCGCCCCCCCGGGGCCTGCCAAGCTAATGAGACCATCTTTTGCGAGC 

10 TGGGGAACCCCTTCAAACGGAACCAGAGGATGGAGCTGCTCATCGCCTTTGAGG 
TCATCGGGGTGACCCTGCACACAAGGGACCTTCAGGTGCAGCTGCAGCTCTCCAC 
GTCGAGTCACCAGGACAACCTGTGGCCCATGATCCTCACTCTGCTGGTGGACTAT 
ACACTCCAGACCTCGCTTAGCATGGTAAATCACCGGCTACAAAGCTTCTTTGGGG 
GGACAGTGATGGGTGAGTCTGGCATGAAAACTGTGGAGGATGTAGGAAGCCCCC 

15 TCAAGTATGAATTCCAGGTGGGCCCAATGGGGGAGGGGCTGGTGGGCCTGGGGA 
CCCTGGTCCTAGGTCTGGAGTGGCCCTACGAAGTCAGCAATGGCAAGTGGCTGCT 
GTATCCCACGGAGATCACCGTCCATGGCAATGGGTCCTGGCCCTGCCGACCACCT 
GGAGACCTTATCAACCCTCTCAACCTCACTCTTTCTGACCCTGGGGACAGGCCAT 
CATCCCCACAGCGCAGGCGCCGACAGCTGGATCCAGGGGGAGGCCAGGGCCCCC 

20 CACCTGTCACTCTGGCTGCTGCCAAAAAAGCCAAGTCTGAGACTGTGCTGACCTG 
TGCCACAGGGCGTGCCCACTGTGTGTGGCTAGAGTGCCCCATCCCTGATGCCCCC 
GTTGTCACCAACGTGACTGTGAA.GGCACGAGTGTGGAACAGCACCTTCATCGAG 
GATTACAGAGACTTTGACCGAGTCCGGGTAAATGGCTGGGCTACCCTATTCCTCC 
GAACCAGCATCCCCACCATCAACATGGAGAACAAGACCACGTGGTTCTCTGTGG 

25 ACATTGACTCGGAGCTGGTGGAGGAGCTGCCGGCCGAAATCGAGCTGTGGCTGG 
TGCTGGTGGCCGTGGGTGCAGGGCTGCTGCTGCTGGGGCTGATCATCCTCCTGCT 
GTGGAAGTGCGGCTTCTTCAAGCGAGCCCGCACTCGCGCCCTGTATGAAGCTAAG 
AGGCAGAAGGCGGAGATGAAGAGCCAGCCGTCAGAGACAGAGAGGCTGACCGA 
CGACTACTGAGGGGGCAGCCCCCCGCCCCCGGCCCACCTGGTGTGACTTCTTTAA 

30 GCGGACCCGCTATTATCAGATCATGCCCAAGTACCACGCAGTGCGGATCCGGGA 
GGAGGAGCGCTACCCACCTCCAGGGAGCACCCTGCCCACCAAGAAGCACTGGGT 
GACCAGCTGGCAGACTCGGGACCAATACTACTGACGTCCTCCCTGATCCCACCCC 
CTCCTCCCCCAGTGTCCCCTTTCTTCCTATTTATCATAAGTTATGCCTCTGACAGT 
CCACAGGGGCCACCACCTTTGGCTGGTAGCAGCAGGCTCAGGCACATACACCTC 

35 GTCAAGAGCATGCACATGCTGTCTGGCCCTGGGGATCTTCCCACAGGAGGGCCA 
GCGCTGTGGACCTTACAACGCCGAGTGCACTGCATTCCTGTGCCCTAGATGCACG 
TGGGGCCCACTGCTCGTGGACTGTGCTGGTGCATCACGGATGGTGCATGGGCTCG 
CCGTGTCTCAGCCTCTGCCAGCGCCAGCGCCAAAACAAGCCAAAGAGCCTCCCA 
CCAGAGCCGGGAGGAAAAGGCCCCTGCAATGTGGTGACACCTCCCCTTTCACAC 

40 CTGGATCCATCTTGAGAGCCACAGTCACTGGATTGACTTTGCTGTCAAAACTACT 
GACAGGGAGCAGCCCCCGGGCCGCTGGCTGGTGGGCCCCCAATTGACACCCATG 
CCAGAGAGGTGGGGATCCTGCCTAAGGTTGTCTACGGGGGCACTTGGAGGACCT 
GGCGTGCTCAGACCCAACAGCAAAGGAACTAGAAAGAAGGACCCAGAAGGCTT 
GCTTTCCTGCATCTCTGTGAAGCCTCTCTCCTTGGCCACAGACTGAACTCGCAGG 

45 GAGTGCAGCAGGAAGGAACAAAGACAGGCAAACGGCAACGTAGCCTGGGCTCA 
CTGTGCTGGGGCATGGCGGGATCCTCCACAGAGAGGAGGGGACCAATTCTGGAC 
AGACAGATGTTGGGAGGATACAGAGGAGATGCCACTTCTCACTCACCACTACCA 
GCCAGCCTCCAGAAGGCCCCAGAGAGACCCTGCAAGACCACGGAGGGAGCCGA 
CACTTGAATGTAGTAATAGGCAGGGGGCCCTGCCACCCCATCCAGCCAGACCCC 
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AGCTGAACCATGCGTCAGGGGCCTAGAGGTGGAGTTCTTAGCTATCCTTGGCTTT 
CTGTGCCAGCCTGGCTCTGCCCCTCCCCCATGGGCTGTGTCCTAAGGCCCATTTG 

AGAAGCTGAGGCTAGTTCCAAAAACCTCTCCTGACCCCTGCCTGTTGGCAGCCCA 
CTCCCCAGCCCCAGCCCCTTCCATGGTACTGTAGCAGGGGAATTCCCTCCCCCTC 
5 CTTGTGCCTTCTTTGTATATAGGCTTCTCACCGCGACCAATAAACAGCTCCCAGTT 
TGT 

SEQIDNO: 156 

>gi|189204|gb|M14764.1lHUMNGFR Hiiman nerve growth factor receptor mRNA, complete 
10 cds 

GCCGCGGCCAGCTCCGGCGGGCAGGGGGGGCGCTGGAGCGCAGCGCAGCGCAG 
CCCCATCAGTCCGCAAAGCGGACCGAGCTGGAAGTCGAGCGCTGCCGCGGGAGG 
CGGGCGATGGGGGCAGGTGCCACCGGCCGCGCCATGGACGGGCCGCGCCTGCTG 
CTGTTGCTGCTTCTGGGGGTGTCCCTTGGAGGTGCCAAGGAGGCATGCCCCACAG 

15 GCCTGTACACACACAGCGGTGAGTGCTGCAAAGCCTGCAACCTGGGCGAGGGTG 
TGGCCCAGCCTTGTGGAGCCAACCAGACCGTGTGTGAGCCCTGCCTGGACAGCGT 
GACGTTCTCCGACGTGGTGAGCGCGACCGAGCCGTGCAAGCCGTGCACCGAGTG 
CGTGGGGCTCCAGAGCATGTCGGCGCCGTGCGTGGAGGCCGACGACGCCGTGTG 
CCGCTGCGCCTACGGCTACTACCAGGATGAGACGACTGGGCGCTGCGAGGCGTG 

20 CCGCGTGTGCGAGGCGGGCTCGGGCCTCGTGTTCTCCTGCCAGGACAAGCAGAA 
CACCGTGTGCGAGGAGTGCCCCGACGGCACGTATTCCGACGAGGCCAACCACGT 
GGACCCGTGCCTGCCCTGCACCGTGTGCGAGGACACCGAGCGCCAGCTCCGCGA 
GTGCACACGCTGGGCCGACGCCGAGTGCGAGGAGATCCCTGGCCGTTGGATTAC 
ACGGTCCACACCCCCAGAGGGCTCGGACAGCACAGCCCCCAGCACCCAGGAGCC 

25 TGAGGCACCTCCAGAACAAGACCTCATAGCCAGCACGGTGGCAGGTGTGGTGAC 
CACAGTGATGGGCAGCTCCCAGCCCGTGGTGACCCGAGGCACCACCGACAACCT 
CATCCCTGTCTATTGCTCCATCCTGGCTGCTGTGGTTGTGGGCCTTGTGGCCTACA 
TAGCCTTCAAGAGGTGGAACAGCTGCAAGCAGAACAAGCAAGGAGCCAACAGC 
CGGCCAGTGAACCAGACGCCCCCACCAGAGGGAGAAAAACTCCACAGCGACAGT 

30 GGCATCTCCGTGGACAGCCAGAGCCTGCATGACCAGCAGCCCCACACGCAGACA 
GCCTCGGGCCAGGCCCTCAAGGGTGACGGAGGCCTCTACAGCAGCCTGCCCCCA 
GCCAAGCGGGAGGAGGTGGAGAAGCTTCTCAACGGCTCTGCGGGGGACACCTGG 
CGGCACCTGGCGGGCGAGCTGGGCTACCAGCCCGAGCACATAGACTCCTTTACC 
CATGAGGCCTGCCCCGTTCGCGCCCTGCTTGCAAGCTGGGCCACCCAGGACAGCG 

35 CCACACTGGACGCCCTCCTGGCCGCCCTGCGCCGCATCCAGCGAGCCGACCTCGT 
GGAGAGTCTGTGCAGTGAGTCCACTGCCACATCCCCGGTGTGAGCCCAACCGGG 
GAGCCCCCGCCCCGCCCCACATTCCGACAACCGATGCTCCAGCCAACCCCTGTGG 
AGCCCGCACCCCCACCCTTTGGGGGGGGCCCGCCTGGCAGAACTGAGCTCCTCTG 
GGCAGGACCTCAGAGTCCAGGCCCCAAAACCACAGCCCTGTCAGTGCAGCCCGT 

40 GTGGCCCCTTCACTTCTGACCACACTTCCTGTCCAGAGAGAGAAGTGCCCCTGCT 
GCCTCCCCAACCCTGCCCCTGCCCCGTCACCATCTCAGGCCACCTGCCCCCTTCTC 
CCACACTGCTAGGTGGGCCAGCCCCTCCCACCACAGCAGGTGTCATATATGGGG 
GGCCAACACCAGGGATGGTACTAGGGGGAAGTGACAAGGCCCCAGAGACTCAG 
AGGGAGGAATCGAGGAACCAGAGCCATGGACTCTACACTGTGAACTTGGGGAAC 

45 AAGGGTGGCATCCCAGTGGCCTCAACCCTCCCTCAGCCCCTCTTGCCCCCCACCC 
CAGCCTAAGATGAAGAGGATCGGAGGCTTGTCAGAGCTGGGAGGGGTTTTCGAA 
GCTCAGCCCACCCCCCTCATTTTGGATATAGGTCAGTGAGGCCCAGGGAGAGGCC 
ATGATTCGCCCAAAGCCAGACAGCAACGGGGAGGCCAAGTGCAGGCTGGCACCG 
CCTTCTCTAAATGAGGGGCCTCAGGTTTGCCTGAGGGCGAGGGGAGGGTGGCAG 
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GTGACCTTCTGGGAAATGGCTTGAAGCCAAGTCAGCTTTGCCTTCCACGCTGTCT 
CCAGACCCCCACCCCTTCCCCACTGCCTGCCCACCCGTGGAGATGGGATGCTTGC 
CTAGGGCCTGGTCCATGATGGAGTCAGGTTTGGGGTTCGTGGAAAGGGTGCTGCT 
TCCCTCTGCCTGTCCCTCTCAGGCATGCCTGTGTGACATCAGTGGCATGGCTCCA 
5 GTCTGCTGCCCTCCATCCCGACATGGACCCGGAGCTAACACTGGCCCCTAGAATC 
AGCCTAGGGGTCAGGGACCAAGGACCCCTCACCTTGCAACACACAGACACACGC 
ACACACACACACAGGAGGAGAAATCTCACTTTTCTCCATGAGTTTTTTCTCTTGG 
GCTGAGACTGGATACTGCCCGGGGCAGCTGCCAGAGAAGCATCGGAGGGAATTG 
AGGTCTGCTCGGCCGTCTTCACTCGCCCCCGGGTTTGGCGGGCCAAGGACTGCCG 

10 ACCGAGGCTGGAGCTGGCGTCTGTCTTCAAGGGCTTACACGTGGAGGAATGCTCC 
CCCATCCTCCCCTTCCCTGCAAACATGGGGTTGGCTGGGCCCAGAAGGTTGCGAT 
GAAGAAAAGCGGGCCAGTGTGGGAATGCGGCAAGAAGGAATTGACTTCGACTGT 
GACCTGTGGGGATTTCTCCCAGCTCTAGACAACCCTGCAAAGGACTGTTTTTTCC 
TGAGCTTGGCCAGAAGGGGGCCATGAGGCCTCAGTGGACTTTCCACCCCCTCCCT 

15 GGCCTGTTCTGTTTTGCCTGAAGTTGGAGTGAGTGTGGCTCCCCTCTATTTAGCAT 
GACAAGCCCCAGGCAGGCTGTGCGCTGACAACCACCGCTCCCCAGCCCAGGGTT 
CCCCCAGCCCTGTGGAAGGGACTAGGAGCACTGTAGTAAATGGCAATTCTTTGAC 
CTCAACCTGTGATGAGGGGAGGAAACTCACCTGCTGGCCCCTCACCTGGGCACCT 
GGGGAGTGGGACAGAGTCTGGGTGTATTTATTTTCCTCCCCAGCAGGTGGGGAG 

20 GGGGTTTGGTGGCTTGCAAGTATGTTTTAGCATGTGTTTGGTTCTGGGGCCCCTTT 
TTACTCCCCTTGAGCTGAGATGGAACCCTTTTGGCCCCCAGCTGGGGGCCATGAG 
CTCCAGACCCCCAGCAACCCTCCTATCACCTCCCCTCCTTGCCTCCTGTGTAATCA 
TTTCTTGGGCCCTCCTGAAACTTACACACAAAACGTTAAGTGATGAACATTAAAT 
AGCAAAG 

25 

SEQIDNO: 157 

>873 BLOOD 234929.1 U34038 gl041728 Human protease-activated receptor-2 mRNA, 
complete cds. 0 

CACGAGCCCTGGGGAGGCGCGCAGCAGAGGCTCCGATTCGGGGCAGGTGAGAG 

30 GCTGACTTTCTCTCGGTGCGTCCAGTGGAGCTCTGAGTTTCGAATCGGTGGCGGC 
GGATTCCCCGCGCGCCCGGCGTCGGGGCTTCCAGGAGGATGCGGAGCCCCAGCG 
CGGCGTGGCTGCTGGGGGCCGCCATCCTGCTAGCAGCCTCTCTCTCCTGCAGTGG 
CACCATCCAAGGAACCAATAGATCCTCTAAAGGAAGAAGCCTTATTGGTAAGGT 
TGATGGCACATCCCACGTCACTGGGAAAAGGAGTTACAGTTGAAACAGTCTTTTC 

35 TGTGGATGAGTTTTCTGCATCTGTCCTCACTGGAAAACTGACCACTGTCTTCCTTC 
CAATTGTCTACACAATTGTGTTTGTGGTGGGGTTTGCAAGTAACGGCATGGCCCT 
GTGGGTCTTTCTTTTCCGAACTAAGAAGAAGCACCCTGCTGTGATTTACATGGCC 
AATCTGGCCTTGGCTGACCTCCTCTCTGTCATCTGGTTCCCCTTGAAGATTGCCTA 
TCACATACATGGCAACAACTGGATTTATGGGGAAGCTCTTTGTAATGTGCTTATT 

40 GGCTTTTTCTATGGCAACATGTACTGTTCCATTCTCTTCATGACCTGCCTCAGTGT 
GCAGAGGTATTGGGTCATCGTGAACCCCATGGGGCACTCCAGGAAGAAGGCAAA 
CATTGCCATTGGCATCTCCCTGGCAATATGGCTGCTGATTCTGCTGGTCACCATCC 
CTTTGTATGTCGTGAAGCAGACCATCTTCATTCCTGCCCTGAACATCACGACCTGT 
CATGATGTTTTGCCTGAGCAGCTCTTGGTGGGAGACATGTTCAATTACTTCCTCTC 

45 TCTGGCCATTGGGGTCTTTCTGTTCCCAGCCTTCCTCACAGCCTCTGCCTATGTGC 
TGATGATCAGAATGCTGCGATCTTCTGCCATGGATGAAAACTCAGAGAAGAAAA 
GGAAGAGGGCCATCAAACTCATTGTCACTGTCCTGGCCATGTACCTGATCTGCTT 
CACTCCTAGTAACCTTCTGCTTGTGGTGCATTATTTTCTGATTAAGAGCCAGGGCC 
AGAGCCATGTCTATGCCCTGTACATTGTAGCCCTCTGCCTCTCTACCCTTAACAGC 
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TGCATCGACCCCTTTGTCTATTACTTTGTTTCACATGATTTCAGGGATCATGCAAA 
GAACGCTCTCCTTTGCCGAAGTGTCCGCACTGTAAAGCAGATGCAAGTATCCCTC 
ACCTCAAAGAAACACTCCAGGAAATCCAGCTCTTACTCTTCAAGTTCAACCACTG 
TTAAGACCTCCTATTGAGTTTTCCAGGTCCTCAGATGGGAATTGCACAGTAGGAT 
5 GTGGAACCTGTTTAATGTTATGAGGACGTGTCTGTTATTTCCTAATCAAAAAGGT 
CTCACCACATACCATGTGGATGCAGCACCTCTCAGGATTGCTAGGAGCTCCCCTG 
TTTGCATGAGAAAAGTAGTCCCCCAAATTAACATCAGTGTCTGTTTCAGAATCTC 
TCTACTCAGATGACCCCAGAAACTGAACCAACAGAAGCAGACTTTTCAGAAGAT 
GGTGAAGACAGAAACCCAGTAACTTGGAAAAAGTAGACTTGGTGTGAAGACTCA 

10 CTTCTCAGCTGAAATTATATATATACACATATATATATTTTACATCTGGGATCATG 
ATAGACTTGTTAGGGCTTCAAGGCCCTCAGAGATGATCAGTCCAACTGAACGACC 
TTACAAATGAGGAAACCAAGATAAATGAGCTGCCAGAATCAGGTTTCCAATCAA 
CAGCAGTGAGTTGGGATTGGACAGTAGAATTTCAATGTCCAGTGAGTGAGGTTCT 
TGTACCACTTCATCNNNNNNNNNNTSnsnSIN]^^ 

15 NNNISn^^TSINNNlSnsrNNN]^^ 
]S^S^S1NNN]S1]S^NNNNN^^ 

N^Wls^s^sINNn^^s^s^N[^^ 

lSINN]SI]s^^lNNN^^s^^^ 

]SINNN^^ISI>Jm^s^s^s^ 

20 AGTCGTGAATCTTGTTCAAAATGCAGATTCCTCAGATTCAATAATGAGAGCTCAG 
ACTGGGAACAGGGCCCAGGAATCTGTGTGGTACAAACCTGCATGGTGTTTATGC 
ACACAGAGATTTGAGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCC 
GTGATAATTTTTGAAAAGAGAAGCAAACAATGGTGTCTCTTTTATGTTCAGCTTA 
TAATGAAATCTGTTTGTTGACTTATTAGGACTTTGAATTATTTCTTTATTAACCCT 

25 CTGAGTTTTTGTATGTATTATTATTAAAGAAAAATGCAATCAGGATTTTAAACAT 
GTAAATACAAATTTTGTATAACTTTTGATGACTTCAGTGAAATTTTCAGGTAGTCT 
GAGTAATAGATTGTTTTGCCACTTAGAATAGCATTTGCCACTTAGTATTTTAAAA 
AATAATTGTTGGAGTATTTATTGTCAGTTTTGTTCACTTGTTATCTAATACAAAAT 
TATAAAGCCTTCAGAGGGTTTGGACCACATCTCTTTGGAAAATAGTTTGCAACAT 

30 ATTTAAGAGATACTTGATGCCAAAATGACTTTATACAACGATTGTATTTGTGACT 
TTTAAAAATAATTATTTTATTGTGTAATTGATTTATAAATAACAAAATTTTTTTAC 

SEQIDNO: 158 
>279279H1 

35 AGCACACCAAGGAGTGATTTTNAAAACTTACTCTGTTTTCTNTTTCCCAACAAGA 
TTATCATTTCCTTTAAAAAAAATAGTTATCCTGGGGCATACAGCCATACCATTNT 
GAAGGTGTCTTATCTCCTCTGATCTAGAGAGCACCATGAAGCTTCTCACGGGCCT 
GGTTTTNTGCTCCTTGGTCCTGGGTGTCAGCAGCCGAAGCTTCTTTTCGTTCCTTG 
G 

40 

SEQIDNO: 159 

>gii340155|gb|K03226J|HUMUKM:i Human preprourokinase mRNA, complete cds 
TCCACCTGTCCCCGCAGCGCCGGCTCGCGCCCTCCTGCCGCAGCCACCGAGCCGC 
CGTCTAGCGCCCCGACCTCGCCACCATGAGAGCCCTGCTGGCGCGCCTGCTTCTC 
45 TGCGTCCTGGTCGTGAGCGACTCCAAAGGCAGCAATGAACTTCATCAAGTTCCAT 
CGAACTGTGACTGTCTAAATGGAGGAACATGTGTGTCCAACAAGTACTTCTCCAA 
CATTCACTGGTGCAACTGCCCAAAGAAATTCGGAGGGCAGCACTGTGAAATAGA 
TAAGTCAAAAACCTGCTATGAGGGGAATGGTCACTTTTACCGAGGAAAGGCCAG 
CACTGACACCATGGGCCGGCCCTGCCTGCCCTGGAACTCTGCCACTGTCCTTCAG 
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CAAACGTACCATGCCCACAGATCTGATGCTCTTCAGCTGGGCCTGGGGAAACATA 
ATTACTGCAGGAACCCAGACAACCGGAGGCGACCCTGGTGCTATGTGCAGGTGG 
GCCTAAAGCCGCTTGTCCAAGAGTGCATGGTGCATGACTGCGCAGATGGAAAAA 
AGCCCTCCTCTCCTCCAGAAGAATTAAAATTTCAGTGTGGCCAAAAGACTCTGAG 
5 GCCCCGCTTTAAGATTATTGGGGGAGAATTCACCACCATCGAGAACCAGCCCTGG 
TTTGCGGCCATCTACAGGAGGCACCGGGGGGGCTCTGTCACCTACGTGTGTGGAG 
GCAGCCTCATCAGCCCTTGCTGGGTGATCAGCGCCACACACTGCTTCATTGATTA 
CCCAAAGAAGGAGGACTACATCGTCTACCTGGGTCGCTCAAGGCTTAACTCCAA 
CACGCAAGGGGAGATGAAGTTTGAGGTGGAAAACCTCATCCTACACAAGGACTA 

10 CAGCGCTGACACGCTTGCTCACCACAACGACATTGCCTTGCTGAAGATCCGTTCC 
AAGGAGGGCAGGTGTGCGCAGCCATCCCGGACTATACAGACCATCTGCCTGCCC 
TCGATGTATAACGATCCCCAGTTTGGCACAAGCTGTGAGATCACTGGCTTTGGAA 
AAGAGAATTCTACCGACTATCTCTATCCGGAGCAGCTGAAGATGACTGTTGTGAA 
GCTGATTTCCCACCGGGAGTGTCAGCAGCCCCACTACTACGGCTCTGAAGTCACC 

15 ACCAAAATGCTGTGTGCTGCTGACCCACAGTGGAAAACAGATTCCTGCCAGGGA 
GACTCAGGGGGACCCCTCGTCTGTTCCCTCCAAGGCCGCATGACTTTGACTGGAA 
TTGTGAGCTGGGGCCGTGGATGTGCCCTGAAGGACAAGCCAGGCGTCTACACGA 
GAGTCTCACACTTCTTACCCTGGATCCGCAGTCACACCAAGGAAGAGAATGGCCT 
GGCCCTCTGAGGGTCCCCAGGGAGGAAACGGGCACCACCCGCTTTCTTGCTGGTT 

20 GTCATTTTTGCAGTAGAGTCATCTCCATCAGCTGTAAGAAGAGACTGGGAAGAT 

. SEQ ID NO: 160 
>4727571H1 

GGCTCAGCCTGGAGGGACCCAACCAGAGCCTGGCCTGGGAGCCAGGATGGCCAT 
25 CCACAAAGCCTTGGTGATGTGCCTGGGACTGCCTCTCTTCCTGTTCCCAGGGGCC 
TGGGCCCAGGGCCATGTCCCACCCGGCTGCAGCCAAGGCCTCAAGCCCCTGTACT 
ACAACCTGTGTGACCGCTCTGGGGCGTGGGGCATCGTCCTGGACGCCGTTGCTGG 
GGCGGGCATTGTCACCACGTTTGTGCTCACCATCATCCT 

30 SEQ ID NO: 161 
>2135769H1 

GCTCGCGTCGCATTTGGCCGCCTCCCTACCGCTCCAAGCCCAGCCCTCAGCCATG 
GCATGCCCCCTGGATCAGGCCATTGGCCTCCTCGTGGCCATCTTCCACAAGTACT 
CCGGCAGGGAGGGTGACAAGCACACCCTGAGCAAGAAGGAGCTGAAGGAGCTG 
35 ATCCAGAAGGAGCTCACCATTGGCTCGAAGCTGCAGGATGCTGAAATTGCAAGG 
CTGATGGAAGACTTGGACCGGAACAAGGACCAGGAGGTGAACTTCCAGGAGTAT 
GTCACCTTCCTGGGGGC 

SEQ ID NO: 162 

40 >gi|2179161|gb|AA456585.1|AA456585 zx73cl0.sl Scares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:809394 3' similar to SW:RECQ_IIUMAN P46063 ATP- 
DEPENDENT DNA HELICASE Ql. mRNA sequence 

TCTTTAAAGGCTTTATTTGCATTCTTGTAAATTTTATTATTTCAAGTCAATGTGTTA 
AGAATTACTGCGCATATAGTTATTTCTTTTATAAATTTGTTTTCCGTGATTCCTTC 
45 AAAAGCTTTCTTATTGTTGGCCTTTATTTTCTGCAGAGAAGACTACAGTTTTACAG 
CTTATGCTACCATTTCGTATTTGAAAATAGGACCTAAAGCTAATCTTCTGAACAA 
TGAGGCACATGCTATTACTATGCAAGTGACAAAGTCCACGCAGAACTCTTTCAGG 
GTAAATGGCTATTAATTTTCAGTTTTATATATTT 
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SEQIDNO: 163 
>1452259F6 

CTGGTTCAATTTTTACAGGAATTCAGTAAGATAAATACTATTCTCTGAATTCAAA 
AAACAACTTCTTCAGGGCCACAAAACACTGGGGATAAAGACAAGAAGAACTACA 
5 GCAGGGGTCCCCACCTACTCGNN>MIS[NN]SnSINNN^^ 

CCATATCCAGGTACATCCACAAATCCAGCAGGCAATTCATAAGTCAGTCAAGCC 

GANAGCGAAAACATAACCAGAGCATCAGGGTTGTTGTGGCTGTGTTTTTTACCTG 

CTTTCTATCATATCACTTGTGCAGAATTCCTTTTACTTTTAGTCACTTAGACTAGG 
10 CTTTTAGATGAATCTGCACAA 

SEQ ID NO: 164 
>1650566F6 

CAATTCAGGCAACAGGAGCNANGGGCCAGGAAAGAACACCACCCTTTCACAATG 
15 AATTTGACACAATTGTCTTGCCGGTGCTTTATCTCATTATATTTGTGGCAAGCATC 
TTGCTGAATGGTTTAGCAGTGTGGATCTCTTCCACATTAGGAATAAAACCAGCTT 
CATATTCTATCTCAAAAACATAGTGGTTGCAGACCTCATAATGACGCTGACATTT 
CCATTTCGAATAGTCCATGATGCAGGATTTGGACCTTGGTACTTCAAGTTTATTCC 
CTGCAGATACACCTCAGTTTTGTTTTATGCAAACATGTATACTTCCATCGTG 

20 

SEQ ID NO: 165 

>gi|2177519|gb|AA454743.1|AA454743 zx77e01.sl Scares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:809784 3', mRNA sequence 

AGCTTTTTTTTTTCATAATAAAATGCATTCTTTATTGAGTGCATGGTGGCCCAGGT 
25 GCTATTCCATGTATGTCATAGGTGTGAAACTTTAAATCTTTCCAACAGCCACTGC 
CTTATGGAGACTGTATCATCCTTATCTTCATCTTACAGGTGAGAAATCTGCAGTG 
AAGAAAGGTACATCCCAAG 

SEQIDNO: 166 

30 >gi|2072424|gb|U831 15.1 jHSU83 115 Human non-lens beta gamma-crystaUin like protein 
(AIMl) mRNA, partial cds 

CAGCTCCGAGGGGAGTCGGACCGGAGCAAACAGCCACCCCCGGCTTCGTCCCCC 

ACGAAGAGGAAGGGCAGGAGCCGTGCCCTCGAGGCCGTGCCCGCCCCGCCCGCC 

AGCGGCCCCCGGGCTCCCGCCAAGGAGTCCCCACCCAAGAGGGTGCCCGATCCC 

35 AGCCCAGTCACCAAGGGCACTGCGGCCGAGAGCGGGGAGGAGGCGGCGCGGGC 
CATCCCCCGCGAGCTCCCGGTCAAGAGCAGCTCGCTGCTGCCGGAGATCAAGCC 
CGAGCACAAGAGGGGCCCGCTCCCCAACCACTTCAACGGCCGGGCAGAGGGAGG 
TCGAAGCAGAGAGCTGGGCAGAGCGGCCGGAGCGCCTGGAGCTTCTGACGCCGA 
CGGCTTGAAGCCCAGGAACCATTTCGGCGTGGGCAGGTCGACAGTGACCACTAA 

40 AGTGACCCTCCCTGCCAAGCCCAAACATGTGGAACTAAATCTTAAAACCCCTAAG 
AATCTTGACAGTTTGGGAAATGAGCACAATCCATTTAGCCAGCCAGTTCACAAAG 
GCAACACTGCCACCAAAATCTCCTTATTTGAAAACAAACGGACAAACAGTAGCC 
CAAGACACACTGACATTCGAGGCCCAAGGAATACTCCTGCCTCTAGTAAAACGTT 
TGTTGGGAGGGCAAAGCTGAATTTAGCCAAA^AAGCCAAAGAAATGGAGCAACC 

45 TGAAAAGAAAGTAATGCCAAACAGTCCCCAGAATGGTGTGCTGGTTAAGGAAAC 
TGCTATAGAAACCAAAGTTACCGTCTCGGAAGAAGAGATTCTGCCAGCAACCAG 
AGGAATGAATGGAGACTCTTCTGAGAATCAAGCTCTTGGTCCTCAGCCTAACCAA 
GATGATAAAGCAGATGTACAAACAGATGCTGGCTGCCTTTCAGAACCAGTGGCT 
TCTGCTCTGATTCCTGTCAAGGATCATAAGCTCTTAGAGAAGGAGGACTCAGAGG 
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CTGCAGACAGCAAAAGCCTTGTACTTGAAAATGTAACCGATACAGCACAAGACA 
TCCCCACCACTGTGGATACCAAAGATTTACCTCCAACGGCCATGCCAAAGCCACA 
GCATACATTTTCTGACTCACAGTCCCCTGCTGAGTCATCTCCTGGGCCTTCTCTTT 
CACTGTCTGCACCCGCTCCTGGGGATGTTCCCAAAGACACATGTGTTCAATCACC 
5 CATAAGCAGTTTCCCATGCACTGATCTAAAAGTGTCAGAAAACCATAAAGGATG 
TGTTTTGCCTGTGTCTCGTCAGAACAATGAGAAAATGCCACTTTTAGAACTTGGA 
GGAGAAACAACCCCTCCTTTGTCCACAGAGCGTAGTCCAGAAGCTGTGGGAAGT 
GAGTGTCCATCCAGAGTCCTCGTCCAGGTCAGGTCCTTCGTGCTCCCCGTGGAGA 
GCACCCAGGATGTGAGCTCCCAGGTCATCCCAGAGAGCTCTGAAGTTAGAGAAG 

10 TGCAGTTGCCAACTTGTCACAGTAATGAACCTGAAGTGGTTTCCGTTGCAAGTTG 
TGCTCCCCCACAAGAGGAAGTACTGGGCAATGAACACTCTCATTGCACAGCAGA 
GCTCGCGGCAAAATCTGGCCCACAAGTCATACCGCCAGCATCAGAGAAAACTCT 
GCCTATTCAGGCTCAAAGTCAGGGCAGCAGAACACCCCTGATGGCTGAATCCAG 
TCCCACCAACTCTCCCAGCAGCGGAAATCACTTAGCCACTCCTCAAAGGCCAGAT 

15 CAGACTGTTACAAATGGCCAGGATAGCCCTGCCAGCCTTTTGAACATTTCTGCTG 
GTAGTGATGATAGTGTATTTGATTCTTCTTCTGATATGGAAAAATTCACTGAAATT 
ATAAAACAGATGGATAGCGCAGTTTGTATGCCCATGAAAAGAAAGAAGGCCAGG 
ATGCCAAACTCTCCTGCTCCTCACTTTGCCATGCCTCCTATTCACGAAGACCATTT 
AGAAAAGGTGTTTGATCCCAAAGTGTTTACCTTTGGTTTGGGGAAGAAGAAGGA 

20 AAGTCAGCCAGAAATGTCACCGGCTTTACATTTGATGCAGAACCTTGACACAAA 
ATCCAAACTGAGACCCAAACGTGCATCTGCTGAACAGAGCGTCCTCTTCAAGTCC 
CTGCACACCAACACTAATGGGAACAGTGAGCCTCTGGTGATGCCGGAAATCAAT 
GACAAAGAGAACAGGGACGTCACAAATGGTGGCATTAAGAGATCGAGACTAGA 
AAAAAGTGCACTTTTCTCAAGCTTGTTATCTTCTTTACCACAAGACAAAATCTTTT 

25 CTCCTTCTGTGACATCAGTCAACACTATGACCACGGCTTTCAGTACTTCTCAGAA 
CGGTTCCCTATCTCAGTCTTCAGTGTCACAGCCCACGACTGAGGGTGCCCCGCCC 
TGTGGTTTGAACAAAGAACAGTCAAATCTTCTGCCCGACAACTCCTTAAAGGTCT 
TCAATTTCAACTCGTCAAGTACATCACACTCCAGTTTGAAAAGTCCAAGCCACAT 
GGAAAAATACCCGCAAAAAGAGAAAACCAAAGAAGATCTGGATTCACGAAGCA 

30 ACCTACACTTGCCAGAAACTAAATTTTCTGAATTGTCAAAACTGAAGAATGATGA 
TATGGAAAAGGCTAATCATATTGAAAGTGTTATTAAATCAAACTTGCCAAACTGT 
GCAAACAGTGACACCGACTTCATGGGTCTTTTCAAATCAAGCCGGTATGACCCAA 
GCATTTCTTTTTCTGGAATGTCATTATCAGACACAATGACACTTAGAGGAAGTGT 
CCAAAATAAACTCAATCCCCGACCTGGAAAGGTAGTGATATATAGTGAACCCGA 

35 CGTCTCTGAGAAGTGCATTGAAGTTTTCAGTGACATTCAGGATTGCAGTTCTTGG 
AGCCTCTCTCCAGTGATACTCATAAAAGTTGTTAGAGGATGTTGGATTTTGTATG 
AGCAACCAAATTTTGAAGGGCACTCCATCCCCTTAGAAGAAGGAGAATTGGAAC 
TCTCTGGTCTCTGGGGTATAGAAGACATTTTGGAAAGGCACGAAGAAGCAGAGT 
CTGATAAGCCAGTGGTGATTGGTTCCATCAGACATGTGGTTCAGGATTACAGAGT 

40 TAGTCACATTGACTTATTTACTGAACCAGAAGGGTTAGGAATCCTAAGTTCCTAC 
TTTGATGATACTGAAGAAATGCAGGGATTTGGTGTAATGCAGAAGACTTGTTCCA 
TGAAAGTACATTGGGGCACGTGGCTGATTTATGAAGAACCTGGATTTCAGGGTGT 
TCCTTTCATCCTGGAACCTGGTGAATACCCTGACTTGTCCTTCTGGGATACAGAA 
GCAGCGTACATTGGATCCATGCGGCCTCTGAAAATGGGTGGCCGTAAAGTTGAA 

45 TTCCCTACAGATCCAAAGGTAGTTGTTTATGAAAAGCCTTTCTTTGAAGGAAAAT 
GTGTGGAACTAGAAACAGGAATGTGTAGTTTTGTCATGGAGGGAGGTGAAACAG 
AAGAGGCGACTGGAGACGATCATTTGCCGTTTACGTCAGTGGGGTCTATGAAAG 
TTCTAAGAGGCATTTGGGTTGCATATGAGAAGCCTGGATTTACCGGTCATCAGTA 
TTTGCTAGAAGAAGGAGAATACAGGGACTGGAAAGCCTGGGGAGGTTACAATGG 
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AGAGCTTCAGTCTTTACGACCTATATTAGGTGATTTTTCAAATGCTCACATGATA 
ATGTACAGTGAAAAAAACTTTGGATCCAAAGGTTCCAGTATTGATGTATTGGGAA 
TTGTTGCTAATTTAAAGGAGACTGGATATGGAGTGAAGACACAGTCTATTAATGT 
ACTGAGTGGAGTATGGGTAGCCTATGAAAATCCTGACTTCACAGGAGAACAGTA 
5 TATACTGGATAAAGGATTTTATACCAGTTTTGAGGACTGGGGAGGCAAAAATTAT 
AAGATCTCTTCTGTTCAACCTATATGTTTGGATTCTTTCACTGGCCCAAGGAGACG 
AAATCAGATTCACTTGTTTTCAGAACCACAGTTTCAAGGTCACAGTCAAAGTTTT 
GAAGAAACAACAAGTCAAATTGATGATTCATTTTCTACCAAGTCTTGCAGAGTTT 
CAGGAGGCAGCTGGGTTGTATATGATGGAGAAAATTTCACTGGTAATCAATACG 

10 TGTTGGAAGAAGGCCATTATCCTTGTCTGTCTGCAATGGGATGCCCGCCTGGAGC 
AACTTTCAAGTCTCTTCGTTTTATAGATGTTGAATTTTCTGAACCAACAATTATTC 
TCTTTGAAAGAGAAGACTTCAAAGGAAAAAAGATTGAACTTAATGCAGAAACTG 
TCAATCTCCGATCCCTGGGATTCAACACACAAATACGCTCTGTTCAGGTTATTGG 
TGGCATATGGGTTACTTATGAATATGGCAGTTACAGAGGGCGACAGTTCCTATTG 

15 TCACCTGCAGAAGTACCTAATTGGTATGAATTCAGTGGCTGTCGCCAAATAGGTT 
CTCTACGACCTTTTGTTCAGAAGCGAATTTATTTCAGACTTCGAAACAAAGCAAC 
AGGGTTATTCATGTCAACCAATGGAAACTTAGAGGATCTGAAGCTTCTGAGGATA 
CAGGTCATGGAGGATGTCGGGGCCGATGATCAGATTTGGATCTATCAAGAAGGA 
TGTATCAAATGCAGGATAGCAGAAGACTGCTGCCTGACGATTGTGGGCAGCCTG 

20 GTAACATCTGGCTCCAAGCTAGGCCTGGCCCTGGACCAGAATGCTGACAGCCAG 
TTCTGGAGCTTGAAGTCCGATGGCAGGATTTACAGCAAGTTGAAGCCAAATTTAG 
TTTTAGACATTAAAGGGGGCACACAGTATGATCAAAATCACATTATCCTCAACAC 
TGTCAGCAAAGAGAAGTTTACACAAGTGTGGGAAGCCATGGTCCTATATACCTG 
AACAAAGAAGGAAGAAGAATCTTCTGGAGGTCCTTCCAGCCACCTTATTTCTTAA 

25 AAAGGACAATGCTGATGGAAGACCAGACTGGAAAGTGGATCGACTCCTCCTTCA 
TTGATTCTAAATTCAACCTTAAATCATGCTGCCATGACTCAGAGAACTTACTCAT 
CGTTTCAAAAGACTATCATAGCTTTAAACCAATAATTTGTCCTCCTTTCATTTCTT 
GCCnTTCATTTTTGGTAGCTGCTTAAACAGGTTGCCTAATTAGCAGCTTTTGGGTG 
ATTTTGTAAAATGTTATATCAAGATTTCAAGACTGTGTACATTTTAAATTATTTCC 

30 AAAGATAGTGACAGGAGAGAACTGGAACAAATTTACCAACTTTGTGGACCTACA 
AAGCCCTTACACTTTAAAGGGTAAGACAAAGGCTTAAGTTTGAAAGGTAGAGAA 
CTGTTTAGCATCTGAGAAGAAATACTTTATTAGGCCTGTAATTTTGGTTCTTGGCC 
TTAAACACTTTCTGGAACCTTTAAATATGCTGCATAGCACAATGGGAAAGCCTTA 
GGTATTCACACATTTAAGGAACTCTAAACAAAATACTATTTTCCTTTAGTTCATAT 

35 TAAAAATTAATACATTTTAAAAATTTAATGTCAAAGTCTGGTAACATTTGTTAGT 
AGGATTTGAGTTATTATTTTTTGAGACAGGATCTCAGGCTGGAGTGCAGTGGCAC 
AATCACGGCTCACTGCAGCCTCTACCTCCCCAGGCTCAGGTGATCCTCCCACCTC 
AGCCTCCCAAGTAGCTGGGACTATAGGCACACATCACCAAGCCCAGCCAAATTTT 
GTTTTTTTTTTGTAGAGATGGGGTTTCATCACGTTGCCCAGGCTGATCTCGAACCT 

40 CTGGGCTCAAGCAATTCACTCGCCTCGGCCTCCCAAAATGCTGGGATTACAGGCC 
TGAGCCACTGCGCCCAGCCAGGATTTGAATTATTTTAACTCATCCATGGGCTGCC 
CTAGAATGTCACAAATGAGGGTTGTTTAATGCCTTTCTTATAGCTGCTACTGGAA 
CACTATTATGACCTAATTTATGAGCCATCCTTACTCATCTACAAGTGCTGAAGCA 
ATGTTACATACTTTTTTGCTAAACTCAGATTTTTTAGCCTAATTTCTTGTCCTCCTA 

45 TCCACCTGCATCCACACATGGCCTGCATGGGGCTGCCTTCCCTGCAGTGTTCTGC 
AGCCATGCTTCAGGGTATAGCTGTTGGTGGACAGCCTCAGGTCTTGGGGGCACTA 
TAGCCACTAAACGAGGTGTGAAAGGCTCAAGAGGATGACCAGCAATTAATTATC 
CCCAGAAAGTGAAGGAAAAGAGACCTTTAGGGATGTTGCTGGTCAAGTCTTGAT 
TTGACCGGAGTCAAATCAATCTTCAAGCAATCTTGGAATCCTCAACTGCAGTAAG 
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CATTTCAAAATGCAAACAAACTGCTTAACAACTGACAAGACACCAGCCCATATG 
CTGCTCTTCCAACAGTGGGTTCTAGCTTTGAACAAAAGTGCTAAACATTTCCTTG 
AATATATTCTTCCTCTTTTTGTCCTCATCACTCAATACTGGTGCTCTTGTCACAGG 
TAGAACAGCTTGTTTCTTTTCCATCTATTCAAGTGTGTTTCTAATTCTAAAATGCT 
5 GATCTTCTCTGGAGTCTATGGTAGGCAATTATGGTCACTGGAATAGTTTGTCTTGT 
TTTAAAATATTATTGGTGCATGTACAACAGCATCCAACATATCTGTCTTGTTCCTA 
GATATATAGCTCTGATTTTAGGCCTTTTGTGCATACCATTACAATATGGTGGGGT 
AAGACATTCTACAGTAGCCTGTGCTGAACTGATCTCTTAAATAAACTTGCTTCTG 
GTTAACTAAAAAAAAAAAAAAAAAAAAA 

10 

SEQIDNO: 167 

>gi|1518787|gb|U62801.1|HSU62801 Human protease M mRNA, complete cds 

AGGCGGACAAAGCCCGATTGTTCCTGGGCCCTTTCCCCATCGCGCCTGGGCCTGC 

TCCCCAGCCCGGGGCAGGGGCGGGGGCCAGTGTGGTGACACACGCTGTAGCTGT 

1 5 CTCCCCGGCTGGCTGGCTCGCTCTCTCCTGGGGACAC AGAGGTCGGCAGGCAGCA 
CACAGAGGGACCTACGGGCAGCTGTTCCTTCCCCCGACTCAAGAATCCCCGGAG 
GCCCGGAGGCCTGCAGCAGGAGCGGCCATGAAGAAGCTGATGGTGGTGCTGAGT 
CTGATTGCTGCAGCCTGGGCAGAGGAGCAGAATAAGTTGGTGCATGGCGGACCC 
TGCGACAAGACATCTCACCCCTACCAAGCTGCCCTCTACACCTCGGGCCACTTGC 

20 TCTGTGGTGGGGTCCTTATCCATCCACTGTGGGTCCTCACAGCTGCCCACTGCAA 
AAAACCGAATCTTCAGGTCTTCCTGGGGAAGCATAACCTTCGGCAAAGGGAGAG 
TTCCCAGGAGCAGAGTTCTGTTGTCCGGGCTGTGATCCACCCTGACTATGATGCC 
GCCAGCCATGACCAGGACATCATGCTGTTGCGCCTGGCACGCCCAGCCAAACTCT 
CTGAACTCATCCAGCCCCTTCCCCTGGAGAGGGACTGCTCAGCCAACACCACCAG 

25 CTGCCACATCCTGGGCTGGGGCAAGACAGCAGATGGTGATTTCCCTGACACCATC 
CAGTGTGCATACATCCACCTGGTGTCCCGTGAGGAGTGTGAGCATGCCTACCCTG 
GCCAGATCACCCAGAACATGTTGTGTGCTGGGGATGAGAAGTACGGGAAGGATT 
CCTGCCAGGGTGATTCTGGGGGTCCGCTGGTATGTGGAGACCACCTCCGAGGCCT 
TGTGTCATGGGGTAACATCCCCTGTGGATCAAAGGAGAAGCCAGGAGTCTACAC 

30 CAACGTCTGCAGATACACGAACTGGATCCAAAAAACCATTCAGGCCAAGTGACC 
CTGACATGTGACATCTACCTCCCGACCTACCACCCCACTGGCTGGTTCCAGAACG 
TCTCTCACCTAGACCTTGCCTCCCCTCCTCTCCTGCCCAGCTCTGACCCTGATGCT 
TAATAAACGCAGCGACGTGAGGGTCCTGATTCTCCCTGGTTTTACCCCAGCTCCA 
TCCTTGCATCACTGGGGAGGACGTGATGAGTGAGGACTTGGGTCCTCGGTCTTAC 

35 CCCCACCACTAAGAGAATACAGGAAAATCCCTTCTAGGCATCTCCTCTCCCCAAC 
CCTTCCACACGTTTGATTTCTTCCTGCAGAGGCCCAGCCACGTGTCTGGAATCCC 
AGCTCCGCTGCTTACTGTCGGTGTCCCCTTGGGATGTACCTTTCTTCACTGCAGAT 
TTCTCACCTGTAAGATGAAGATAAGGATGATACAGTCTCCATCAGGCAGTGGCTG 
TTGGAAAGATTTAAGATTTCACACCTATGACATACATGGGATAGCACCTGGGCCG 

40 CCATGCACTCAATAAAGAATGTATTTT 

SEQ ID NO: 168 

>gi|2570124|dbj|AB000712.1|AB000712 Homo sapiens hCPE-RmKNA for CPE-receptor, 

complete cds 

45 GAAGGAACTGGTTCTGCTCACACTTGCTGGCTTGCGCATCAGGACTGGCTTTATC 
TCCTGACTCACGGTGCAAAGGTGCACTCTGCGAACGTTAAGTCCGTCCCCAGCGC 
TTGGAATCCTACGGCCCCCACAGCCGGATCCCCTCAGCCTTCCAGGTCCTCAACT 
CCCGTGGACGCTGAACAATGGCCTCCATGGGGCTACAGGTAATGGGCATCGCGC 
TGGCCGTCCTGGGCTGGCTGGCCGTCATGCTGTGCTGCGCGCTGCCCATGTGGCG 
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CGTGACGGCCTTCATCGGCAGCAACATTGTCACCTCGCAGACCATCTGGGAGGGC 
CTATGGATGAACTGCGTGGTGCAGAGCACCGGCCAGATGCAGTGCAAGGTGTAC 
GACTCGCTGCTGGCACTGCCGCAGGACCTGCAGGCGGCCCGCGCCCTCGTCATCA 
TCAGCATCATCGTGGCTGCTCTGGGCGTGCTGCTGTCCGTGGTGGGGGGCAAGTG 
5 TACCAACTGCCTGGAGGATGAAAGCGCCAAGGCCAAGACCATGATCGTGGCGGG 
CGTGGTGTTCCTGTTGGCCGGCCTTATGGTGATAGTGCCGGTGTCCTGGACGGCC 
CACAACATCATCCAAGACTTCTACAATCCGCTGGTGGCCTCCGGGCAGAAGCGG 
GAGATGGGTGCCTCGCTCTACGTCGGCTGGGCCGCCTCCGGCCTGCTGCTCCTTG 
GCGGGGGGCTGCTTTGCTGCAACTGTCCACCCCGCACAGACAAGCCTTACTCCGC 

10 CAAGTATTCTGCTGCCCGCTCTGCTGCTGCCAGCAACTACGTGTAAGGTGCCACG 
GCTCCACTCTGTTCCTCTCTGCTTTGTTCTTCCCTGGACTGAGCTCAGCGCAGGCT 
GTGACCCCAGGAGGGCCCTGCCACGGGCCACTGGCTGCTGGGGACTGGGGACTG 
GGCAGAGACTGAGCCAGGCAGGAAGGCAGCAGCCTTCAGCCTCTCTGGCCCACT 
CGGACAACTTCCCAAGGCCGCCTCCTGCTAGCAAGAACAGAGTCCACCCTCCTCT 

15 GGATATTGGGGAGGGACGGAAGTGACAGGGTGTGGTGGTGGAGTGGGGAGCTG 
GCTTCTGCTGGCCAGGATAGCTTAACCCTGACTTTGGGATCTGCCTGCATCGGCG 
TTGGCCACTGTCCCCATTTACATTTTCCCCACTCTGTCTGCCTGCATCTCCTCTGTT 
CCGGGTAGGCCTTGATATCACCTCTGGGACTGTGCCTTGCTCACCGAAACCCGCG 
CCCAGGAGTATGGCTGAGGCCTTGCCCACCCACCTGCCTGGGAAGTGCAGAGTG 

20 GATGGACGGGTTTAGAGGGGAGGGGCGAAGGTGCTGTAAACAGGTTTGGGCAGT 
GGTGGGGGAGGGGGCCAGAGAGGCGGCTCAGGTTGCCCAGCTCTGTGGCCTCAG 
GACTCTCTGCCTCACCCGCTTCAGCCCAGGGCCCCTGGAGACTGATCCCCTCTGA 
GTCCTCTGCCCCTTCCAAGGACACTAATGAGCCTGGGAGGGTGGCAGGGAGGAG 
GGGACAGCTTCACCCTTGGAAGTCCTGGGGTTTTTCCTCTTCCTTCTTTGTGGTTT 

25 CTGTTTTGTAATTTAAGAAGAGCTATTCATCACTGTAATTATTATTATTTTCTACA 
ATAAATGGGACCTGTGCACAGG 

SEQIDNO: 169 
>2027449H1 

30 CTCTGCCACCTGGTCTGCCACAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGC 
TGGCTGTGCTGGTCACTACCTTCCACAAGTACTCCTGCCAAGAGGGCGACAAGTT 
CAAGCTGAGTAAGGGGGAAATGAAGGAACTTCTGCACAAGGAGCTGCCCAGCTT 
TGTGGGGGAGAAAGTGGATGAGGAGGGGTGAAGAAGCTGATGGGCAGCCTGGA 
TGAGAACACGGACAAGCAGGTGGACTTCCAGGAGTATGCTGTTTTCCTGGGAAC 

35 TCATCA 

SEQ ID NO: 170 

>gi|338633|gb|J05392.11HUMSYN Human syndecan mRNA, complete cds 
GGAGAGGTGCGGGCCGAATCCGAGCCGAGCGAGAGGAATCCGGCAGTAGAGAG 

40 CGGACTCCAGCCGGCGGACCCTGCAGCCCTCGCCTGGGACAGCGGCGCGCTGGG 
CAGGCGCCCAAGAGAGCATCGAGCAGCGGAACCCGCGAAGCCGGCCCGCAGCC 
GCGACCCGCGCAGCCTGCCGCTCTCCCGCCGCCGGTCCGGGCAGCATGAGGCGC 
GCGGCGCTCTGGCTCTGGCTGTGCGCGCTGGCGCTGAGCCTGCAGCTGGCCCTGC 
CGCAAATTGTGGCTACTAATTTGCCCCCTGAAGATCAAGATGGCTCTGGGGATGA 

45 CTCTGACAACTTCTCCGGCTCAGGTGCAGGTGCTTTGCAAGATATCACCTTGTCA 
CAGCAGACCCCCTCCACTTGGAAGGACACGCAGCTCCTGACGGCTATTCCCACGT 
CTCCAGAACCCACCGGCCTGGAGGCTACAGCTGCCTCCACCTCCACCCTGCCGGC 
TGGAGAGGGGCCCAAGGAGGGAGAGGCTGTAGTCCTGCCAGAAGTGGAGCCTG 
GCCTCACCGCCCGGGAGCAGGAGGCCACCCCCCGACCCAGGGAGACCACACAGC 
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TCCCGACCACTCATCAGGCCTCAACGACCACAGCCACCACGGCCCAGGAGCCCG 
CCACCTCCCACCCCCACAGGGACATGCAGCCTGGCCACCATGAGACCTCAACCCC 
TGCAGGACCCAGCCAAGCTGACCTTCACACTCCCCACACAGAGGATGGAGGTCC 
TTCTGCCACCGAGAGGGCTGCTGAGGATGGAGCCTCCAGTCAGCTCCCAGCAGC 
5 AGAGGGCTCTGGGGAGCAGGACTTCACCTTTGAAACCTCGGGGGAGAATACGGC 
TGTAGTGGCCGTGGAGCCTGACCGCCGGAACCAGTCCCCAGTGGATCAGGGGGC 
CACGGGGGCCTCACAGGGCCTCCTGGACAGGAAAGAGGTGCTGGGAGGGGTCAT 
TGCCGGAGGCCTCGTGGGGCTCATCTTTGCTGTGTGCCTGGTGGGTTTCATGCTGT 
ACCGCATGAAGAAGAAGGACGAAGGCAGCTACTCCTTGGAGGAGCCGAAACAA 

10 GCCAACGGCGGGGCCTACCAGAAGCCCACCAAACAGGAGGAATTCTATGCCTGA 
CGCGGGAGCCATGCGCCCCCTCCGCCCTGCCACTCACTAGGCCCCCACTTGCCTC 
TTCCTTGAAGAACTGCAGGCCCTGGCCTCCCCTGCCACCAGGCCACCTCCCCAGC 
ATTCCAGCCCCTCTGGTCGCTCCTGCCCACGGAGTCGTGGGTGTGCTGGGAGCTC 
CACTCTGCTTCTCTGACTTCTGCCTGGAGACTTAGGGCACCAGGGGTTTCTCGCAT 

15 AGGACCTTTCCACCACAGCCAGCACCTGGCATCGCACCATTCTGACTCGGTTTCT 
CCAAACTGAAGCAGCCTCTCCCCAGGTCCAGCTCTGGAGGGGAGGGGGATCCGA 
CTGCTTTGGACCTAAATGGCCTCATGTGGCTGGAAGATCTGCGGGTGGGGCTTGG 
GGCTCACACACCTGTAGCACTTACTGGTAGGACCAAGCATCTTGGGGGGGTGGC 
CGCTGAGTGGCAGGGACAGGAGTCACTTTGTTTCGTGGGGAGGTCTAATCTAGAT 

20 ATCGACTTGTTTTTGCACATGTTTCCTCTAGTTCTTTGTTCATAGCCCAGTAGACC 
TTGTTACTTCTGAGGTAAGTTAAGTAAGTTGATTCGGTATCCCCCCATCTTGCTTC 
CCTAATCTATGGTCGGGAGACAGCATCAGGGTTAAGAAGACTTTTTTTTTTTTTTT 
TTAAACTAGGAGAACCAAATCTGGAAGCCAAAATGTAGGCTTAGTTTGTGTGTTG 
TCTCTTGAGTTTGTCGCTCATGTGTGCAACAGGGTATGGACTATCTGTCTGGTGGC 

25 CCCGTTTCTGGTGGTCTGTTGGCAGGCTGGCCAGTCCAGGCTGCCGTGGGGCCGC 
CGCCTCTTTCAAGCAGTCGTGCCTGTGTCCATGCGCTCAGGGCCATGCTGAGGCC 
TGGGCCGCTGCCACGTTGGAGAAGCCCGTGTGAGAAGTGAATGCTGGGACTCAG 
CCTTCAGACAGAGAGGACTGTAGGGAGGGCGGCAGGGGCCTGGAGATCCTCCTG 
CAGACCACNCCCGTCCTGCCTGTGCGCCGTCTCCAGGGGCTGCTTCCTCCTGGAA 

30 ATTGACGAGGGGTGTCTTGGGCAGAGCTGGCTCTGAGCGCCTCCATCCAAGGCC 
AGGTTCTCCGTTAGCTCCTGTGGCCCCACCCTGGGCCCTGGGCTGGAATCAGGAA 
TATTTTCCAAAGAGTGATAGTCTTTTGCTTTTGGCAAAACTCTACTTAATCCAATG 
GGTTTTTCCCTGTACAGTAGATTTTCCAAATGTAATAAACTTTAATATAAAGT 

35 SEQ ID NO: 171 

>gi|602452|gb|M253 15.1 |HUMCYTNEWA Homo salens (clone pAT 464) potential 
lymphokine/cytokine mRNA, complete cds 

GAATTCCCGGGCAGCAGACAGTGGTCAGTCCTTTCTTGGCTCTGCTGACACTCGA 
GCCCACATTCCGTCACCTGCTCAGAATCATGCAGGTCTCCACTGCTGCCCTTGCT 

40 GTCCTCCTCTGCACCATGGCTCTCTGCAACCAGTTCTCTGCATCACTTGCTGCTGA 
CACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGGCAGATTCCACAGAATTTC 
ATAGCTGACTACTTTGAGACGAGCAGCCAGTGCTCCAAGCCCGGTGTCATCTTCC 
TAACCAAGCGAAGCCGGCAGGTCTGTGCTGACCCCAGTGAGGAGTGGGTCCAGA 
AATATGTCAGCGACCTGGAGCTGAGTGCCTGAGGGGTCCAGAAGCTTCGAGGCC 

45 CAGCGACCTCGGTGGGCCCAGTGGGGAGGAGCAGGAGCCTGAGCCTTGGGAACA 
TGCGTGTGACCTCCACAGCTACCTCTTCTATGGACTGGTTGTTGCCAAACAGCCA 
CACTGTGGGACTCTTCTTAACTTAAATTTTAATTTATTTATACTATTTAGTTTTTGT 
AATTTATTTTCGATTTCACAGTGTGTTTGTGATTGTTTGCTCTGAGAGTTCCCCTG 
TCCCCTCCCCCTTCCCTCACACCGCGTCTGGTGACAACCGAGTGGCTGTCATCAG 



171 



wo 02/074979 



PCT/US02/08456 



CCTGTGTAGGCAGTCATGGCACCAAAGCCACCAGACTGACAAATGTGTATCGGA 
TGCTTTTGTTCAGGGCTGTGATCGGCCTGGGGAAATAATAAAGATGCTCTTTTAA 
AAGGT 

5 SEQ ID NO: 172 

>gi|179039|gb|M30704.1|HUMARXC Human amphiregulin (AR) mRNA, complete cds, 
clones lambda- ARl and lambda- AR2 

AGACGTTCGCACACCTGGGTGCCAGCGCCCCAGAGGTCCCGGGACAGCCCGAGG 
CGCCGCGCCCGCCGCCCCGAGCTCCCCAAGCCTTCGAGAGCGGCGCACACTCCC 

10 GGTCrCCACTCGCTCTTCCAACACCCGCTCGTTTTGCGGCAGCTCGTGTCCCAGA 
GACCGAGTTGCCCCAGAGACCGAGACGCCGCCGCTGCGAAGGACCAATGAGAGC 
CCCGCTGCTACCGCCGGCGCCGGTGGTGCTGTCGCTCTTGATACTCGGCTCAGGC 
CATTATGCTGCTGGATTGGACCTCAATGACACCTACTCTGGGAAGCGTGAACCAT 
TTTCTGGGGACCACAGTGCTGATGGATTTGAGGTTACCTCAAGAAGTGAGATGTC 

15 TTCAGGGAGTGAGATTTCCCCTGTGAGTGAAATGCCTTCTAGTAGTGAACCGTCC 
TCGGGAGCCGACTATGACTACTCAGAAGAGTATGATAACGAACCACAAATACCT 
GGCTATATTGTCGATGATTCAGTCAGAGTTGAACAGGTAGTTAAGCCCCCCCAAA 
ACAAGACGGAAAGTGAAAATACTTCAGATAAACCCAAAAGAAAGAAAAAGGGA 
GGCAAAAATGGAAAAAATAGAAGAAACAGAAAGAAGAAAAATCCATGTAATGC 

20 AGAATTTCAAAATTTCTGCATTCACGGAGAATGCAAATATATAGAGCACCTGGA 
AGCAGTAACATGCAAATGTCAGCAAGAATATTTCGGTGAACGGTGTGGGGAAAA 
GTCCATGAAAACTCACAGCATGATTGACAGTAGTTTATCAAAAATTGCATTAGCA 
GCCATAGCTGCCTTTATGTCTGCTGTGATCCTCACAGCTGTTGCTGTTATTACAGT 
CCAGCTTAGAAGACAATACGTCAGGAAATATGAAGGAGAAGCTGAGGAACGAA 

25 AGAAACTTCGACAAGAGAATGGAAATGTACATGCTATAGCATAACTGAAGATAA 
AATTACAGGATATCACATTGGAGTCACTGCCAAGTCATAGCCATAAATGATGAGT 
CGGTCCTCTTTCCAGTGGATCATAAGACAATGGACCCTTTTTGTTATGATGGTTTT 
AAACTTTCAATTGTCACTTTTTATGCTATTTCTGTATATAAAGGTGCACGAAGGTA 
AAAAGTATTTTTTCAAGTTGTAAATAATTTATTTAATATTTAATGGAAGTGTATTT 

30 ATTTTACAGCTCATTAAACTTTTTTAACC 

SEQ ID NO: 173 

>1227785H1 

AAGATTTGCATTCACCTGGCCCAAACCCTTTTTGTCTCTTTGGGTGACCGGAAAA 
35 CTCCACCTCAAGTTTTCTTTTGTGGGGCTGCCCCCCAAGTGTCGTTTGTTTTACTG 
TAGGGTCTCCCCGCCCGGCGCCCCCAGTGTTTTCTGAGGGCGGAAATGGCCAATT 
CGGGCCTGCAGTTGCTGGGCTTCTCCATGGCCCTGCTGGGCTGGGTGGGTCTGGT 
GGCCTGCACCGCCATCCCGNAGTGGCAGATGAGCTCCTATGCGGGTGACA 

40 SEQ ID NO: 174 
>4872203H1 

CTGCTGGCTCACCTCCGAGCCACCTCTGCTGCGCACCGCACCTCGGACCTACAGC 
CCAGGATACTTTGGGACTTGCCGGCGCTCAGAAACGCGCCCAGACGGCCCCTCC 
ACCTTTTGTTTGCCTAGGGCGCCGAGAGCGCCCGGAGGGAACCGCCTGGCCTTCG 
45 GGGACCACCAATTTTGTCTGGAACCACCCTCCCGGCGTATCCTACTCCCTGTGCC 
GCGAGCCATCGCTTCACTGGAGGG 
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SEQ ID NO: 175 

>gi|1011705|gb|H58873.1|H58873 yr36al2.sl Scares fetal liver spleen INFLS Homo sapiens 
cDNA clone IMAGE:207358 3' similar to gb:K03195 GLUCOSE TRANSPORTER TYPE 1, 
ERYTHROCYTE/BRAIN (HUMAN)» niRNA sequence 
5 ACTATAACTTAGTGTCTGTATTTAATATTGACAACCAAAAATATATATANTTTTNT 
TGCATCTATACACAACAGGGCAGGAGTCTCCATGTNTTCTTGAGCAGTGAGTTTG 
CAGGCTCCCACAGGCCCTCTTCTCATGGTAATAGTGTGGCCCTAGTGCAAAGGAG 
ACTAGAACCCGGCAGCCCAGACTGGCCCTTCCCCTCTCCTCCCTGCACTCCAGTG 
CTTCCCAACTGGTCTCAGGTAAAGAAAGNTTANTTTGAGTGGTTGGGTAGGAAG 
10 AGATGGGAAGGGGCAAATCCTAATGGGAGCCTGACCCCTAGAGTGGGGAGTTCC 
AGGGCCAGCAGAACGGGTGGGCCATAGCCCTNCCTGGGGNTAGAAGCTTTGTAG 
TTCATAGTTCGATTAGTNTGTCCNTAGGGCATNAGGTNCCAGCCCTACAGATTAG 
CT 

15 SEQ ID NO: 176 
>1858095F6 

CATCCATTCATCGATTCGCGCATTCTCCAGACCTTTACAGCCTGTGCTGGGTACTG 
GAGACTCCCTGGGTGGGGGCCCTGAGGGCCCGTGCTTCTGCCCCACCCCCTGCAA 
CCTGACACGCTATGGGAAAGAGATCTCCATGGTCAGGATCCCCAACAGGGGCTC 

20 AGCCCGGTACCTGGCGAGGAAGTACAACCGCAACGAGACCTACATACGGGAGAA 
CTTCCTGGTCCTAGATGTCTTCTTTGAGGCCCTGACCTCTGAAGCCATGGAGCAG 
CGAGCAGCCTATGGCCTGTCAGCCCTGCTGGGAGACCTCGGGGGACAGATGGGC 
CTGTTCATTGGGGCCAGCATCCTCACGTTGCTGGAGATCCTCGACTACATCTATG 
AGGTGTCCTGGGATCGACTGAAGCGGGTATGGAGGCGTCCCAAGACCCCCCCTG 

25 GGGACCTCCACTGGGGGCATCTCCA 

SEQ ID NO: 177 

>gil20469191gb|AA393950.1|AA393950 zt78al0.rl SoaresJestisJSIHT Homo sapiens cDNA 
clone IMAGE:728442 5' similar to gb:L29007_cdsl AMILORIDE-SENSITIVE SODIUM 

30 CHANNEL ALPHA-SUBUNIT (HUMAN);, mRNA sequence 

AGGAGAGCATGATCAAGGAGTGTGGCTGTCTACATCTTCTATCCGCGGCCCCAGA 
ACGTGGAGTACTGTGACTACAGAAAGCACAGTTCCTGGGGGTACTGCTACTATA 
AGCTCCAGGTTGACTTCTCCTCAGACCACCTGGGCTGTTTCACCAAGTGCCGGAA 
GCCATGCAGCGTGACCAGCTACCAGCTCTCTGCTGGTTACTCACGATGGCCCTCG 

35 GTGACATCCCAGGAATGGGTCTTCCAGATGCTATCGCGACAGAACAATTACACC 
GTCAACAACAAGAGAAATGGAGTGGCCAAAGTCAACATCTTCTTCAAGGAGCTG 
AACTACAAAACCAATTCTGAGTCTCCCTCTGTCACGATGGTCACCCTCCTGTCCA 
ACCTGGGCAGCCAGTGGAGCCTGTGGTTCGGCTCCTCGGTGTTGTCTGTGGTGGA 
GATGGCTGAGCTCGTCTTTGACCTGCTGGTCATCATGTTCCTCATGCTGCTCGAAG 

40 TTCTNN 

SEQ ID NO: 178 

>gi|2184104|gb|AA459197.1|AA459197 zx88h05.rl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:810873 5', mRNA sequence 
45 GTGCCAGCCCCCGACTGGCCTGGCCACACTGCTCTCCAGTAGCACAGATGTCTGC 
TCCTCCTCTTGAACTTGGGTGGGAAACCCCACCCAAAAGCCCCCTTTGTTACTTA 
GGCAATTCCCCTTCCCTGACTCCCGAGGGCTAGGGCTAGAGCAGACCCGGGTAA 
GTAAAGGCAGACCCAGGGCTCCTCTAGCCTCATACCCGTGCCCTCACAGAGCCAT 
GCCCCGTCACCTCTGCCCTGTGTCTTTCATACCTCTACATGTCTGCTTGAGATATT 
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TCCTCAGCCTGAAAGTTTCCCCAACCATCTGCCAGAGAACTCCTATGCATCCCTT 

AGAACCCTGCTCAGACACCATTACTTTTGTGAACGCTTCTGCCACATCTTGTCTTC 

CCCAAAATTGATCACT 

5 SEQIDNO:179 
>2701503T6 

ACACTGAAGTCCACCCTGGGAGCTGGTAAAACAATTTCAGTCTCAGACCCGTCTG 
TTTTCCAGGGTCCTCCGAGCCTGGGCTTCCTCAAGAGCGTGGCCCAAGGGCCCCA 
CAGCCCAGATCCGGCAGCCCCACCACCTTCACTGAGGAGGCCCCGAAGCTCCGTT 

10 CCCGCTGCTCCTTAGAGACAGGGGAGGCAGATATGCACAAACGCGCCTCGGCCC 
AGCTTGGGGCTGGCGGGGGAGGCTGTGTCTTCAAACCTTTGCCCCCAGTTGGGTC 
AGTAGAACCACCAGTGTCCTCCCCTTCTACCTCCCAGCTCCACTTTGGAGGCTGA 
GGAAGCGAGAGGTTTTCTAGGCAGATTTGGAGCCCTGGAGATTGAGTTCACAGT 
GTATGTTCTGGGGGCGCTGGTGCAGTCAGCGGTCCAGTCTCCAGCCTGCAGGCGT 

15 GCACACTGGGGTGGACGATGGGTGGCCCCGCAGTGTACACATTTGGGTGGGCCC 
CGGCCCCTATACCCCAGTGTTCTCTTTGATCCAGTCCCGAAACAGAAGGGAGCTT 
GTGTACAC 

SEQroNO: 180 
20 >2798465H1 

CAGATCTGGATGGAGTTGTGACCTTTGACTTGTTTAAGTGGTTGCAGCTGACCAT 
GTTTGCATGAGGCAGGGACTCGGTCCCCCTTGCCGTGCTCCCCTCCCTCCTCGTCT 
GCCAAGCCTCGCCTCCTACCACACCACACCAGGCCACCCCAGCTGCAAGTGCCTT 
CCTTGGAGCAGAGAGGCAGCCTCGTCCTCCTGTCCCCTCTCCTCCCA 

25 

SEQIDNO: 181 

>gi|29370|emb|Y00106.1|HSBAR Hiiman gene for beta-adrenergic receptor (beta-2 subtype) 
GAATTCATGCCGCGTTTCTGTGTTGGACAGGGGTGACTTTGTGCCGGATGGCTTC 
TGTGTGAGAGCGCGCGCGAGTGTGCATGTCGGTGAGCTGGGAGGGTGTGTCTCA 

30 GTGTCTATGGCTGTGGTTCGGTATAAGTCTAAGCATGTCTGCCAGGGTGTATTTG 
TGCCTGTATGTGCGTGCCTCGGTGGGCACTCTCGTTTCCTTCCGAATGTGGGGCA 
GTGCCGGTGTGCTGCCCTCTGCCTTGAGACCTCAAGCCGCGCAGGCGCCCAGGGC 
AGGCAGGTAGCGGCCACAGAAGAGCCAAAAGCTCCCGGGTTGGCTGGTAAGCAC 
ACCACCTCCAGCTTTAGCCCTCTGGGGCCAGCCAGGGTAGCCGGGAAGCAGTGG 

35 TGGCCCGCCCTCCAGGGAGCAGTTGGGCCCCGCCCGGGCCAGCCTCAGGAGAAG 
GAGGGCGAGGGGAGGGGAGGGAAAGGGGAGGAGTGCCTCGCCCCTTCGCGGCT 
GCCGGCGTGCCATTGGCCGAAAGTTCCCGTACGTCACGGCGAGGGCAGTTCCCCT 
AAAGTCCTGTGCACATAACGGGCAGAACGCACTGCGAAGCGGCTTCTTCAGAGC 
ACGGGCTGGAACTGGCAGGCACCGCGAGCCCCTAGCACCCGACAAGCTGAGTGT 

40 GCAGGACGAGTCCCCACCACACCCACACCACAGCCGCTGAATGAGGCTTCCAGG 
CGTCCGCTCGCGGCCCGCAGAGCCCCGCCGTGGGTCCGCCTGCTGAGGCGCCCCC 
AGCCAGTGCGCTTACCTGCCAGACTGCGCGCCATGGGGCAACCCGGGAACGGCA 
GCGCCTTCTTGCTGGCACCCAATAGAAGCCATGCGCCGGACCACGACGTCACGC 
AGCAAAGGGACGAGGTGTGGGTGGTGGGCATGGGCATCGTCATGTCTCTCATCG 

45 TCCTGGCCATCGTGTTTGGCAATGTGCTGGTCATCACAGCCATTGCCAAGTTCGA 
GCGTCTGCAGACGGTCACCAACTACTTCATCACTTCACTGGCCTGTGCTGATCTG 
GTCATGGGCCTGGCAGTGGTGCCCTTTGGGGCCGCCCATATTCTTATGAAAATGT 
GGACTTTTGGCAACTTCTGGTGCGAGTTTTGGACTTCCATTGATGTGCTGTGCGTC 
ACGGCCAGCATTGAGACCCTGTGCGTGATCGCAGTGGATCGCTACTTTGCCATTA 
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CTTCACCTTTCAAGTACCAGAGCCTGCTGACCAAGAATAAGGCCCGGGTGATCAT 
TCTGATGGTGTGGATTGTGTCAGGCCTTACCTCCTTCTTGCCCATTCAGATGCACT 
GGTACCGGGCCACCCACCAGGAAGCCATCAACTGCTATGCCAATGAGACCTGCT 
GTGACTTCTTCACGAACCAAGCCTATGCCATTGCCTCTTCCATCGTGTCCTTCTAC 
5 GTTCCCCTGGTGATCATGGTCTTCGTCTACTCCAGGGTCTTTCAGGAGGCCAAAA 
GGCAGCTCCAGAAGATTGACAAATCTGAGGGCCGCTTCCATGTCCAGAACCTTA 
GCCAGGTGGAGCAGGATGGGCGGACGGGGCATGGACTCCGCAGATCTTCCAAGT 
TCTGCTTGAAGGAGCACAAAGCCCTCAAGACGTTAGGCATCATCATGGGCACTTT 
CACCCTCTGCTGGCTGCCCTTCTTCATCGTTAACATTGTGCATGTGATCCAGGATA 

10 ACCTCATCCGTAAGGAAGTTTACATCCTCCTAAATTGGATAGGCTATGTCAATTC 
TGGTTTCAATCCCCTTATCTACTGCCGGAGCCCAGATTTCAGGATTGCCTTCCAGG 
AGCTTCTGTGCCTGCGCAGGTCTTCTTTGAAGGCCTATGGGAATGGCTACTCCAG 
CAACGGCAACACAGGGGAGCAGAGTGGATATCACGTGGAACAGGAGAAAGAAA 
ATAAACTGCTGTGTGAAGACCTCCCAGGCACGGAAGACTTTGTGGGCCATCAAG 

15 GTACTGTGCCTAGCGATAACATTGATTCACAAGGGAGGAATTGTAGTACAAATG 
ACTCACTGCTGTAAAGCAGTTTTTCTACTTTTAAAGACCCCCCCCCCCAACAGAA 
CACTAAACAGACTATTTAACTTGAGGGTAATAAACTTAGAATAAAATTGTAAAAT 
TGTATAGAGATATGCAGAAGGAAGGGCATCCTTCTGCCTTTTTTATTTTTTTAAGC 
TGTAAAAAGAGAGAAAACTTATTTGAGTGATTATTTGTTATTTGTACAGTTCAGT 

20 TCCTCTTTGCATGGAATTTGTAAGTTTATGTCTAAAGAGCTTTAGTCCTAGAGGAC 
CTGAGTC 

SEQIDNO: 182 

>gi|2110744|gb|AA429219.1|AA429219 zv78h08.rl Soares_total_fetus_Nb2HF8_9w Homo 
25 sapiens cDNA clone IMAGE:759807 5' similar to TR:G1 136412 Gl 136412 KIAA0176 
PROTEIN ;, mRNA sequence 

GTGATCTGCATGTGGCAGGGCTGCGCAGTGGAGCGGCCAGTGGGCAGGATGACG 
AGCCAGACCCCTCTGCCCCAGTCCCCCCGGCCCAGGCGGCCAACGATGTCTACTG 
TTGTGGAGCTGAACGTCGGGGGTGAGTTCCACACCACCACCCTGGGTACCCTGAG 
30 GAAGTTTCCGGGCTCAAAGCTGGCAGAGATGTTCTCTAGCTTAGCCAAGGCCTCC 
ACGGACGCGGAGGGCCGCTTCTTCATCGACCGCCCCAGCACCTATTTCAGACCCA 
TCCTGGACTACCTGCGCACTGGGCAAGTGCCACACAGCACATCCCTGAAGTGTAC 
CGTGAGGCTCAGTTCTACGAAATCAAGCCTTTGGTCAAGCTGCTGGAGGACATGC 
CACAGATCTTTGGTGAGCAGGTGTCTCGGAAGCAGT 

35 

SEQIDNO: 183 
>903559H1 

CAACTTCACAGAAGCTCTCGCTGAGACAGCCTGTAGGCAGATGGGCTACAGCAG 
CAAAeCCACTTTCAGAGCTGTGGAGATTGGCCCAGACCAGGATCTGGATGTTGTT 
40 GAAATCACAGAAAACAGCCAGGAGCTTCGCATGCGGAACTCAAGTGGGCCCTGT 
CTCTCAGGCTCCCTGGTCTCCCTGCACTGTCTTGCCTGTGGGAAGAGCCTGAAGA 
CCCGGGGTGTGGTGGGTGGGGAGGAG 

SEQIDNO: 184 

45 >gi| 1 89952|gb|M86400. 1 |HUMPHPLA2 Human phospholipase A2 mRNA, complete cds 

GCCCACTCCCACCGCCAGCTGGAACCCTGGGGACTACGACGTCCCTCAAACCTTG 
CTTCTAGGAGATAAAAAGAACATCCAGTCATGGATAAAAATGAGCTGGTTCAGA 
AGGCCAAACTGGCCGAGCAGGCTGAGCGATATGATGACATGGCAGCCTGCATGA 
AGTCTGTAACTGAGCAAGGAGCTGAATTATCCAATGAGGAGAGGAATCTTCTCTC 
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AGTTGCTTATAAAAATGTTGTAGGAGCCCGTAGGTCATCTTGGAGGGTCGTCTCA 
AGTATTGAACAAAAGACGGAAGGTGCTGAGAAAAAACAGCAGATGGCTCGAGA 
ATACAGAGAGAAAATTGAGACGGAGCTAAGAGATATCTGCAATGATGTACTGTC 
TCTTTTGGAAAAGTTCTTGATCCCCAATGCTTCACAAGCAGAGAGCAAAGTCTTC 
5 TATTTGAAAATGAAAGGAGATTACTACCGTTACTTGGCTGAGGTTGCCGCTGGTG 
ATGACAAGAAAGGGATTGTCGATCAGTCACAACAAGCATACCAAGAAGCTTTTG 
AAATCAGCAAAAAGGAAATGCAACCAACACATCCTATCAGACTGGGTCTGGCCC 
TTAACTTCTCTGTGTTCTATTATGAGATTCTGAACTCCCCAGAGAAAGCCTGCTCT 
CTTGCAAAGACAGCTTTTGATGAAGCCATTGCTGAACTTGATACATTAAGTGAAG 

10 AGTCATACAAAGACAGCACGCTAATAATGCAATTACTGAGAGACAACTTGACAT 
TGTGGACATCGGATACCCAAGGAGACGAAGCTGAAGCAGGAGAAGGAGGGGAA 
AATTAACCGGCCTTCCAACTTTTGTCTGCCTCATTCTAAAATTTACACAGTAGACC 
ATTTGTCATCCATGCTGTCCCACAAATAGTTTTTTGTTTACGATTTATGACAGGTT 
TATGTTACTTCTATTTGAATTTCTATATTTCCCATGTGGTTTTTATGTTTAATATTA 

15 GGGGAGTAGAGCCAGTTAACATTTAGGGAGTTATCTGTTTTCATCTTGAGGTGGC 
CAATATGGGGATGTGGAATTTTTATACAAGTTATAAGTGTTTGGCATAGTACTTT 
TGGTACATTGTGGCTTCAAAAGGGCCAGTGTAAAACTGCTTCCATGTCTAAGCAA 
AGAAAACTGCCTACATACTGGTTTGTCCTGGCGGGGAATAAAAGGGATCATTGG 
TTCCAGTCACAGGTGTAGTAATTGTGGGTACTTTAAGGTTTGGAGCACTTACAAG 

20 GCTGTGGTAGAATCATACCCCATGGATACCACATATTAAACCATGTATATCTGTG 
GAATACTCAATGTGTACACCTTTGACTACAGCTGCAGAAGTGTTCCTTTAGACAA 
AGTTGTGACCCATTTTACTCTGGATAAGGGCAGAAACGGTTCACATTCCATTATT 
TGTAAAGTTACCTGCTGTTAGCTTTCATTATTTTTGCTACACTCATTTTATTTGTAT 
TTAAATGTTTTAGGCAACCTAAGAACAAATGTAAAAGTAAAGATGCAGGAAAAA 

25 TGAATTGCTTGGTATTCATTACTTCATGTATATCAAGCACAGCAGTAAAACAAAA 
ACCCATGTATTTAACTTTTTTTTAGGATTTTTGCTTTTGTGATTTTTTTTTTTTTTTT 
TTGATACTTGCCTAACATGCATGTGCTGTAAAAATAGTTAACAGGGAAATAACTT 
GAGATGATGGCTAGCTTTGTTTAATGTCTTATGAAATTTTCATGAACAATCCAAG 
CATAATTGTTAAGAACACGTGTATTAAATTCATGTAAGTGGAATAAAAGTTTTAT 

30 GAATGGACTTTTCAACTACTTTCTCTACAGCTTTTCATGTAAATTAGTCTTGGTTC 
TGAAACTTCTCTAAAGGAAATTGTACATTCTTTGAAATTTATTCCTTATTCCCTCT 
TGGCAGCTAATGGGCTCTTACCAAGTTTAAACACAAAATTTATCATAACAAAAAT 
ACTACTAATATAACTACTGTTTCCATGTCCCATGATCCCCTCTCTTCCTCCCCACC 
CTGAAAAAAATGAGTTCCTATTTTTTCTGGGAGAGGGGGGGATTGATTAGAAAA 

35 AAATGTAGTGTGTTCCATTTAAAATTTTGGCATATCK3CATTTTCTAACTTAGGAA 
GCCACAATGTTCTTGGCCCATCATGACATTGGGTAGCATTAACTGTAAGTTTTGT 
GCTTCCAAATCACTTTTTGGTTTTTAAGAATTTCTTGATACTCTTATAGCCTGCCTT 
CAATTTTGATCCTTTATTCTTTCTATTTGTCAGGTGCACAAGATTACCTTCCTGTTT 
TAGCCTTCTGTCTTGTCACCAACCATTCTTACTTGGTGGCCATGTACTTGGAAAAA 

40 GGCCGCATGATCTTTCTGGCTCCACTCAGTGTCTAAGGCACCCTGCTTCCTTTGCT 
TGCATCCCACAGACTATTTCCCTCATCCTATTTACTGCAGCAAATCTCTCCTTAGT 
TGATGAGACTGTGTTTATCTCCCTTTAAAACCCTACCTATCCTGAATGGTCTGTCA 
TTGTCTGCCTTTAAAATCCTTCCTCTTTCTTCCTCCTCTATTCTCTAAATAATGATG 
GGGCTAAGTTATACCCAAAGCTCACTTTACAAAATATTTCCTCAGTACTTTGCAG 

45 AAAACACCAAACAAAAATGCCATTTTAAAAAAGGTGTATTTTTTCTTTTAGAATG 
TAAGCTCCTCAAGAGCAGGGACAATGTTTTCTGTATGTTCTATTGTGCCTAGTAC 
ACTGTAAATGCTCAATAAATATTGATGATGGGAGGCAGTGAGTCTTGATGATAA 
GGGTGAGAAACTGAAATCCC 
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SEQIDNO: 185 
>2301338H1 

GTGACCTTTGACTTGTTTAAGTGGTTGCAGCTGACCATGTTTGCATGAGGCAGGG 
ACTCGGTCCCCCTTGCCGTGCTCCCCTCCCTCCTCGTCTG 

5 

SEQIDNO: 186 

>gi|1209100|gb|U41163.1|HSU41163 Humaa creatine transporter (SLC6A10) gene, partial 
cds 

CATGCGTGACTGCCCCCACACTCACACAGCTCTCACTCCCCACATGCTCCATGCC 

10 TCCTGTCCCCACTGAGGAGAGCTCCTAGAGGCTCGCCCGCTCCCCACTGACATGC 
ATCCCTGCAGACAAACGAGGCGCCCAGAGAGCTTCCCCACTGCACTTGCCAGGG 
CTGCGGGCCCAGCCTTGCCCCTAGCTTCCTCTGGCGGGAGCTATGGCTCGGAGGA 
GAATGGGGACTTCTGAACATACCTGCCCGCAAGGGGGACCGGAGGTGCTCGGAG 
TGGGCTTGTGAGGGAGGTGGTGCCGCAGTCCCCGCTGAGCAGCCTGGCCCCCCA 

15 GATCGTGTACTTCACTGCTACATTCCCCTACGTGGTCGTGGTCGTGCTGCTTGTGC 
TTGGAGTGCTGCTGCCTGGCGCCCTGGACAGCATCATTTACTATCTCAAGCCTGA 
CTGGTCAAAGCTGGGGTCCCCTCAGGTGAGGTGGAGGTGGGGAGGCTGCAGCAG 
GGTGTTGTGGGGGAGCCCTGCAGGCCCCTCATGCCTGCACTCTCCAGCCCTTTCT 
CTGTAGGTATGGATAGATGTGGGGACCCAGATTTTCTTTTCTTATGCCATTGGCCT 

20 GGGGGCCCTCACAGCCCTGGGCAGCTACAACCGCTTCAACAACAACTGCTACAA 
GTAAGCACTGCTGCCCTGCCACCCGTGCCCTGTCCCGCCCTGCCCTGCCCAGCAG 
CCTAACCCATCCACTCTGGCCCCTCCACCCCTCCAGGACGCCATCATCCTGGCTG 
TCATCAACAGTGGGACCAGCTTCTTTGCTGGCTTCGTGGTCTTCTCCATCCTGGGC 
TTCATGGCTGCAGAGCAGGGCATGCACATCTCCAAGGTGGCAGAGTCAGGTAGG 

25 GCCCTACCCCCAGCCCCGCCTCCAGAGCAGCAACTGCCACCCAGATGCATGATGT 
ACAAGAACACGCAATAGAAATGCTGAAAAGTGATGAGGATTCAAACAGAACTTC 
TCAGATTGTGGGCCTGTGGGGGCAGGTCCTGGGATTTTTCAATGTTGACAGAGAC 
AGGACCTCCCAGCCCCTGCTGCATGACCCAGGGTTGACAGCACCTCAGAGGCAG 
GCGTGGGCATGGGCGTGAGTGTTGCAGGCAGGGCTCAGGGTGCGCGCAGGGCAC 

30 GACATCGGCTGCAAGGTCTAGAGCCTGCACCTTTCCCACAGGGCCGGGCCTGGCC 
TTCATCGCCTACCCACAGGCTGTCACACTGATGCCAGTGGCCCCACTCTGGGCTG 
CCCTGTTCTTCTTCATGCTGTTGCTGCTTGGTCTCGACAACCAGTTTGCATGGGCT 
CTGGGACAGGGAGCCAGGAGAGGGGCGGAGTGAGGGCTGCGGGCAAGGAAAGG 
GGTGGAGGGTGGTGCGGGGCTCGGCCTGAGCTAGCCTGGCCACAGTTTGTAGGT 

35 GTGGAGGGCTTCATCACCGGCCTCCTCAACCTCCTCCCGGCCTCCTACTACTTCTG 
TTTCCAAAGGGAGATCTCTGTGGCCCTCTGTTGTGCCCTCCGCTTTGTCATTGATC 
TCTCCATGGTGACTGATGTGAGTGGGGTGGGGGGTCTGCCTGTGACCTCTGGTGG 
CCGTCTGCCATCCTCCCTGACTGGGCTCTGTCCCCCAGGGTGGGATGTATGTCTTC 
CAGCTGTTTGACTACTACTCGGCCAGCGGCACCACCCTGCTCTGGCAGGCCTTTT 

40 GGGAGTGCGTGGTGGTGGTCTGGGTGTATGGTAGGTCATGGCTGAGGGCTGGGC 
TGGGGCATGGTGACGGGGAAGGCAGGTCTCCAGCTTGGCCCTCCCGCCTCGCCTT 
GCCACAGGAGCTGACCGCTTCACGGACGACATTGCCTGTATGATCGGGTACCGA 
CCTTGCCCCTGGATGAAATGGTGCTGGTCCTTCTTCACCCCGCTGGTTTGCATGGT 
AAGGGCTGGGGGAGGTGGGGCGGGGTGGGGGGGGCGGGGCGGGGTGGGGGCCC 

45 CATTAAGGACGGGCATTCTGGTCTGTAGGGCATCTTCATCTTCAACGTTGTGTAC 
TACAAGCCGCTGGTCTACAACAACACCTACGTGTACCCGTGGTGGGGTGAGGCC 
ATGGGCTGGGCCTTCGTGCTGTCCTCCATGCTGTGCATGCCACTGCACCTCCTGG 
GCTGCCTCCTCAGGGCCAAGGGCACCATGGCTGAGGTAAGGCTCCCTCCCGGCCT 
GCCCTCCCCTCCCCTGCTATGAACATTCAACCCAGCCTGCTTCCTAGCCAAGGAG 
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TGGCCCTGACTAGGGTGGCAGGCAGCAGGAGCTGGAGAGAGAGGCAGAGGAAG 
TCACCGTGGGGATGAGCAGGTGACTCTGGGGGCTTCAACATGTCCTCTCCTGCAG 
TGCTGGAAGCACCTGACCCAGCCCATCTGGGGCCTCCACCACTTGGAGTACCGAG 
CTCAGGATGCAGATGTCAGGGGCCTGACCACCCTGACCCCAGTGTCCGAGAGCA 
5 GCAAGGTCGTCGTGGTGGAGAGTGTCATGGGACAGCTCAGCTCACATCACCAGC 
TCACCTCTGGTAGCCATAGCAGCCCCTGCTTCATCCCCACCCCACCCCTCCAGGG 
GGCCTGCCTTTCCCTGACACTTTTGGGGTCTGCCTGGGAGAGGAGGGGAGAAAG 
CACCATGAGTGCTCACTAAAACAACTTTTTCCATTTTTAATAAAACGCCAAAAAT 
ATCACAACCCACCAAAAATAGATGCCTCTCCCCCTCCAGTCCTAGCCCAGCTGGT 

10 CCTAGGCCCCGCCTAGTGCCCCACCCCCACCCACAGTGCTGCACTCCTCCTGCCC 
CTGCCACGCCCACCCCCTGCCCACCTCTCCAGGTTCTGCTCTGTAGCACACCCTTG 
GGTGACCCCTCACCCCAGAAGCAGCAGTGGCAGCTTGGGAAATGTGAGGAAGGG 
AAGGAGGGAGAGACGGGAGGGAGGAGAGAGAGGAGAAGGGAGGCAGGGGAGG 
GGCAGCAGAACCAAGACAAATATTTCAGCTGGGCTATACCCCTCTCCCCATCCCT 

15 GTTATAGAAGCTTAGAGAGCCAGCCAGCAGTGGAACCTTCTGGTTCCTGCGCCAA 
TCACCACCAATATCAATTGTGTGAGCTTGGGTGCGAGTGCACGCGTGCGTGAGCA 
CGTAGAGTATATATAGATCTCTATCTCTTAGCAAAGGTGAATACCAGATGTAAAT 
GGTGCCTCTGGGCAAAGGAGGCTTGTATTTTGCACATTTTATAACAACTTGAGAG 
AATGAGATTTCTGCTTGTATATTTCTAAAAAGAGGAAGGAGCCCCAAACCCATCC 

20 TCTCCTTTACCACTCCCCATTTCCTGTGAGCCCTACCTTACCCCTCTGCCCCTAGC 
CTAGGAGTGTGAATTTATAGATCTAACTTTCAGAGGCAAAACAAAAGCTTCGAG 
CTGTTGATGTGCAGTCTGTTGTGTGGATGTGTGTGTGTGGTCCCCCAGACCCAGA 
ATGGATTGGAAAAGTGCATGGTGGGGCCTCGGGGCTGTCCCCACGCTGTCCCTTT 
GCCCACAGGTCTGTGGGGCAACAGGCTGCAATATTCCATCCTGGGTGTCTGGGCT 

25 GCTAACCTGGCCTGCTCAGGCTTCCCACCCTGTGCCCTGGGCTGGGCACACCCCC 
GGGAAGGGACCCCGGACACGGCTCCCACATCCAGGCTCAAGGCGGATGCACTTC 
CTGCACCTCCAGTCTTCTGTGTAGCGGCTTTAACCCACGTATGTCTGTCACGTCCA 
GTCCCGAGACGGCTGAGTGACCCCAAGAAAGGCTTCCCTGACACCCGGACAGAG 
GCTGGAGGGCTGGGGCTGGGTGAGGGTGGTGGGCCTGCGGGGACATTCTACTGT 

30 GCTA 

SEQIDNO: 187 

>gi|681577|gb|T70429.1|T70429 ydl3g08.rl Scares fetal liver spleen INFLS Homo sapiens 
cDNA clone IMAGE:67070 5', mRNA sequence 

35 CCAAACCATGTCAGACATGATATGATCAGATTTGTGTTTTGAAAAATTAACACTG 
CAATGTGGAGAATTGATTGGAGGGAATCAGAAGAGTCCAGTAAGTAGGAAAAA 
GTAATAACTTACACTAGGGTGGTAGCAGTAAGAATGGAAAGAAGTAGATGCATT 
TGAATGATACTCAAAAGGTGAAAATAACTGTTCTTAGTGATGAGATAGATGTAG 
GGATAAGCTGAAGCACTTAATGTAAAGGGACGGATGGTGTTGTCTTTCATTAAGA 

40 TAGGGAAGAGTAGGAGATTAGATTTCCAGAGGGAAGATCATGAGGTTGNATTTA 
AGGACGTCTTTGAGTTTTAAATGCCTCTGCCCTTCTTAAGTGGGAGATGTCCAAG 
TTAAGNCATTTGGGAT 

SEQIDNO: 188 

45 >gi| 1 1 77439|embiZ67743 . 1 |HSCLC7MR H.sapiens mKNA for CLC-7 chloride channel 
protein 

GACGAGGAGGCGGCGCCGCTGCTGCGGAGGACGGCGCGGCCCGGCGGGGGGAC 
GCCGCTGCTGAACGGGGCTGGGCCCGGGGCTGCGCGCCAGTCACCACGTTCTGC 
GGTTTTCCGAGTCGGACATATGAGCAGCGTGGAGCTGGATGATGAACTTTTGGAC 
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CCGGATATGGACCCTCCACATCCCTTCCCCAAGGAGATCCCACACAACGAGAAG 
CTCCTGTCCCTCAAGTATGAGAGCTTGGACTATGACAACAGTGAGAACCAGCTGT 
TCCTGGAGGAGGAGCGGCGGATCAATCACACGGCCTTCCGGACGGTGGAGATCA 
AGCGCTGGGTCATCTGCGCCCTCATTGGGATCCTCACGGGCCTCGTGGCCTGCTT 
5 CATTGACATCGTGGTGGAAAACCTGGCTGGCCTCAAGTACAGGGTCATCAAGGG 
CAATATCGACAAGTTCACAGAGAAGGGCGGACTGTCCTTCTCCCTGTTGCTGTGG 
GCCACGCTGAACGCCGCCTTCGTGCTCGTGGGCTCTGTGATTGTGGCTTTCATAG 
AGCCGGTGGCTGCTGGCAGCGGAATCCCCCAGATCAAGTGCTTCCTCAACGGGG 
TGAAGATCCCCCACGTGGTGCGGCTCAAGACGTTGGTGATCAAAGTGTCCGGTGT 

10 GATCCTGTCCGTGGTCGGGGGCCTGGCCGTGGGAAAGGAAGGGCCGATGATCCA 
CTCAGGTTCAGTGATTGCCGCCGGGATCTCTCAGGGAAGGTCAAGCTCACTGAAA 
CGAGATTTCAAGATCTTCGAGTACCTCCGCAGAGACACAGAGAAGCGGGACTTC 
GTCTCCGCAGGGGCTGCGGCCGGAGTGTCAGCGGCGTTTGGAGCCCCCGTGGGT 
GGGGTCCTGTTCAGCTTGGAGGAGGGTGCGTCCTTCTGGAACCAGTTCCTGACCT 

1 5 GGAGGATCTTCTTTGCTTCCATGATCTCCACGTTCACCCTGAATTTTGTTCTGAGC 
ATTTACCACGGGAACATGTGGGACCTGTCCAGCCCAGGCCTCATCAACTTCGGAA 
GGTTTGACTCGGAGAAAATGGCCTACACGATCCACGAGATCCCGGTCTTCATCGC 
CATGGGCGTGGTGGGCGGTGTGCTTGGAGCAGTGTTCAATGCCTTGAACTACTGG 
CTGACCATGTTTCGAATCAGGTACATCCACCGGCCCTGCCTGCAGGTGATTGAGG 

20 CCGTGCTGGTGGCCGCCGTCACGGCCACAGTTGCCTTCGTGCTGATCTACTCGTC 
GCGGGATTGCCAGCCCCTGCAGGGGGGCTCCATGTCCTACCCGCTGCAGCTCTTT 
TGTGCAGATGGCGAGTACAACTCCATGGCTGCGGCCTTCTTCAACACCCCGGAGA 
AGAGCGTGGTGAGCCTCTTCCACGACCCGCCAGGCTCCTACAACCCCCTGACCCT 
CGGCCTGTTCACGCTGGTCTACTTCTTCCTGGCCTGCTGGACCTACGGGCTCACG 

25 GTGTCTGCCGGGGTCTTCATCCCGTCCCTGCTCATCGGGGCTGCCTGGGGCCGGC 
TCTTTGGGATCTCCCTGTCCTACCTCACGGGGGCGGCGATCTGGGCGGACCCCGG 
CAAATACGCCCTGATGGGAGCTGCTGCCCAGCTGGGCGGGATTGTGCGGATGAC 
ACTGAGCCTGACCGTCATCATGATGGAGGCCACCAGCAACGTGACCTACGGCTTC 
CCCATCATGCTGGTGCTCATGACCGCCAAGATCGTGGGCGACGTCTTCATTGAGG 

30 GCCTGTACGACATGCACATTCAGCTGCAGAGTGTGCCCTTCCTGCACTGGGAGGC 
CCCGGTCACCTCACACTCACTCACTGCCAGGGAGGTGATGAGCACACCAGTGAC 
CTGCCTGAGGCGGCGTGAGAAGGTCGGCGTCATTGTGGACGTGCTGAGCGACAC 
GGCGTCCAATCACAACGGCTTCCCCGTGGTGGAGCATGCCGATGACACCCAGCCT 
GCCCGGCTCCAGGGCCTGATCCTGCGCTCCCAGCTCATCGTTCTCCTAAAGCACA 

35 AGGTGTTTGTGGAGCGGTCCAACCTGGGCCTGGTACAGCGGCGCCTGAGGCTGA 
AGGACTTCCGAGACGCCTACCCGCGCTTCCCACCCATCCAGTCCATCCACGTGTC 
CCAGGACGAGCGGGAGTGCACCATGGACCTCTCCGAGTTCATGAACCCCTCCCCC 
TACACGGTGCCCCAGGAGGCGTCGCTCCCACGGGTGTTCAAGCTGTTCCGGGCCC 
TGGGCCTGCGGCACCTGGTGGTGGTGGACAACCGCAATCAGGTTGTCGGGTTGGT 

40 GACCAGGAAGGACCTCGCCAGGTACCGCCTGGGAAAGAGAGGCTTGGAGGAGCT 
CTCGCTGGCCCAGACGTGAGGCCCAGCCCTGCCCATAATGGG 

SEQIDNO: 189 

>gi|190135|gb|M33882.1|HUMPMXlA Human p78 protein mRNA, complete cds 
45 AGAGCGGAGGCCGCACTCCAGCACTGCGCAGGGACCGCCTTGGACCGCAGTTGC 
CGGCCAGGAATCCCAGTGTCACGGTGGACACGCCTCCCTCGCGCCCTTGCCGCCC 
ACCTGCTCACCCAGCTCAGGGGCTTTGGAATTCTGTGGCCACACTGCGAGGAGAT 
CGGTTCTGGGTCGGAGGCTACAGGAAGACTCCCACTCCCTGAAATCTGGAGTGA 
AGAACGCCGCCATCCAGCCACCATTCCAAGGAGGTGCAGGAGAACAGCTCTGTG 
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ATACCATTTAACTTGTTGACATTACTTTTATTTGAAGGAACGTATATTAGAGCTTA 
CTTTGCAAAGAAGGAAGATGGTTGTTTCCGAAGTGGACATCGCAAAAGCTGATC 
CAGCTGCTGCATCCCACCCTCTATTACTGAATGGAGATGCTACTGTGGCCCAGAA 
AAATCCAGGCTCGGTGGCTGAGAACAACCTGTGCAGCCAGTATGAGGAGAAGGT 
5 GCGCCCCTGCATCGACCTCATTGACTCCCTGCGGGCTCTAGGTGTGGAGCAGGAC 
CTGGCCCTGCCAGCCATCGCCGTCATCGGGGACCAGAGCTCGGGCAAGAGCTCC 
GTGTTGGAGGCACTGTCAGGAGTTGCCCTTCCCAGAGGCAGCGGGATCGTGACC 
AGATGCCCGCTGGTGCTGAAACTGAAGAAACTTGTGAACGAAGATAAGTGGAGA 
GGCAAGGTCAGTTACCAGGACTACGAGATTGAGATTTCGGATGCTTCAGAGGTA 

10 GAAAAGGAAATTAATAAAGCCCAGAATGCCATCGCCGGGGAAGGAATGGGAAT 
CAGTCATGAGCTAATCACCCTGGAGATCAGCTCCCGAGATGTCCCGGATCTGACT 
CTAATAGACCTTCCTGGCATAACCAGAGTGGCTGTGGGCAATCAGCCTGCTGACA 
TTGGGTATAAGATCAAGACACTCATCAAGAAGTACATCCAGAGGCAGGAGACAA 
TCAGCCTGGTGGTGGTCCCCAGTAATGTGGACATCGCCACCACAGAGGCTCTCAG 

1 5 CATGGCCCAGGAGGTGGACCCCGAGGGAGACAGGACCATCGGAATCTTGACGAA 
GCCTGATCTGGTGGACAAAGGAACTGAAGACAAGGTTGTGGACGTGGTGCGGAA 
CCTCGTGTTCCACCTGAAGAAGGGTTACATGATTGTCAAGTGCCGGGGCCAGCAG 
GAGATCCAGGACCAGCTGAGCCTGTCCGAAGCCCTGCAGAGAGAGAAGATCTTC 
TTTGAGAACCACCCATATTTCAGGGATCTGCTGGAGGAAGGAAAGGCCACGGTT 

20 CCCTGCCTGGCAGAAAAACTTACCAGCGAGCTCATCACACATATCTGTAAATCTC 
TGCCCCTGTTAGAAAATCAAATCAAGGAGACTCACCAGAGAATAACAGAGGAGC 
TACAAAAGTATGGTGTCGACATACCGGAAGACGAAAATGAAAAAATGTTCTTCC 
TGATAGATAAAATTAATGCCTTTAATCAGGACATCACTGCTCTCATGCAAGGAGA 
GGAAACTGTAGGGGAGGAAGACATTCGGCTGTTTACCAGACTCCGACACGAGTT 

25 CCACAAATGGAGTACAATAATTGAAAACAATTTTCAAGAAGGCCATAAAATTTT 
GAGTAGAAAAATCCAGAAATTTGAAAATCAGTATCGTGGTAGAGAGCTGCCAGG 
CTTTGTGAATTACAGGACATTTGAGACAATCGTGAAACAGCAAATCAAGGCACT 
GGAAGAGCCGGCTGTGGATATGCTACACACCGTGACGGATATGGTCCGGCTTGC 
TTTCACAGATGTTTCGATAAAAAATTTTGAAGAGTTTTTTAACCTCCACAGAACC 

30 GCCAAGTCCAAAATTGAAGACATTAGAGCAGAACAAGAGAGAGAAGGTGAGAA 
GCTGATCCGCCTCCACTTCCAGATGGAACAGATTGTCTACTGCCAGGACCAGGTA 
TACAGGGGTGCATTGCAGAAGGTCAGAGAGAAGGAGCTGGAAGAAGAAAAGAA 
GAAGAAATCCTGGGATTTTGGGGCTTTCCAGTCCAGCTCGGCAACAGACTCTTCC 
ATGGAGGAGATCTTTCAGCACCTGATGGCCTATCACCAGGAGGCCAGCAAGCGC 

35 ATCTCCAGCCACATCCCTTTGATCATCCAGTTCTTCATGCTCCAGACGTACGGCCA 
GCAGCTTCAGAAGGCCATGCTGCAGCTCCTGCAGGACAAGGACACCTACAGCTG 
GCTCCTGAAGGAGCGGAGCGACACCAGCGACAAGCGGAAGTTCCTGAAGGAGC 
GGCTTGCACGGCTGACGCAGGCTCGGCGCCGGCTTGCCCAGTTCCCCGGTTAACC 
ACACTCTGTCCAGCCCCGTAGACGTGCACGCACACTGTCTGCCCCCGTTCCCGGG 

40 TAGCCACTGGACTGACGACTTGAGTGCTCAGTAGTCAGACTGGATAGTCCGTCTC 
TGCTTATCCGTTAGCCGTGGTGATTTAGCAGGAAGCTGTGAGAGCAGTTTGGTTT 
CTAGCATGAAGACAGAGCCCCACCCTCAGATGCACATGAGCTGGCGGGATTGAA 
GGATGCTGTCTTCGTACTGGGAAAGGGATTTTCAGCCCTCAGAATCGCTCCACCT 
TGCAGCTCTCCCCTTCTCTGTATTCCTAGAAACTGACACATGCTGAACATCACAG 

45 CTTATTTCCTCATTTTTATAATGTCCCTTCACAAACCCAGTGTTTTAGGAGCATGA 
GTGCCGTGTGTGTGCGTCCTGCGGAGCCCTGTCTCCTCTCTCTGTAATAAACTCAT 
TTCTAGCCCG 
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SEQIDNO: 190 

>gi|l 84570|gblM13755 . 1 IHUMIFNl 5K Human interferon-induced 17-kDa/l 5-kDa protein. 

noKNA, complete cds 

CGGCTGAGAGGCAGCGAACTCATCTTTGCCAGTACAGGAGCTTGTGCCGTGGCCC 

ACAGCCCACAGCCCACAGCCATGGGCTGGGACCTGACGGTGAAGATGCTGGCGG 

GCAACGAATTCCAGGTGTCCCTGAGCAGCTCCATGTCGGTGTCAGAGCTGAAGG 

CGCAGATCACCCAGAAGATTGGCGTGCACGCCTTCCAGCAGCGTCTGGCTGTCCA 

CCCGAGCGGTGTGGCGCTGCAGGACAGGGTCCCCCTTGCCAGCCAGGGCCTGGG 

CCCTGGCAGCACGGTCCTGCTGGTGGTGGACAAATGCGACGAACCTCTGAGCAT 

CCTGGTGAGGAATAACAAGGGCCGCAGCAGCACCTACGAGGTCCGGCTGACGCA 

GACCGTGGCCCACCTGAAGCAGCAAGTGAGCGGGCTGGAGGGTGTGCAGGACGA 

CCTGTTCTGGCTGACCTTCGAGGGGAAGCCCCTGGAGGACCAGCTCCCGCTGGGG 

GAGTACGGCCTCAAGCCCCTGAGCACCGTGTTCATGAATCTGCGCCTGCGGGGA 

GGCGGCACAGAGCCTGGCGGGCGGAGCTAAGGGCCTCCACCAGCATCCGAGCAG 

GATCAAGGGCCGGAAATAAAGGCTGTTGTAAGAGAAT 

SEQIDNO: 191 

>gi|183032|gb|M10901.1|HUMGCRA Human glucocorticoid receptor alpha mRNA, 

complete cds 

TTTTTAGAAAAAAAAAATATATTTCCCTCCTGCTCCTTCTGCGTTCACAAGCTAAG 

TTGTTTATCTCGGCTGCGGCGGGAACTGCGGACGGTGGCGGGCGAGCGGCTCCTC 

TGCCAGAGTTGATATTCACTGATGGACTCCAAAGAATCATTAACTCCTGGTAGAG 

AAGAAAACCCCAGCAGTGTGCTTGCTCAGGAGAGGGGAGATGTGATGGACTTCT 

ATAAAACCCTAAGAGGAGGAGCTACTGTGAAGGTTTCTGCGTCTTCACCCTCACT 

GGCTGTCGCTTCTCAATCAGACTCCAAGCAGCGAAGACTTTTGGTTGATTTTCCA 

AAAGGCTCAGTAAGCAATGCGCAGCAGCCAGATCTGTCCAAAGCAGTTTCACTC 

TCAATGGGACTGTATATGGGAGAGACAGAAACAAAAGTGATGGGAAATGACCTG 

GGATTCCCACAGCAGGGCCAAATCAGCCTTTCCTCGGGGGAAACAGACTTAAAG 

CTTTTGGAAGAAAGCATTGCAAACCTCAATAGGTCGACCAGTGTTCCAGAGAAC 

CCCAAGAGTTCAGCATCCACTGCTGTGTCTGCTGCCCCCACAGAGAAGGAGTTTC 

CAAAAACTCACTCTGATGTATCTTCAGAACAGCAACATTTGAAGGGCCAGACTG 

GCACCAACGGTGGCAATGTGAAATTGTATACCACAGACCAAAGCACCTTTGACA 

TTTTGCAGGATTTGGAGTTTTCTTCTGGGTCCCCAGGTAAAGAGACGAATGAGAG 

TCCTTGGAGATCAGACCTGTTGATAGATGAAAACTGTTTGCTTTCTCCTCTGGCG 

GGAGAAGACGATTCATTCCTTTTGGAAGGAAACTCGAATGAGGACTGCAAGCCT 

CTCATTTTACCGGACACTAAACCCAAAATTAAGGATAATGGAGATCTGGTTTTGT 

CAAGCCCCAGTAATGTAACACTGCCCCAAGTGAAAACAGAAAAAGAAGATTTCA 

TCGAACTCTGCACCCCTGGGGTAATTAAGCAAGAGAAACTGGGCACAGTTTACT 

GTCAGGCAAGCTTTCCTGGAGCAAATATAATTGGTAATAAAATGTCTGCCATTTC 

TGTTCATGGTGTGAGTACCTCTGGAGGACAGATGTACCACTATGACATGAATACA 

GCATCCCTTTCTCAACAGCAGGATCAGAAGCCTATTTTTAATGTCATTCCACCAA 

TTCCCGTTGGTTCCGAAAATTGGAATAGGTGCCAAGGATCTGGAGATGACAACTT 

GACTTCTCTGGGGACTCTGAACTTCCCTGGTCGAACAGTTTTTTCTAATGGCTATT 

CAAGCCCCAGCATGAGACCAGATGTAAGCTCTCCTCCATCCAGCTCCTCAACAGC 

AACAACAGGACCACCTCCCAAACTCTGCCTGGTGTGCTCTGATGAAGCTTCAGGA 

TGTCATTATGGAGTCTTAACTTGTGGAAGCTGTAAAGTTTTCTTCAAAAGAGCAG 

TGGAAGGACAGCACAATTACCTATGTGCTGGAAGGAATGATTGCATCATCGATA 

AAATTCGAAGAAAAAACTGCCCAGCATGCCGCTATCGAAAATGTCTTCAGGCTG 

GAATGAACCTGGAAGCTCGAAAAACAAAGAAAAAAATAAAAGGAATTCAGCAG 
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GCCACTACAGGAGTCTCACAAGAAACCTCTGAAAATCCTGGTAACAAAACAATA 

GTTCCTGCAACGTTACCACAACTCACCCCTACCCTGGTGTCACTGTTGGAGGTTA 

TTGAACCTGAAGTGTTATATGCAGGATATGATAGCTCTGTTCCAGACTCAACTTG 

GAGGATCATGACTACGCTCAACATGTTAGGAGGGCGGCAAGTGATTGCAGCAGT 

GAAATGGGCAAAGGCAATACCAGGTTTCAGGAACTTACACCTGGATGACCAAAT 

GACCCTACTGCAGTACTCCTGGATGTTTCTTATGGCATTTGCTCTGGGGTGGAGA 

TCATATAGACAATCAAGTGCAAACCTGCTGTGTTTTGCTCCTGATCTGATTATTAA 

TGAGCAGAGAATGACTCTACCCTGCATGTACGACCAATGTAAACACATGCTGTAT 

GTTTCCTCTGAGTTACACAGGCTTCAGGTATCTTATGAAGAGTATCTCTGTATGA 

AAACCTTACTGCTTCTCTCTTCAGTTCCTAAGGACGGTCTGAAGAGCCAAGAGCT 

ATTTGATGAAATTAGAATGACCTACATCAAAGAGCTAGGAAAAGCCATTGTCAA 

GAGGGAAGGAAACTCCAGCCAGAACTGGCAGCGGTTTTATCAACTGACAAAACT 

CTTGGATTCTATGCATGAAGTGGTTGAAAATCTCCTTAACTATTGCTTCCAAACAT 

TTTTGGATAAGACCATGAGTATTGAATTCCCCGAGATGTTAGCTGAAATCATCAC 

CAATCAGATACCAAAATATTCAAATGGAAATATCAAAAAACTTCTGTTTCATCAA 

AAGTGACTGCCTTAATAAGAATGGTTGCCTTAAAGAAAGTCGAATTAATAGCTTT 

TATTGTATAAACTATCAGTTTGTCCTGTAGAGGTTTTGTTGTTTTATTTTTTATTGT 

TTTCATCTGTTGTTTTGTTTTAAATACGCACTACATGTGGTTTATAGAGGGCCAAG 

ACTTGGCAACAGAAGCAGTTGAGTCGTCATCACTTTTCAGTGATGGGAGAGTAG 

ATGGTGAAATTTATTAGTTAATATATCCCAGAAATTAGAAACCTTAATATGTGGA 

CGTAATCTCCACAGTCAAAGAAGGATGGCACCTAAACCACCAGTGCCCAAAGTC 

TGTGTGATGAACTTTCTCTTCATACTTTTTTTCACAGTTGGCTGGATGAAATTTTC 

TAGACTTTCTGTTGGTGTATCCCCCCCCTGTATAGTTAGGATAGCATTTTTGATTT 

ATGCATGGAAACCTGAAAAAAAGTTTACAAGTGTATATCAGAAAAGGGAAGTTG 

TGCCTTTTATAGCTATTACTGTCTGGTTTTAACAATTTCCTTTATATTTAGTGAACT 

ACGCTTGCTCATTTTTTCTTACATAATTTTTTATTCAAGTTATTGTACAGCTGTTTA 

AGATGGGCAGCTAGTTCGTAGCTTTCCCAAATAAACTCTAAACATTAATCAATCA 

TCTGTGTGAAAATGGGTTGGTGCTTCTAACCTGATGGCACTTAGCTATCAGAAGA 

CCACAAAAATTGACTCAAATCTCCAGTATTCTTGTCAAAAAAAAAAAAAAAAAA 

GCTCATATTTTGTATATATCTGCTTCAGTGGAGAATTATATAGGTTGTGCAAATTA 

ACAGTCCTAACTGGTATAGAGCACCTAGTCCAGTGACCTGCTGGGTAAACTGTGG 

ATGATGGTTGCAAAAGACTAATTTAAAAAATAACTACCAAGAGGCCCTGTCTGT 

ACCTAACGCCCTATTTTTGCAATGGCTATATGGCAAGAAAGCTGGTAAACTATTT 

GTCTTTCAGGACCTTTTGAAGTAGTTTGTATAACTTCTTAAAAGTTGTGATTCCAG 

ATAACCAGCTGTAACACAGCTGAGAGACTTTTAATCAGACAAAGTAATTCCTCTC 

ACTAAACTTTACCCAAAAACTAAATCTCTAATATGGCAAAAATGGCTAGACACCC 

ATTTTCACATTCCCATCTGTCACCAATTGGTTAATCTTTCCTGATGGTACAGGAAA 

GCTCAGCTACTGATTTTTGTGATTTAGAACTGTATGTCAGACATCCATGTTTGTAA 

AACTACACATCCCTAATGTGTGCCATAGAGTTTAACACAAGTCCTGTGAATTTCT 

TCACTGTTGAAAATTATTTTAAACAAAATAGAAGCTGTAGTAGCCCTTTCTGTGT 

GCACCTTACCAACTTTCTGTAAACTCAAAACTTAACATATTTACTAAGCCACAAG 

AAATTTGATTTCTATTCAAGGTGGCCAAATTATTTGTGTAATAGAAAACTGAAAA 

TCTAATATTAAAAATATGGAACTTCTAATATATTTTTATATTTAGTTATAGTTTCA 

GATATATATCATATTGGTATTCACTAATCTGGGAAGGGAAGGGCTACTGCAGCTT 

TACATGCAATTTATTAAAATGATTGTAAAATAGCTTGTATAGTGTAAAATAAGAA 

TGATTTTTAGATGAGATTGTTTTATCATGACATGTTATATATTTTTTGTAGGGGTC 

AAAGAAATGCTGATGGATAACCTATATGATTTATAGTTTGTACATGCATTCATAC 

AGGCAGCGATGGTCTCAGAAACCAAACAGTTTGCTCTAGGGGAAGAGGGAGATG 

GAGACTGGTCCTGTGTGCAGTGAAGGTTGCTGAGGCTCTGACCCAGTGAGATTAC 
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10 



AGAGGAAGTTATCCTCTGCCTCCCATTCTGACCACCCTTCTCATTCCAACAGTGA 

GTCTGTCAGCGCAGGTTTAGTTTACTCAATCTCCCCTTGCACTAAAGTATGTAAA 

GTATGTAAACAGGAGACAGGAAGGTGGTGCTTACATCCTTAAAGGCACCATCTA 

ATAGCGGGTTACTTTCACATACAGCCCTCCCCCAGCAGTTGAATGACAACAGAAG 

CTTCAGAAGTTTGGCAATAGTTTGCATAGAGGTACCAGCAATATGTAAATAGTGC 

AGAATCTCATAGGTTGCCAATAATACACTAATTCCTTTCTATCCTACAACAAGAG 

TTTATTTCCAAATAAAATGAGGACATGTTTTTGTTTTCTTTGAATGCTTTTTGAAT 

GTTATTTGTTATTTTCAGTATTTTGGAGAAATTATTTAATAAAAAAACAATCATTT 

GCTTTTTG 



SEQ ID NO: 192 

>gi|340868|gb|M23317.1|HUMCD3E01 Human membrane protein (CD3-epsilon) gene, 
exons 1 and 2 

TGTTAATAAGAGGCTGCTCCCTGTGCTCCATGCCTGATCCACCACACAGAAAGCA 

1 5 AATTTTC AGTGCATCTCCCTCTTCCTGTCAGAGCTTATAGAGGAAGGAAGACCCC 
GCAATGTGGAGGCATATTGTATTACAATTACTTTTAATGGCAAAAACTGCAGTTA 
CTTGTGCCAACCTACTACATGGTCTGGACAGCTAAATGTCATGTATTTTTCATGGC 
CCCTCCAGGTATTGTCAGAGTCCTCTTGTTTGGCCTTCTAGGAAGGCTGTGGGAC 
CCAGCTTTCTTCAACCAGTCCAGGTGGAGGCCTCTGCCTTGAACGTTTCCAAGTG 

20 AGGTAAAACCCGCAGGCCCAGAGGCCTCTCTACTTCCTGTGTGAGGTTCAGAAAC 
CCTCCTCCCCTCCCAGCCTCAGGTGCCTGCTTCAGAAAATGGTGAGTCTCTCTCTT 

• . . ATAAAGCCCTCCTTTTTCATCCTAGCATTGGGAGCAATGGCCCCAGGGTCCTTAT. ■■ 
CTCTAGCAGATGTT.TTGAAAAAGTCATCTGTTTTGCTTTTTTTCCAGAAGTAGTAA; 
GTCTGCTGGGCTCGGCCATCTTAGTAAAGTAACAGTCCCATGAAACAAAGATGGA 

25 GTCGGGCACTCACTGGAGAGTTCTGGGCCTCTGCCTCTTATCAGGTGAGTAGGAT 
GGA 

SEQ ID NO: 193 

>gi|307505|gb|L12350.1|HUMTHRSPO Human thrombospondin 2 (THBS2) mRNA, 
30 complete cds 

ACGGCATCCAGTACAGAGGGGCTGGACTTGGACCCCTGCAGCAGCCCTGCACAG 
GAGAAGCGGCATATAAAGCCGCGCTGCCCGGGAGCCGCTCGGCCACGTCCACCG 
GAGCATCCTGCACTGCAGGGCCGGTCTCTCGCTCCAGCAGAGCCTGCGCCTTTCT 
GACTCGGTCCGGAACACTGAAACCAGTCATCACTGCATCTTTTTGGCAAACCAGG 

35 AGCTCAGCTGCAGGAGGCAGGATGGTCTGGAGGCTGGTCCTGCTGGCTCTGTGG 
GTGTGGCCCAGCACGCAAGCTGGTCACCAGGACAAAGACACGACCTTCGACCTT 
TTCAGTATCAGCAACATCAACCGCAAGACCATTGGCGCCAAGCAGTTCCGCGGG 
CCCGACCCCGGCGTGCCGGCTTACCGCTTCGTGCGCTTTGACTACATCCCACCGG 
TGAACGCAGATGACCTCAGCAAGATCACCAAGATCATGCGGCAGAAGGAGGGCT 

40 TCTTCCTCACGGCCCAGCTCAAGCAGGACGGCAAGTCCAGGGGCACGCTGTTGG 
CTCTGGAGGGCCCCGGTCTCTCCCAGAGGCAGTTCGAGATCGTCTCCAACGGCCC 
CGCGGACACGCTGGATCTCACCTACTGGATTGACGGCACCCGGCATGTGGTCTCC 
CTGGAGGACGTCGGCCTGGCTGACTCGCAGTGGAAGAACGTCACCGTGCAGGTG 
GCTGGCGAGACCTACAGCTTGCACGTGGGCTGCGACCTCATAGGACCAGTTGCTC 

45 TGGACGAGCCCTTCTACGAGCACCTGCAGGCGGAAAAGAGCCGGATGTACGTGG 
CCAAAGGCTCTGCCAGAGAGAGTCACTTCAGGGGTTTGCTTCAGAACGTCCACCT 
AGTGTTTGAAAACTCTGTGGAAGATATTCTAAGCAAGAAGGGTTGCCAGCAAGG 
CCAGGGAGCTGAGATCAACGCCATCAGTGAGAACACAGAGACGCTGCGCCTGGG 
TCCGCATGTCACCACCGAGTACGTGGGCCCCAGCTCGGAGAGGAGGCCCGAGGT 
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GTGCGAACGCTCGTGCGAGGAGCTGGGAAACATGGTCCAGGAGCTCTCGGGGCT 
CCACGTCCTCGTGAACCAGCTCAGCGAGAACCTCAAGAGAGTGTCGAATGATAA 
CCAGTTTCTCTGGGAGCTCATTGGTGGCCCTCCTAAGACAAGGAACATGTCAGCT 
TGCTGGCAGGATGGCCGGTTCTTTGCGGAAAATGAAACGTGGGTGGTGGACAGC 
5 TGCACCACGTGTACCTGCAAGAAATTTAAAACCATTTGCCACCAAATCACCTGCC 
CGCCTGCAACCTGCGCCAGTCCATCCTTTGTGGAAGGCGAATGCTGCCCTTCCTG 
CCTCCACTCGGTGGACGGTGAGGAGGGCTGGTCTCCGTGGGCAGAGTGGACCCA 
GTGCTCCGTGACGTGTGGCTCTGGGACCCAGCAGAGAGGCCGGTCCTGTGACGTC 
ACCAGCAACACCTGCTTGGGGCCCTCGATCCAGACACGGGCTTGCAGTCTGAGC 

10 AAGTGTGACACCCGCATCCGGCAGGACGGCGGCTGGAGCCACTGGTCACCTTGG 
TCTTCATGCTCTGTGACCTGTGGAGTTGGCAATATCACACGCATCCGTCTCTGCA 
ACTCCCCAGTGCCCCAGATGGGGGGCAAGAATTGCAAAGGGAGTGGCCGGGAGA 
CCAAAGCCTGCCAGGGCGCCCCATGCCCAATCGATGGCCGCTGGAGCCCCTGGT 
CCCCGTGGTCGGCCTGCACTGTCACCTGTGCCGGTGGGATCCGGGAGCGCACCCG 

1 5 GGTCTGCAACAGCCCTGAGCCTCAGTACGGAGGGAAGGCCTGCGTGGGGGATGT 
GCAGGAGCGTCAGATGTGCAACAAGAGGAGCTGCCCCGTGGATGGCTGTTTATC 
CAACCCCTGCTTCCCGGGAGCCCAGTGCAGCAGCTTCCCCGATGGGTCCTGGTCA 
TGCGGCTTCTGCCCTGTGGGCTTCTTGGGCAATGGCACCCACTGTGAGGACCTGG 
ACGAGTGTGCCCTGGTCCCCGACATCTGCTTCTCCACCAGCAAGGTGCCTCGCTG 

20 TGTCAACACTCAGCCTGGCTTCCACTGCCTGCCCTGCCCGCCCCGATACAGAGGG 
AACCAGCCCGTCGGGGTCGGCCTGGAAGCAGCCAAGACGGAAAAGCAAGTGTGT 
GAGCCCGAAAACCCATGGAAGGACAAGACACACAACTGGGACAAGCACGGGGA - . , 
GTGGATCTAGCTGGGTCACTTGAGCGACCCCATGTACAAGTGCGAGTGCCAGACA 
GGCTACGCGGGCGACGGGCTCATCTGCGGGGAGGACTCGGACCTGGAGGGGTGG 

25 CCCAACCTCAATCTGGTCTGCGCCACCAACGCCACCTACCACTGCATCAAGGATA 
ACTGCCCCCATCTGCCAAATTCTGGGCAGGAAGACTTTGACAAGGACGGGATTG 
GCGATGCCTGTGATGATGACGATGACAATGACGGTGTGACCGATGAGAAGGACA 
ACTGCCAGCTCCTCTTCAATCCCCGCCAGGCTGACTATGACAAGGATGAGGTTGG 
GGACCGCTGTGACAACTGCCCTTACGTGCACAACCCTGCCCAGATCGACACAGA 

30 CAACAATGGAGAGGGTGACGCCTGCTCCGTGGACATTGATGGGGACGATGTCTT 
CAATGAACGAGACAATTGTCCCTACGTCTACAACACTGACCAGAGGGACACGGA 
TGGTGACGGTGTGGGGGATCACTGTGACAACTGCCCCCTGGTGCACAACCCTGAC 
CAGACCGACGTGGACAATGACCTTGTTGGGGACCAGTGTGACAACAACGAGGAC 
ATAGATGACGACGGCCACCAGAACAACCAGGACAACTGCCCCTACATCTCCAAC 

35 GCCAACCAGGCTGACCATGACAGAGACGGCCAGGGCGACGCCTGTGACCCTGAT 
GATGACAACGATGGCGTCCCCGATGACAGGGACAACTGCCGGCTTGTGTTCAAC 
CCAGACCAGGAGGACTTGGACGGTGATGGACGGGGTGATATTTGTAAAGATGAT 
TTTGACAATGACAACATCCCAGATATTGATGATGTGTGTCCTGAAAACAATGCCA 
TCAGTGAGACAGACTTCAGGAACTTCCAGATGGTCCCCTTGGATCCCAAAGGGA 

40 CCACCCAAATTGATCCCAACTGGGTCATTCGCCATCAAGGCAAGGAGCTGGTTCA 
GACAGCCAACTCGGACCCCGGCATCGCTGTAGGTTTTGACGAGTTTGGGTCTGTG 
GACTTCAGTGGCACATTCTACGTAAACACTGACCGGGACGACGACTATGCTGGCT 
TCGTCTTTGGTTACCAGTCAAGCAGCCGCTTCTATGTGGTGATGTGGAAGCAGGT 
GACGCAGACCTACTGGGAGGACCAGCCCACGCGGGCCTATGGCTACTCCGGCGT 

45 GTCCCTCAAGGTGGTGAACTCCACCACGGGGACGGGCGAGCACCTGAGGAACGC 
GCTGTGGCACACGGGGAACACGCCGGGGCAGGTGCGAACCTTATGGCACGACCC 
CAGGAACATTGGCTGGAAGGACTACACGGCCTATAGGTGGCACCTGACTCACAG 
GCCCAAGACCGGCTACATCAGAGTCTTAGTGCATGAAGGAAAACAGGTCATGGC 
AGACTCAGGACCTATCTATGACCAAACCTACGCTGGCGGGCGGCTGGGTCTATTT 
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GTCTTCTCTCAAGAAATGGTCTATTTCTCAGACCTCAAGTACGAATGCAGAGATA 
TTTAAACAAGATTTGCTGCATTTCCGGCAATGCCCTGTGCATGCCATGGTCCCTA 
GACACCTCAGTTCATTGTGGTCCTTGCGGCTTCTCTCTCTAGCAGCACCTCCTGTC 
CCTTGACCTTAACTCTGATGGTTCTTCACCTCCTGCCAGCAACCCCAAACCCAAG 
5 TGCCTTCAGAGGATAAATATCAATGGAACTCAGAGATGAACATCTAACCCACTA 
GAGGAAACCAGTTTGGTGATATATGAGACTTTATGTGGAGTGAAAATTGGGCAT 
GCCATTACATTGCTTTTTCTTGTTTGTTTAAAAAGAATGACGTTTACATATAAAAT 
GTAATTACTTATTGTATTTATGTGTATATGGAGTTGAAGGGAATACTGTGCATAA 
GCCATTATGATAAATTAAGCATGAAAAATATTGCTGAACTACTTTTGGTGCTTAA 
1 0 AGTTGTCACTATTCTTGAATTAGAGTTGCTCTACAATGACACAC AAATCCCGCTA 
AATAAATTATAAACAAGGGTCAATTCAt^ATTTGAAGTAATGTTTTAGTAAGGAG 

agattagaagacaacaggcatagcaaatgacataagctaccgattaactaatcg 

gaacatgtaaaacagttacaaaaataaacgaactctcctcttgtcctacaatgaa 

agccctcatgtgcagtagagatgcagtttcatcaaagaacaaacatccttgcaa 

1 5 atgggtgtgacgcggttccagatgtggatttggc aaaacctc atttaagtaaaag 
gttagcagagcaaagtgcggtgctttagctgctgcttgtgccgttgtggcgtcgg 
ggaggctcctgcctgagcttccttccccagctttgctgcctgagaggaaccagag 
cagacgcacaggccggaaaaggcgcatctaacgcgtatctaggctttggtaact 
gcggacaagttgcttttacctgatttgatgatacatttcattaaggttccagttat 

20 aaatattttgttaatatttattaagtgactatagaatgcaactccatttaccagta 
acttattttaaatatgcctagtaacacatatgtagtataatttctagaaacaaac 
. . ; .-at.gtaataagtatataatcctgtgaaaatatgaggcttgataatattaggttgtc 
' aggatgaaggatgctagaagctgtaacagaatacatagagaataatgaggagtt 

. 1 irfatgatggaagcttaatatataatgttgcgagcgattttagttgaatatttgttac 

25 tgttatctatctgctgtatatggaattcttttaattcaaacgctgaaaacgaatca 
gcatttagtcttgccaggcacacccaataatcagtcatgtgtaatatgcacaagt 
ttgtttttgtttttgttttttttgttggttggtttttttgctttaagttgcatgatct 
ttctgcaggaaatagtcactcatcccactccacataaggggtttagtaagagaag 
tctgtctgtctgatgatggatagggggcaaatctttttcccctttctgttaatagt 

30 catcacatttctatgccaaacaggaacgatccataactttagtcttaatgtacac 
attgcattttgataaaattaattttgttgtttcctttgaggttgatcgttgtgttgt 
tttgctgcactttttacttttttgcgtgtggagctgtattcccgagacaacgaagc 
gttgggatacttcattaaatgtagcgactgtcaacagcgtgcaggttttctgttt 
ctgtgttgtggggtcaaccgtacaatggtgtgggaatgacgatgatgtgaatatt 

35 tagaatgtaccatattttttgtaaattatttatgtttttctaaacaaatttatcgt 
ataggttgatgaaacgtcatgtgttttgccaaagactgtaaatatttatttatgt 
gttcacatggtcaaaatttcaccactgaaaccctgcacttagctagaacctcatt 
tttaaagattaacaacaggaaataaattgtaaaaaaggttttct 

40 SEQ ID NO: 194 

>2499967T6 

AGAAAAGAGGGAAGGTGGGGACCTAGTAACAATAACCATTTATTCCAAGGAGGC 
CCTGGCCCTGAACCCGGGGTTCCCACAGGAATCAGGGAGGCACCTGAGTCCCCC 
AGGACCAGGGCATCCCAAGGCATCATGGCAGCNGCGTTGTTCAAAAGGAAGTTT 
45 CATTGAGCTTCATCTTGGGAGGNGTGANGCGNGTCCCGANACCGCTGGACGCCC 
ACGNNNCTGGNGTGGGTNGCCGTCGGANGTCTGGCCCACTCCGCACCAGTTCCT 
GGCAGCGTTCCACAAAGCTGCNCCCACCACGGCGCCGGGCCTCAGCCTGCGGGG 
GGCTTGGGCTCCCACGGTGGCCAGACAAGGAGGTGTTGCTGGAGGCTGAGTGGA 
GGCTGGTGAGGGAGATGCGGGGTGANGGGCTGGGGAGACAGCNCCATGAGGGA 
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GCTGAAGGAGCNGGCGGGGGCAGCTCACAGTGTTTCAGCTGTTCCATCAGCTCTT 
GCTNCGTTANGCCACCTGCAAGGGGCTGGCCGAGGNCGTNCATGGNGGTGGT 

SEQIDNO: 195 
5 >093603H1 

TGGAAATAAAGCTTCCTNAATGTNGTATATGTNTTTAAAGTNCATCCGTGCATTT 
TTTTTNAGCATCCAACCATTCCTCCCTTGTAGTTCTCGCCCCCTCAAA'INACCCTC 
TCCCGTAGCCCACCCGACTAACATCTCANTNTCTGAAAATGCACAGAGATGCCTG 
GCTACCTCGCCCTGCCTTCAGCCTCACGGGGCTCAGGTNCTTTTTTTNTTTGGTGC 
10 CACCAGGNCGGAGCATGGAGGTCACAGTACCTGCCACC 

SEQIDNO: 196 

>gi|30081|emb|X57527.1|HSCOL8Al Human COL8A1 mRNA for alpha l(VIII) collagen 
ATGGCTGTGCTGCCTGGCCCTCTGCAGCTGCTGGGAGTGCTGCTTACCATTTCCCT 

1 5 GAGTTCCATC AGGCTC ATTCAGGCTGGTGCCTACTATGGGATC AAGCCGCTGCCA 
CCTCAAATTCCTCCTCAGATGCCACCACAAATTCCACAATACCAGCCCCTGGGTC 
AGCAAGTACCTCACATGCCTTTGGCCAAAGATGGCCTCGCCATGGGCAAGGAGA 
TGCCCCACTTGCAGTATGGCAAAGAGTATCCACACCTACCCCAATATATGAAGGA 
AATTCAACCGGCGCCAAGAATGGGCAAGGAAGCCGTTCCCAAGAAAGGCAAAG 

20 AAATACCATTAGCCAGTTTACGAGGGGAACAAGGTCCCCGTGGAGAGCCTGGCC 
CAAGAGGACCACCTGGGCCCCCTGGTTTACCAGGTCATGGGATACCTGGAATTA 

;; :aaggaaaaccagggccacagggatatccaggagttggaaagccaggtatgcctg f-:- . 

; ; v rGAATGCGAGGGAAGCCAGGAGCCATGGGCATGCCTGGGGCAAAAGGAGAAATT - : 
• ' GGACAGAAAGGGGAAATTGGGCCTATGGGGATCCCAGGAGGAGAAGGACGTCCA ^ 

25 GGGCCTCATGGACTTCCTGGCATTGGGAAGCCAGGTGGGCCAGGGTTACCAGGG 
CAACCAGGACCAAAGGGTGATCGAGGACCCAAAGGACTACCAGGACCTCAAGG 
CCTTCGGGGTCCTAAAGGAGACAAGGGCTTCGGGATGCCAGGTGCGCCAGGTGT 
AAAGGGGCCTCCAGGGATGCACGGCCTCCCCGGCCCTGTTGGACTGCCAGGAGT 
GGGCAAACCAGGAGTGACAGGCTTCCCTGGGCCCCAGGGCCCCCTGGGAAAGCC 

30 AGGGGCTCCAGGAGAACCCGGTCGACAAGGCCCTATTGGGGTACCGGGGGTTCA 
AGGACCTCCTGGGATACCCGGAATTGGAAAGCCAGGCCAGGATGGGATCCCAGG 
CCAGCCAGGATTTCCAGGTGGCAAAGGGGAGCAAGGACTGCCAGGGCTACCAGG 
GGCCCCAGGCCTTCCAGGGATTGGGAAACCAGGCTTCCCAGGACCCAAAGGTGA 
CCGGGGCATGGGAGGTGTTCCTGGGGCTCTTGGACCAAGAGGGGAGAAAGGACC 

35 AATAGGTTCCCCAGGAATAGGGGGTTCTCCAGGAGAGCCAGGCCTGCCTGGAAT 
CCCAGGTCCTATGGGCCCTCCAGGTGCTATTGGTTTTCCTGGACCCAAAGGAGAA 
GGTGGGATTGTAGGGCCACAGGGGCCACCAGGTCCCAAGGGTGAGCCAGGGCTT 
CAAGGCTTCCCAGGAAAGCCAGGTTTCCTTGGTGAAGTAGGGCCTCCTGGCATGA 
GGGGTTTCCCAGGTCCCATAGGCCCCAAGGGGGAACATGGGCAAAAAGGTGTAC 

40 CAGGACTCCCTGGTGTTCCAGGGCTTCTCGGACCTAAGGGAGAACCAGGAATCC 
CAGGGGATCAGGGTTTACAGGGCCCCCCAGGTATCCCAGGGATTGGGGGCCCTA 
GTGGCCCCATTGGACCACCTGGGATTCCAGGCCCCAAAGGGGAGCCTGGCCTCC 
CAGGGCCCCCTGGGTTCCCTGGTATAGGGAAACCCGGAGTGGCAGGACTTCATG 
GCCCCCCAGGGAAGCCTGGTGCCCTTGGTCCTCAAGGCCAGCCTGGCCTTCCAGG 

45 ACCCCCAGGCCCTCCAGGACCTCCAGGACCCCCAGCTGTGATGCCCCCTACACCA 
CCACCCCAGGGAGAGTATCTGCCAGATATGGGGCTGGGAATTGATGGCGTGAAA 
CCCCCCCATGCTACGGGGGCTAAGAAAGGCAAGAATGGAGGGCCAGCCTATGAG 
ATGCCTGCATTTACCGCCGAGCTAACCGCACCCTTTCCACCGGTGGGGGGCCCAG 
TGAAGTTTAACAAACTGCTGTATAACGGCAGACAGAACTACAACCCGCAGACAG 
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GCATCTTCACCTGTGAGGTCCCTGGTGTCTACTACTTTGCATACCACGTTCACTGC 
AAGGGGGGGAACGTGTGGGTTGCTCTATTCAAGAACAACGAGCCCGTGATGTAC 
ACGTACGACGAGTACAAAAAGGGCTTCCTGGACCAGGCATCTGGGAGTGCAGTG 
CTGCTGCTCAGGCCCGGAGACCGGGTGTTCCTCCAGATGCCCTCAGAACAGGCTG 
5 CAGGACTGTATGCCGGGCAGTATGTCCACTCCTCCTTTTCAGGATATTTATTGTAT 
CCCATGTAA 

SEQ ID NO: 197 
>gl949404 

1 0 ACCCACAGGGCCCCTACCCACAAGAGGGCTACCCACAGGGCCCCTACCCCCAAG 

GGGGCTACCCCCAGGGGCCATATCCCCAGAGCCCCTTCCCCCCTATCCCCTATGG 
ACAGCCACAGGTCTTCCCAGGACAAGACCCTGACTCACCCCAGCATGGAAACTA 
CCAGGNGGAGGGTCCCCCATCCTACTATGACAACCAGGACTTTCCTGCCAACAAC 
TGGGATGACAAGAGCATCCGACAAGNCTTCATCCGCAAGTGTTCCTAGTGCtTGA 
15 CCT 

SEQ ID NO: 198 

>gi|1057867|gb|H79778.1|H79778 yu77hll.rl Scares fetal liver spleen INFLS Homo 
sapiens cDNA clone IMAGE:239877 5' similar to SP:S43160 S43160 YEAST RPD3 
20 HOMOLOG - AFRICAN CLAWED FROG ;, mRNA sequence 

NGTTATCAACCAGGTAGTGGACTTCTACCAACCCACGTGCATTGTGCTCCAGTGT 

( V GGANTGGACTCTCTGGGCTGTGATeGATTGGGCTGCTTTAACCTCAGCATCCGAG' 
: GGCATGGGGAATGGGTTGAATATGTGAAGAGCTTCAATATGCCTCTACTCGTGCT 
' GGGTGGTGGTGGTTATACTGTCCGAAATGTTGCCCGCTGCTGGACATATGAGAGA 
25 TCGCTGCTGGTAGAAGAGGCCATTAGTGAGGAGCTTCCCTATAGTGAATACTTCG 
AGTACTTTGCCCCAGACTTCACACTTCATCCAGATGTCAGCACCCTCATCGAGAA 
TCAGAACTTCACGNCATATCTNGGAACCAGATCCGCCAGACAATCTTTGAAAACC 
CTGGAAGATGCTGGAACCTGGCACNTAGTGTTCCAGATTCATGGACGTGCCTGCA 
GAC 

30 

SEQ ID NO: 199 

>gi|3928429|emb|X72781 .1 iHSTRPrV Homo sapiens mRNA for trypsinogen IV a-form 

GGGCCTGGAGCTGCACCCGCTTCTGGGTGGACGCACTTGGCGAGCGGCGCGGGA 

TGCAGACGGCTGCGAGGCGCTGGGCACAGTTGCTGTCCCCTTTGACGATGATGAC 

35 AAGATTGTTGGGGGCTACACCTGTGAGGAGAATTCTCTCCCCTACCAGGTGTCCC 
TGAATTCTGGCTCCCACTTCTGCGGTGGCTCCCTCATCAGCGAACAGTGGGTGGT 
ATCAGCAGCTCACTGCTACAAGACCCGCATCCAGGTGAGACTGGGAGAGCACAA 
CATCAAAGTCCTGGAGGGGAATGAGCAGTTCATCAATGCGGCCAAGATCATCCG 
CCACCCTAAATACAACAGGGACACTCTGGACAATGACATCATGCTGATCAAACT 

40 CTCCTCACCTGCCGTCATCAATGCCCGCGTGTCCACCATCTCTCTGCCCACCGCCC 
CTCCAGCTGCTGGCACTGAGTGCCTCATCTCCGGCTGGGGCAACACTCTGAGCTT 
TGGTGCTGACTACCCAGACGAGCTGAAGTGCCTGGATGCTCCGGTGCTGACCCAG 
GCTGAGTGTAAAGCCTCCTACCCTGGAAAGATTACCAACAGCATGTTCTGTGTGG 
GCTTCCTTGAGGGAGGCAAGGATTCCTGCCAGCGTGACTCTGGTGGCCCTGTGGT 

45 CTGCAACGGACAGCTCCAAGGAGTTGTCTCCTGGGGCCATGGCTGTGCCTGGAA 
GAACAGGCCTGGAGTCTACACCAAGGTCTACAACTATGTGGACTGGATTAAGGA 
CACCATCGCTGCCAACAGCTAAAGCCCCCGGTCCCTCTGCAGTCTCTATACCAAT 
AAAGTGGCCCTGCTCTCAAAAAAAAAAAAAAAA 
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SEQ ID NO: 200 
>5171695H1 

GGATGCTGTAAAAGTAGAAGAGGAATTGACCCTATCTTGGACAGCACCTGGAGA 
AGACTTTGATCAGGGCCAGGCTACAAGCTATGAAATAAGAATGAGTAAAAGTCT 
5 ACAGAATATCCAAGATGACTTTAACAATGCTATTTTAGTAAATACATCAAAGCGA 
AATCCTCAGCAAGCTGGCATCAGGGAGATATTTACGTTCTCACCCCAAATTTCCA 
CGAATGGACCTGAACATCAGCCAAATGGAGAAACACAT 

SEQ ID NO: 201 

10 >gi|182734|gb|K00650.1|HUMFOS Human fos proto-oncogene (c-fos), complete cds 

GCAGGAACAGTGCTAGTATTGCTCGAGCCCGAGGGCTGGAGGTTAGGGGATGAA 
GGTCTGCTTCCACGCTTTGCACTGAATTAGGGCTAGAATTGGGGATGGGGGTAGG 
GGCGCATTCCTTCGGGAGCCGAGGCTTAAGTCCTCGGGGTCCTGTACTCGATGCC 
GTTTCTCCTATCTCTGAGCCTCAGAACTGTCTTCAGTTTCCGTACAAGGGTAAAA 

1 5 AGGCGCTCTCTGCCCCATCCCCCCCGACCTCGGGAACAAGGGTCCGCATTGAACC 
AGGTGCGAATGTTCTCTCTCATTCTGCGCCGTTCCCGCCTCCCCTCCCCCAGCCGC 
GGCCCCCGCCTCCCCCCGCACTGCACCCTCGGTGTTGGCTGCAGCCCGCGAGCAG 
TTCCCGTCAATCCCTCCCCCCTTACACAGGATGTCCATATTAGGACATCTGCGTCA 
GCAGGTTTCCACGGCCTTTCCCTGTAGCCCTGGGGGGAGCCATCCCCGAAACCCC 

20 TCATCTTGGGGGGCCCACGAGACCTCTGAGACAGGAACTGCGAAATGCTCACGA 
GATTAGGACACGCGCCAAGGCGGGGGCAGGGAGCTGCGAGCGCTGGGGACGCA 
GCCGGGCGGCCGCAGAAGCGCGCAGGCCCGCGCGCCACCCCTCTGGGGGCACCG • » 
TGGTTGAGCCCGTGACGTTTAGAGTCATTGATAAAACGeTTGTTATAAAAGGAGT . 
GGCTGGGGCGGGTCGTAGTGGAAGCGCATCTGCAGGGAGGAACTGAGAAGGGAA 

25 GACTGAGCCGGCGGCCGCGGGGCAGCGAACGAGCAGTGACCGTGCTCCTACCCA 
GGTGTGCTTGAGAGGGGGCAGGTGTGTGGGCGGGTGGGGGGGTCGGCCGGGTTTGG 
CTAAGGGGGAGGATGATGTTGTCGGGGTTGAAGGGAGAGTAGGAGGCGTGATGGT 
CGGGGTGGAGGAGGGGGTGGGGGGCGGGGGATAGGGTGTGTTAGTAGCAGTGAGG 
CGCAGACTCCTTCTCCAGCATGGGCTCGCCTGTCAACGCGCAGGTAAGGCTGGCT 

30 TGCCGTGGGCGGGGGGGGGGGGGGTTGGGGTGGGGGAGGAGGAGAGACGGGGGG 
GGACGCTCGAGTAGATGAGTAGGGGGCTGCCTTGTGCCTGGAGGGAGGCTGGCG 
TGGCCGGAGCGGTGCCGGCTCGGGGGCTCGGGACTTGCTCTGAGCGCACGGACG 
CTTGCGATAGTAAGAATTGGTTGGGGGTTGGGGAGGGAGGTTGGTTGTGAGGAAG 
CTGTGGTCTGCACTGGAGGAGGGATGTGTGAGATTAGGTGGAGGAGAGGTGTGCG 

35 AAGCACAAAGTCGGTAAGTAGAGGCTGGGTTCTTGGGGGAGGTGGGAGAAAGGG 
GCAATCCCCCCTCCCCCGGCAGCCTGGAGCACGGAGGAGGGATGAGGGAGGAGG 
GTGGAGCGGGGGGGTGTGTAAGGGAGTTTGATTGATAAAAAGCGAGTTCATTGTG 
GAGAGTCGGGAGCGGGGGGTGGGTCAGGGGAGAGGTCAGGGATATTTATAAGAA 
AGCCGGTTTCAAGGAAGTGATGGTGAAGGGATAAGGGGAAGGCAGGGGCAGGAT 

40 GGAAGAGACAGGCACTGCGCTGCGGAATGCCTGGGAGGAAAAGGGGGAGACCT 
TTGATCGAGGATGAGGGACATTTAAGATGAAATGTGGGTGGGAGGATCGTTTGTG 
TTCACTGCTGCATGGGGCAGTGGGAACTGGCGCCAGGTGTGTGCGGAACGTGCTC 
GCTCACGTCGGCTTTCCCCTTGTGTTTTGTTCTAGGACTTCTGCACGGACCTGGCC 
GTCTCGAGTGGGAAGTTCATTGGGAGGGTGACTGCGATCTGGACGAGTCCGGAGG 

45 TGCAGTGGGTGGTGGAGCCGGCGGTGGTCTGGTCTGTGGGGGGATGGGAGAGGAG 
AGCCGGTGAGGCTTTCGGAGTGCGCGCCGCCTGCGCTGGGGCTTACTCCAGGGGT 
GGCGTTGTGAAGACCATGACAGGAGGCCGAGCGCAGAGCATTGGCAGGAGGGG 
CAAGGTGGAAGAGGTGAGGAAGTGTAGGGTAGTGTTGCTGGGAATGTGGGGGGT 
GGGTGGGAAGCAGCCGGGGAGATGGAGGAGCCCAGTACAGAGGATGAAGCCAC 
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TGATGGGGCTGGCTGCACATCCGTAACTGGGAGCCCTGGCTCCAAGCCCATTCCA 
TCCCAACTCAGACTCTGAGTCTCACCCTAAGAAGTACTCTCATAGTTTCTTCCCTA 
AGTTTCTTACCGCATGCTTTCAGACTGGGCTCTTCTTTGTTCTCTTGCTGAGGATC 
TTATTTTAAATGCAAGTCACACCTATTCTGCAACTGCAGGTCAGAAATGGTTTCA 
5 CAGTGGGGTGCCAGGAAGCAGGGAAGCTGCAGGAGCCAGTTCTACTGGGGTGGG 
TGAATGGAGGTGATGGCAGACACTTTTACTGAATGTCGGTCTTTTTTTGTGATTAT 
TCTAGTTATCTCCAGAAGAAGAAGAGAAAAGGAGAATCCGAAGGGAAAGGAAT 
AAGATGGCTGCAGCCAAATGCCGCAACCGGAGGAGGGAGCTGACTGATACACTC 
CAAGCGGTAGGTACTCTGTGGGTTGCTCCTTTTTAAAACTTAAGGGAAAGTTGGA 

1 0 GATTGAGCATAAGGGCCCTTGAGTAAGACTGTGTCTTATGCTTTCCTTTATCCCTC 
TGTATACAGGAGACAGACCAACTAGAAGATGAGAAGTCTGCTTTGCAGACCGAG 
ATTGCCAACCTGCTGAAGGAGAAGGAAAAACTAGAGTTCATCCTGGCAGCTCAC 
CGACCTGCCTGCAAGATCCCTGATGACCTGGGCTTCCCAGAAGAGATGTCTGTGG 
CTTCCCTTGATCTGACTGGGGGCCTGCCAGAGGTTGCCACCCCGGAGTCTGAGGA 

1 5 GGCCTTCACCCTGCCTCTCCTCAATGACCCTGAGCCC AAGCCCTC AGTGGAACCT 
GTCAAGAGCATCAGCAGCATGGAGCTGAAGACCGAGCCCTTTGATGACTTCCTGT 
TCCCAGCATCATCCAGGCCCAGTGGCTCTGAGACAGCCCGCTCCGTGCCAGACAT 
GGACCTATCTGGGTCCTTCTATGCAGCAGACTGGGAGCCTCTGCACAGTGGCTCC 
CTGGGGATGGGGCCCATGGCCACAGAGCTGGAGCCCCTGTGCACTCCGGTGGTC 

20 ACCTGTACTCCCAGCTGCACTGCTTACACGTCTTCCTTCGTCTTCACCTACCCCGA 
GGCTGACTCCTTCCCCAGCTGTGCAGCTGCCCACCGCAAGGGCAGCAGCAGCAA 

• ; • .TGAGCCTTCCTCTGACTCGCTGAGCTCACGCAGGCTGCTGGCCCTGTGAGGGGGC 

■ • * AGGGAAGGGGAGGCAGCCGGCACCCAGAAGTGGCACTGCCCGAGCTGGTGGATT 
• ACAGAGAGGAGAAAGACATCTTCCGTAGAGGGTTCCTGTAGACCTAGGGAGGAC 

25 CTTATCTGTGCGTGAAACACACCAGGCTGTGGGCCTCAAGGACTTGAAAGCATCC 
ATGTGTGGACTCAAGTCCTTACCTCTTCCGGAGATGTAGCAAAACGCATGGAGTG 
TGTATTGTTCCCAGTGACACTTCAGAGAGCTGGTAGTTAGTAGCATGTTGAGCCA 
GGCCTGGGTCTGTGTCTCTTTTCTCTTTCTCCTTAGTCTTCTCATAGCATTAACTAA 
TCTATTGGGTTCATTATTGGAATTAACCTGGTGCTGGATATTTTCAAATTGTATCT 

30 AGTGCAGCTGATTTTAACAATAACTACTGTGTTCCTGGCAATAGTGTGTTCTGATT 
AGAAATGACCAATATTATACTAAGAAAAGATACGACTTTATTTTCTGGTAGATAG 
AAATAAATAGCTATATCCATGTACTGTAGTTTTTCTTCAACATCAATGTTCATTGT 
AATGTTACTGATCATGCATTGTTGAGGTGGTCTGAATGTTCTGACATTAACAGTTT 
TCCATGAAAACGTTTTATTGTGTTTTTAATTTATTTATTAAGATGGATTCTCAGAT 

35 ATTTATATTTTTATTTTATTTTTTTCTACCTTGAGGTCTTTTGACATGTGGAAAGTG 
AATTTGAATGAAAAATTTAAGCATTGTTTGCTTATTGTTCCAAGACATTGTCAAT 
AAAAGCATTTAAGTTGAATGCGACCAACCTTGTGCTCTTTTCATTCTGGAAGTCTT 
GTAAGTTTCTGAAAGGTATTATTGGAGACCAGTTTGTCAAGAAGGGTAGCTGCTG 
GAGGGGGACACACCCTCTGTCTGATCCCTTATCAAAGAGGACAAGGAAACTATA 

40 GAGCTGATTTTAGAATATTTTACAAATACATGCCTTCCATTGGAATGCTAAGATT 
TTCTACTGCTTCTGGGGACGGGAAACCGCTGTGTAACAGCTTTTGTGGGAATACA 
TTTTTTCTGTTTCAGTACTCGCAGGGGGAAATATTTAAATTTTGTTGTGCTAATAT 
TAAATTCAGATGTTTTGATCTTAAAGGAACCCTTTAAGCAAACAGAACCTAGCTT 
TGTACAGACTATTTTAACTTTTTATTCTCACAAAATCACGTGGAGGGTTATTCTAC 

45 TTCAAAGATGAGCAAATTGAAGAATGGTTAGAATAAACAACTTTCTTGATATTCC 
GTTATCGGCATTAGAATCTTCCTGCTCGTTATCGTATCCAGCAGGCTGAACTGCCT 
CTTGATACTTGGTTAAAAAAAATTTTCAGGCCGGGCGCGGTGGCCCATGCCTGTA 
ATCCTAGCACTTTGGGAGGCCGAGGCAGGCGGATCACCTGAGGTCGGGAGTTCG 
AGACCAGCCTGACCAACATGGAGAAACCCCGTCTTTACTAAAAATACAAAATTA 
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GCCTGGTGTGGTGGTGCATGCCTGTAATCCTAGCTACTTGAGAGGCTGAGACAGG 
AAAATCACTTGAACTCGGGAGGCGGATGTTGCAGCGAACTGAGATTGCGCCATT 
GCACTCCAGCCTGGGCAACAAGATTGAAACTCTGTTTAAAAAAAAAAGTTTTCAC 
TAATGTGTACATTTTTTTGTACTCTTTTATTCTCGAAAGGGAAGGAGGGCTATTGC 
5 CCTATCCCTTATTAATAAATGCATTGTGGTTTCTGGTTTCTCTAATACCATATGCC 
CTTCATTCAGTTTATAGTGGGCGGAAGTGGGGGAGAAAAAGTTGCTCAGAAATC 
AAAAGATATCTCAAACAGCACAAATAATGGCTGATCGTTCTGCAAACAAAAAGT 
TACATAATAGCTCAAGAAGGAGAAGTCAACATGACTCTGAACAAGCTTTAACTT 
AGAAACTTTATCATCTTAAGGAAGAACGTGACCTTTGTCCAGGACGTCTCTGGTA 

1 0 ATGGGGCACTTACACACACATGCACACGTACAAACCACAGGGAAAGGAGACCGC 
CCTTCTGCCTCTGCTCGCGAGTATCACGCAGGCACCATGCACTATGTTTTCACAC 
ACACTGGGTGGAAGAAGAGCTTCAGCGCCAGTCTTCTAATGCTTTGGTGATAATG 
AAAATCACTGGGTGCTTATGGGGTGTCATATTCAATCGAGTTAAAAGTTTTAATT 
CAAAATGACAGTTTTACTGAGGTTGATGTTCTCGTCTATGATATCTCTGCCCCTCC 

1 5 CATAAAAATGGACATTTAAAAGC AACTTACCGCTCTTTAGATC ACTCCTATATC A 
CACACCACTTGGGGTGCTGTTTCTGCTAGACTTGTGATGACAGTGGCCTTAGGAT 
CCCTGTTTGCTGTTCAAAGGGCAAATATTTTATAGCCTTTAAATATACCTAAACTA 
AATACAGAATTAATATAACTAACAAACACCTGGTCTGAAATAACAAGGTGATCT 
ACCCTGGAAGGAACCCAGCTGGTGGGCCAGGAGCGGTGGCTCACACCTGTAATT 

20 CCAGCACTTTGGGAGGCTGAGACAGGAGGATCACTGGAGTCCAGGAGTTTGAGA 
CCAGCCTGGGCAACATGGCAAAACCCAGTGTGCTTCTGTTGTCCCAGCTACACTA 
.. CTCAGGAGGCTGAGGCAGGAGTATGAGTTGAGCCTGGGAGGGGGAGGTTGCAGA 
GAAGTGATATTGGACGACCAGTGCAGTCCAGCCTGGGTGAGACAGCAAAACGCT' 
ATCTCAAAAAAAAAAAAAAAAAAAAGGAAGGCAGCTGGTTCCTGTAGGTGTGCA 

25 ATAATAACAACCAGAGGAAGAAAAGGAAGACGATTTCCCAGATGAAGAAGGGC 
AGCTGGACCTTCGGAC 

SEQ ID NO: 202 

>gi|1049052|gb|U26644.1|HSU26644 Human fatty acid synthase (fas) mRNA, complete cds 

30 ATGGAGGAGGTGGTGATTGGGGGCATGTTGGGGAAGGTGGCAGAGTGGGAGAAG 
TTGCAGGAGTTCTGGGACAACCTCATCGGCGGTGTGGACATGGTCACGGACGAT 
GACCGTCGCTGGAAGGCTGGGCTCTACGGCCTGCCGCGGCGGTCCGGCAAGCTG 
AAGGACCTGTGTAGGTTTGATGGGTGGTTGTTGGGAGTGGACCCCAAGGAGGGAC 
AGAGGATGGAGCGTCAGGTGGGGGTGGTGGTGGAAGGTAGCTATGAAGGCATGGT 

35 GGAGGGAGGCATCAACGGAGATTCACTGGGAGGAAGAGACAGTGGCGTCTGGGT 
GGGCGTGAGCGGCTCTGAGACCTCGGAGGCCCTGAGCCGAGACCCCGAGACACT 
GGTGGGGTAGAGGATGGTGGGCTGGGAGCGAGGGATGATGGGGAAGGGGGTGTG 
GTTCTTGTTGGACTTCAGAGGGGGGAGGATGGGAGTGGAGACAGCGTGGTCGTCG 
AGGGTGATGGCCCTGCAGAAGGGGTAGCAGGGCATGCAGAGCGGGCAGTGGGCT 

40 GCCGCCATCGTGGGGGGCATCAACGTCCTGCTGAAGCCCAACACCTCCGTGCAGT 
TGTTGAGGGTGGGGATGCTCAGCCCGGAGGGGAGGTGGAAGGGCTTGGACAGAG 
CGGGGAATGGGTACTGCCGCTCGGAGGGTGTGGTGGGTGTCGTGGTGACCAAGA 
AGTCCCTGGCCCGGAAGGTCTACACGACCATGCTGAAGAAAGGCAGGAATACAG 
ATGGCTTCAAGGAGCAAGGCGTGACCTTCCCTCAGGATATCCAGGAGGAGGGTA 

45 TGGGGTGGTTGTACGAGTGGGGGGGAGTGGGGGGTGAGTGATTTGAATAGATGGA 
AGCCGACGGACCAGGCACCAAGGTGGGCGAGGCCCAGGAGCGTAATGGCATCAC 
CCGAGCCCTGTGCGCCACCCGCCAGGAGCCGCTGCTCATCGGCTCCACCAAGTCC 
AACATGGGGGACGGGGAGCGAGGCTGGGGGGTGGAGGGGGTGGGGAAGGTGGTG 
CTGTCCCTGGAGCACGGGCTCTGGGCCCCCAACCTGCACTTCCATAGGGCCAACC 
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CTGAGATCCCAGCGCTGTTGGATGGGCGGCTGCAGGTGGTGGACCAGCCCCTGC 
CCGTCCGTGGCGGCAACGTGGGCATCAACTCCTTTGGCTTCGGGGGCTCCAACAT 
GCACATCATCCTGAGGCCCAACACGCAGTCCGCCCCCGCACCCGCCCCACATGCC 
ACCCTGCCCCGTCTGCTGCGGGCCAGCGGACGCACCCCTGAGGCCGTGCAGAAG 
5 CTGCTGGAGCAGGGCCTCCGGCACAGCCAGGGCCTGGCTTTCCTGAGCATGCTGA 
ACGACATCGCGGCTGTCCCCGCCACCGCCATGCCCTTCCGTGGCTACGCTGTGCT 
GGGTGGTGAGACGCGGTGGCCCAGAGTGCAGCAGGTGCCCGCTGGCGAGCGCCC 
GCTCTGGTTCATCTGCTCTGGGATGGGCACACAGTGGCGTGGAATGGGGCTGAGC 
CTTATGCGCCTGGACCGCTTCCGAGATTCCATCCTACGCTCCGATGAGGCTGTGA 

1 0 ACCGATTCGGCCTGAAGGTGTCACAGCTGCTGCTGAGCACAGACGAGAGCACCT 
TTGATGACATCGTCCATTCGTTTGTGAGCCTGACTGCCATCCAGATAGGCCTCAT 
AGACCTGCTGAGCTGCATGGGACCTGAGGCAGATGGCATCGTCGGCCACTCCCT 
GGGGGAGTGGCTGTCGGTACGCGACGGCTGCCTGTCCCAGGAGGAGGCCGTCCT 
CGCTGCCTACTGGAGGGGACAGTGCATCAAAGAAGCCCCACTTCCCGCCGGCGC 

1 5 CATGGCAGCCGTGGGCTTGTCCTGGGAGGAGTGT AAACAGCGCTGCCCCCCTGC 
GGTGGTGCCCGCCTGCCACAACTCCAAGGACACAGTCACCATCTCGGGACCTCA 
GGCCCCGGTGTTTGAGTTCGTGGAGCAGCTGAGGAAGGAGGGTGTGTTTGCCAA 
GGAGGTGCGGACCGGCGGTATGGCCTTCCACTCCTACTTCATGGAGGCCATCGCA 
CCCCCACTGCTGCAGGAGCTCAAGAAGGTGATCCGGGAGCCGAAGCCACGTTCA 

20 GCCCGCTGGCTCAGCACCTCTATCCCCGAGGCCCAGTGGCACAGCAGCCTGGCAC 
GCACGTCTTCCGCCGAGTACAATGTCAACAACCTGGTGAGCCCTGTGCTGTTCCA 
GGAGGGGCTGTGGCACGTGGCTGAGCACGCGGTGGTGCTGGAGATCGCCCCGAC 
CCCGTGCCCTCAGGCTGTGGTGAAGGGGGTCCGTAAGCCGAGCTGCAGCATCATG 
CCCCGTATGAAGAAGGATCACAGGGACAACCTGGAGTTCTTCCTGGCCGGCATC 

25 GGCAGGCTGCACCTCTCAGGCATCGACGCCAACCCCAATGCCTTGTTCCCACCTG 
TGGAGTCCCCAGCTCCCCGAGGAACTCCCCTCATCTCGCCACTCATCAAGTGGGA 
CCACAGGCTGGCCTGGGACGCGCCGGCCGCCGAGGACTTCCCCAACGGTTCAGG 
TTCCCCCTCAGCCACCATCTACACATGCACACCAAGCTCCGAGTCTCCTGACCGC 
TACCTGGTGGACCACACCATCGACGGTCGCGTCCTCTTCCCCGCCACTGGCTACC 

30 TGAGCATAGTGTGGAAGACGCTGGCCCGCGCCTGGGCTGGGCTCGAGCAGCTGC 
CTGTGGTGTTTGAGGATGTGGTGCAGCACCAGGCCACCATCCTGCCCAAGACTGG 
GACAGTGTCCTTGGAGGTACGGCTCCTGGAGGCCACCGGTGCCTTCGAGGTGTCA 
GAGAACGGCAACCTGGTAGTGAGTGGGAAGGTGTACCAGTGGGATGACCCTGAC 
CCCAGGCTCTTCGACCACCCGGAAAGTCCCCACCCCAATTCCCCACGGAGTCCCC 

35 TCTTCCTGGCCCAGGCAGAAGTTTACAAGGAGCTGCGTCTGCGTGGCTACGACTA 
CGGCCCTCATTTCCAGGGCATCCTGGAGGCCAGCCTGGAAGGTGACTCGGGGAG 
GCTGCTGTGGAAGGATAACTGGGTGAGCTTCATGGACACCATGCTGCAGATGTCC 
ATCCTGGGCTCGGCGAAGCACGGCCTGTACCTACCCACCCGTGTCACCGCCATCC 
ACATCGACCCTGCCACCCACAGGCAGAAGCTGTACACACTGCAGGACAAGGCCC 

40 AAGTGGCTGACGTGGTGGTGAGCAGGTGGCCGAGGGTCACAGTGGCGGGAGGCG 
TCCACATCTCCGGGCTCCACACTGAGTCGGCCCCGCGGCGGCACGAGGAGCAGC 
AGGTGCCCATCCTGGAGAAGTTTTGCTTCACTCCCCACACGGAGGAGGGGTGCCT 
GTCTGAGCACGCTGCCCTCGAGGAGGAGCTGCAACTGTGCAAGGGGCTGGTCGA 
GGCACTGGAGACCAAGGTGACCCAGCAGGGGCTGAAGATGGTGGTGCCGGACTG 

45 GACGGGGCCCAGATCCCCCCGGGACCCCTCACAGCAGGAACTGCCCCGGCTGTT 
GTCGGCTGCCTGCAGGCTTCAGCTCAACGGGAACCTGCAGCTGGAGCTGGCGCA 
GGTGCTGGCCCAGGAGAGGCCCAAGCTGCCAGAGGACCCTCTGCTCAGCGGCCT 
CCTGGACTCCCCGGGACTCAAGGCCTGCCTGGACACTGCCGTGGAGAACATGCCC 
AGCCTGAAGATGAAGGTGGTGGAGGTGCTGGCCGGCCACGGTCACCTGTATTCC 
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CGCATCCCAGGCCTGCTCAGCCCCCATCCCCTGCTGCAGCTGAGCTACACGGCCA 
CCGACCGCCACCCCCAGGCCCTGGAGGCTGCCCAGGCCGAGCTGCAGCAGCACG 
ACGTTGCCCAGGGCCAGTGGGATCCCGCAGACCCTGCCCCCAGCGCCCTGGGCA 
GCGCGGACCTCCTGGTGTGCAACTGTGCTGTGGCTGCCCTCGGGGACCCGGCCTC 
5 AGCTCTCAGCAACATGGTGGCTGCCCTGAGAGAAGGGGGCTTTCTGCTCCTGCAC 
ACACTGCTCCGGGGGCACCCTCGGGACATCGTGGCCTTCCTCACCTCCACTGAGC 
CGCAGTATGGCCAGGGCATCCTGAGCCAGGACGCGTGGGAGAGCCTCTTCTCCA 
GGGTGTCGCTGCGCCTGGTGGGCCTGAAGAAGTCCTTCTACGGCGCCACGCTCTT 
CCTGTGCCGCCGGCCCACCCCGCAGGACAGCCCCATCTTCCTGCCGGTGGACGAT 

10 ACCAGCTTCCGCTGGGTGGAGTCTCTGAAGGGCATCCTGGCTGACGAAGACTCTT 
CCCGGCCTGTGTGGCTGAAGGCCATCAACTGTGCCACCTCGGGCGTGGTGGGCTT 
GGTGAACTGTCTCCGCCGAGAGCCCGGCGGAACCGTCCGGTGTGTGCTGCTCTCC 
AACCTCAGCAGCACCTCCCACGTCCCGGAGGTGGACCCGGGCTCCGCAGAACTG 
CAGAAGGTGTTGCAGGGAGACCTGGTGATGAACGTCTACCGCGACGGGGCCTGG 

1 5 GGGGTTTTCCGCCACTTCCTGCTGGAGGACAAGCCTGAGGAGCCGACGGCACAT 
GCCTTTGTGAGCACCCTCACCCGGGGGGACCTGTCCTCCATCCGCTGGGTCTGCT 
CCTCGCTGCGCCATGCCCAGCCCACCTGCCCTGGCGCCCAGCTCTGCACGGTCTA 
CTACGCCTCCCTCAACTTCCGCGACATCATGCTGGCCACTGGCAAGCTGTCCCCT 
GATGCCATCCCAGGGAAGTGGACCTCCCAGGACAGCCTGCTAGGTATGGAGTTC 

20 TCGGGCCGAGACGCCAGCGGCAAGCGTGTGATGGGACTGGTGCCTGCCAAGGGC 
CTGGCCACCTCTGTCCTGCTGTCACCGGACTTCCTCTGGGATGTGCCTTCCAACTG 

V ■■ GACGCTGGAGGAGGCGGCCTCGGTGCGTGTCGT.GTACAGCACGGGCTAGTAGGC , 
GGTGGTGGTGCGTGGGGGGGTGCGCCCGGGGGAGACGCTGCTCATCGACTCGGG . 
: CTCGGGCGGGGTGGGCCAGGCCGGGATCGCCATCGCCCTCAGTCTGGGCTGCCGG 

25 GTCTTCACCACCGTGGGGTCGGCTGAGAAGCGGGCGTACGTCCAGGCCAGGTTCC 
GGGAGGTGGAGAGGAGCAGGTTGGGGAAGTGGGGGGAGAGATGGTTCGAGGAGGA 
TGTGGTGTGGGAGAGGGGGGGGAAGGGGGTTGAGGTGGTGTTGAACTCGTTGGGG 
GAAGAGAAGCTGCAGGCCAGCGTGAGGTGCTTCGGTACGCACGGTCGCTTCCTG 
GAAATTGGGAAATTGGAGGTTTGTGAGAAGGAGCCGGTCGGGATGGCTATGTTGG 

30 TGAAGAAGGTGAGATTCCAGGGGGTCGTAGTGGATGGGTTGTTGAACGAGAGGA 
GTGGTGAGTGGGGGGAGGTGTGGGGGGTTGTGGAGGGGGGCATGGGGGATGGGG 
TGGTACGGCCCCTCAAGTGCACGGTGTTCCATGGGGCCCAGGTGGAGGACGCCTT 
CCGGTAGATGGGGGAAGGGAAGGACATTGGCAAAGTCGTGGTGGAGGTGCTTGC 
GGAGGAGGGGGGAGTGGTGAAGGGGGGGAAAGGGAAGCTGATGTGGGGGATGTG 

35 CAAGAGGTTCTGGCCGGCGGACAAGAGCTACATCATGGCTGGTGGTCTGGGTGGC 
TTGGGGGTGGAGTTGGGGCAGTGGGTGATAGAGCGTGGGGTGGAGAAGGTGGTG 
TTGAGTTGTGGGTGGGGGATGGGGAGAGGGTAGGAGGGGAAGGAGGTGCGGGGGT 
GGAGGGGGGAGGGGGTAGAGGTGGAGGTGTGGAGGAGGAACATGAGGTGAGTGG 
AGGGGGCCCGGGGCCTCATTGCCGAGGCGGCGCAGCTTGGGCCCGTGGGGGGCG 

40 TCTTGAAGGTGGCCGTGGTCTTGAGAGATGGGTTGGTGGAGAAGGAGACGGGAGA 
GTTGTTGGAGGAGGTCTGGAAGGCGAAGTAGAGCGGGACCGTGAAGCTGGACAG 
GGTGAGGGGAGAGGGGTGGGGTGAGGTGGAGTACTTTGTGGTGTTGTGGTGTGTG 
AGCTGCGGGCGTGGCAATGCGGGACAGAGCAACTACGGCTTTGCCAATTCCGCC 
ATGGAGGGTATGTGTGAGAAACGGGGGCAGGAAGGCCTCCCAGGCCTGGCGGTG 

45 CAGTGGGGCGCCATGGGCACCGTGGGCATTTTGGTGGAGACGATGAGCACCAAC 
GACACGATCGTCAGTGGCACGCTGGCCAGGCGGATTGGCGTCCTTGGCCTGGAGG 
TGGTGGACCTGTTGGTGAACCAGGCCCACATGGTCCTGAGGAGGTTTGTGGTGGC 
TGAGAAGGCTGGGGGCTATAGGGACAGGGAGAGCCAGCGGGACGTGGTGGAGG 
CGGTGGGACAGATCGTGGGGATCGGCGAGTTGGCTGGTGTGAAGGTGGGGGGCTC 
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ACTGGCGGACCTGGGCCTGGACTCGCTCATGAGCGCGCCGGTGCGCCAGACGCT 
GGAGCGTGAGCTCAACCTGGTGCTGTCCGTGCGCGAGGTGCGGCAACTCACGCT 
CCGGAAACTGCAGGAGCTGTCCTCAAAGGCGGATGAAGCCAGCGAGCTGGCATG 
CCCCACGCCCAAGGAGGATGGTCTGGCCCAGCAGCAGACTCAGCTGAACCTGCG 
5 CTCCCTGCTGGTGAAACCGGAGGGCCCCACCCTGATGCGGCTCAACTCCGTGCAG 
AGCTCGGAGCGGCCCCTGTTCCTGGTGCACCCAATCGAGGCTACCACCGTGTTCC 
ACAGCCTCGGTCCCGGTCTCAGCATCCCCACCTATGGCCTGCAGTGCACCCCGGC 
TGCGCCCCTTGACAGCATCCACAGCCTGGCTGCCTACTACATCGACTGCATCAGG 
CAGGTGCAGCCCGAGGGCCCCTACCGCGTGGCCGGCTACTCCTACGGGGCCTGC 

1 0 GTGGCCTTTGAAATGTGCTCCCAGCTGCAGGCCCAGCAGAGCCCAGCCCCCACCC 
ACAACAGCCTCTTCCTGTTCGACGGCTCGCCCACCTACGTACTGGCCTACACCCA 
GAGCTACCGGGCAAAGCTGACCCCAGGCTGTAAGGCTGAGGCTGAGACGGAGGC 
CATATGCTTCTTCGTGCAGCAGTTCACGGACATGGAGCACAACAGGGTGCTGGA 
GGCGCTGCTGCCGCTGAAGGGCCTAGAGGAGCGTGTGGCAGCCGCCGTGGACCT 

1 5 GATC ATCAAGAGCCACC AGGGCCTGGACCGCCAGGAGCTGAGCTTTGCGGCCCG 
GTCCTTCTACTACAGGCTGCGTGCCGCTGACCAGTATACACCCAAGGCCAAGTAC 
AGTGGCAACGTGATGCTACTGCGGGCCAAGACGGGTGGCCGCTACGGCGAGGAC 
CTGGGCGCGGACTACAACCTCTCCCAGGTATGCGACGGGAAAGTATCCGTCCAT 
ATCATCGAGGGTGACCACCGCACGCTGCTGGAGGGCAGCGGCCTGGAGTCCATC 

20 ATCAGCATCATCCACAGCTCCCTGGCTGAGCCACGTGTGAGTCGGGAGGGCTAG 

SEQID.NO: 203 :■, . . • ,. .. 

f • ■■ ■■■ >gi|748 1.3 l|gb|T98394. 1 |T98394 ye59fl2.sl Scares fetal Uver spleen INFLS Homo sapiens- 
.1 cDNA:,cldneIMAGE:122063 3', mRNA sequence ■ • - ^ .( ^ 

25 ACTTTTATTGTCATCCAGCACCTGTGATAGTTTCATGTCTCTCTAAAGGAGACAG 
GAAATTGGAGCATTGTGGGCCCTTTTAAAAGAAAAGAGGAGTAGGTAGGCACAC 
CCAGGTGCTTCTAAAACAACCAAGCCCAAACCTGACATGCTCCTCCCCACAGTCA 
CCTTCATTGTCCCCTTTAAAAGTCTGGAACAGTATGTAGCAAAACAAATAAATTA 
CTTTTCATTTCAAAAGTAAGTCCAAAGGTTGAAGCTGCCTAGGCCAGGGGTTCTG 
30 GGACAGGGTGCCTCCAAAGGAAGTGAGGCTTTCCTTTTCAACTTCCTTAGGCTCT 
AGCCAGTAGGACCAGGAAACCCCTGCTTTTCCACATCAGGGNTTCCAGGATGGG 
NGTTTTAGGTTAGGACTTNGGGGGATCCCGTTNGCTT 

SEQ ID NO: 204 

35 >gi|476704|gb|L26336. 1 [HUMHSPAZA Homo sapiens heat shock protem (HSPA2) gene, 
complete cds 

CCTCCACCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGAG 
ACTACAGGCACGCGCCACCACGCCCAGCTAATTTTTGTATCTTTAGTAGAGACGG 
GCTTTCACCATGTTGGCCAGGATGGTCTCGATGTCTTAACGTCGTGATCCGGCCG 

40 CCTCGGCCTCCCAAGTGCTGGGATTACAGGCGTTAGCCACTGCGCCCGGCCCCAG 
CCAGGCAGTTTTAATCGAGCGCTCACAACCACTGAGACGCAGCGAAGCACCCAC 
CATAATATCCCAGGAGGCCGACCGCCGGTTCAGACTTTTTCTTTTCTTTAATCCCC 
GTCCAAGGGATCCGCCCTCACCCCCCACCCCAGCCACCCCAATTCCCTATTCCCT 
CCCCTTGGACGGCGCCGGGGAAAACAAGCTGCTCGAGCTTTATTTCTTCGGTGCA 

45 ACCAACTCAGAATGAATTCCTCCGCCCCTGCGTGCTCAGTGAGTCGGCACCCTAG 
CAGTGAACTGCATTTAAAACCTCAGGAATTGAGCGAACTCTCCCAGTGGCTCTCC 
TCACCGGGATCCCCTTCCACGCCTCCTCCCCGTGCCGCGCCTCAGTCCGCACTGCT 
CATTGGCCGCGTGCCTGCCAATCCGATGCACGTCGGCTAGGGCAAAGACCGCGA 
AAAAGCGCGTACACCTGGCTCTGGGAGCGCGCGCCTAACGCCAGCCAGCAGCAG 
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gaggcgcgcgaggcaccacggcctggcggccgagagtcagggaggaacctcatt 
tacataacggccgcccctctgtctcctggcgggggccggagtcccgcccctcgtc 
caacttgaaatctgttgggtcacgggccagtcactccgacctaggcaagcctgtg 
gtggagctggaagagtttgtgagggcggtcccgggagcggattgggtctgggag 

5 ttcccagaggcggctataagaaccgggaactgggcgcggggagctgagttgctg 
gtagtgcccgtggtgcttggttcgaggtggccgttagttgactccgcggagttca 
tctccctggttttcccgtcctaacgtcgctcgcctttcagtcaggatgtctgcccg 
tggcccggctatcggcatcgacctgggcaccacctattcgtgcgtcggggtcttc 
caacatggcaaggtggagatcatcgccaacgaccagggcaatcgcaccaccccc 

1 0 agctacgtggccttcacggacaccgagcgcctcatcggcgacgccgccaagaac 
caggtggccatgaaccccaccaacaccatcttcgacgccaagaggctgattgga 
cggaaattcgaggatgccacagtgcagtcggatatgaaacactggccgttccgg 
gtggtgagcgagggaggcaagcccaaagtgcaagtagagtacaagggggagac 
caagaccttcttcccagaggagatatcctccatggtcctcacgaagatgaagga 

1 5 gatcgcggaagcctacctggggggcaaggtgcacagcgcggtc ataacggtccc 
ggcctatttcaacgactcgcagcgccaggccaccaaggacgcaggcaccatcac 
ggggctcaatgtgctgcgcatcatcaacgagcccacggcggcggccatcgccta 
cggcctggacaagaagggctgcgcgggcggcgagaagaacgtgctcatctttga 
cctgggcggtggcactttcgacgtgtccatcctgaccatcgaggatggcatcttc 

20 gaggtgaagtccacggccggcgatacccacctgggcggtgaggacttcgacaac 
cgcatggtgagccacctggcggaggagttcaagcgcaagcacaagaaggacatt 
. ;gggcccaacaagcgcgccgtgaggcggctgcgcaccgcttgcgagcgcggcaag 

■ gggacgctgagctcgtggacggaggcgagcatggagatcgactcggtgtacgag 
ggggtggacttctatacgtccatcacgcgcgcccgcttcgaggagctcaatgcgg 

25 acctctttcgcgggaccctggagccggtggagaaggcgctgcgcgacgccaagc 
tggacaagggccagatccaggagatcgtgctggtgggcgggtccactcgtatcc 
ccaagatccagaagctgctgcaggatttcttcaacggcaaggagctgaacaaga 
gcatcaaccccgacgaggcggtggcctatggcggcgcggtgcaggcggccatcc 
tcatcggcgacaaatcagagaatgtgcaggacctgctgctactcgacgtgaccc 

30 cgttgtcgctgggcatcgagacagctggcggtgtcatgaccccactcatcaagag 
gaacaccacgatccccaccaagcagacgcagaccttcaccacctactcggacaa 
ccagagcagcgtactggtgcaggtatacgagggcgaacgggccatgaccaagga 
caataacctgctgggcaagttcgacctgaccgggattccccctgcgcctcgcggg 
gtcccccaaatcgaggttaccttcgacattgacgccaatgggatccttaacgtta 

35 ccgccgccgacaagagcaccggtaaggaaaacaaaatcaccatcaccaatgaca 
aaggtcgtctgagcaaggacgacattgaccggatggtgcaggaggcggagcggt 
acaaatcggaagatgaggcgaatcgcgaccgagtcgcggccaaaaacgccctgg 
agtcctatacctacaacatcaagcagacggtggaagacgagaaactgaggggca 
agattagcgagcaggacaaaaacaagatcctcgacaagtgtcaggaggtgatca 

40 actggctcgaccgaaaccagatggcagagaaagatgagtatgaacacaagcag 
aaagagctcgaaagagtttgcaaccccatcatcagcaaactttaccaaggtggt 
cctggcggcggcagcggcggcggcggttcaggagcctccgggggacccaccatc 
gaagaagtggactaagcttgcactcaagtcagcgtaaacctctttgcctttctct 
ctctctcttttttttttgtttgtttctttgaaatgtccttgtgccaagtacgagatc 

45 tattgttggaagtctttggtatatgcaaatgaaaggagaggtgcaacaacttagt 
ttaattataaaagttccaaagtttgttttttaaaaacattattcgaggtttctctt 
taatgcattttgcgtgtttgctgacttgagcatttttgattagttcgtgcatggag 
atttgtttgagatgagaaaccttaagtttgcacacctgttctgtagaagcttgga 
aacagtaaaatatataggagcttaaattgtttatttttatgtactactttaaaact 
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AAACTGAACATTGCAGTAATGTTAAGGACAGGTATACTTTTTGCAAACAAATGCA 
TAAATGCAAATGTAAAGTAAA 

SEQ ID NO: 205 

5 >gil483537|emb|Z29330. 1 |HSUCEH2 H.sapiens (23k/2) mRNA for ubiquitin-conjugating 
enzyme UbcH2 

CCGGGCCGTGACAGACGGCCGGCAGAGGAAGGGAGAGAGGCGGCGGCGACACC 

ATGTCATCTCCCAGTCCGGGCAAGAGGCGGATGGACACGGACGTGGTCAAGCTC 
ATCGAGAGTAAACATGAGGTTACGATCCTGGGAGGACTTAATGAATTTGTAGTG 

10 AAGTTTTATGGACCACAAGGAACACCATATGAAGGCGGAGTATGGAAAGTTAGA 
GTGGACCTACCTGATAAATACCCTTTCAAATCTCCATCTATAGGATTCATGAATA 
AAATTTTCCATCCCAACATTGATGAAGCGTCAGGAACTGTGTGTCTAGATGTAAT 
TAATCAAACTTGGACAGCTCTCTATGATCTTACCAATATATTTGAGTCCTTCCTGC 
CTCAGTTATTGGCCTATCCTAACCCCATAGATCCTCTCAATGGTGACGCTGCAGC 

1 5 CATGTACCTCCACCGACC AGAAGAATAC AAGC AGAAAATTAAAGAGTACATCCA 
GAAATACGCCACGGAGGAGGCGCTGAAAGAACAGGAAGAGGGTACCGGGGACA 
GCTCATCGGAGAGCTCTATGTCTGACTTTTCCGAAGATGAGGCCCAGGATATGGA 
GTTGTAGTAGAAAAAGCACCTGCTTTTCAGAAAGACTATTATTTCCTAACCATGA 
GAAGCAGACTATAATATTCATATTTAAACAAAGCAATTTTTTTTATTACTAAACA 

20 AGGTTTTTATGAATAATAGCATTGATATATATATATTATATATCACCCTTTAGATC 
TTGATTTCTTGGTCATTTCTCv^ACCTGAGGTGCATAGCATATTCCCACATTCCATT 
, ■ ,: . ; : TGGTAGCAATATGCGGTCTGAATGCATGCATTCATGAGTGCATGTGGCCAAGTCA 

.GCGTGTGTGCTACTGAACTGTCGAAGGAAATAGCCGCTCTGATAGGTAGATGTGA ' . 
f. . < GTAAAAAGAACAGGAAAAAATTGCTTGTTTTATTGGTTTCCAAAGAAAGAAACC 

25 AAACCAACCAGCTCTTGGATGTGAAGATAAAATAGTGCTTTTTTGAAATGGAGA 
GGAAAAACTTGGGGAGGAAGAGGCCTGCTGTGGGGGCATCGGAGCCAGCCATGT 
AAGAATCAGAGCTGCTCCTTCCTGTGAATCCTAGGTGGCCCTATGTCTTCTGTGG 
AGTTACAGTATAAAGCAGGGAGCTAATTAAGAGTATTAAAACTTAAAACCATTTT 
TTGACTCTGATTTTAAGTACATTTTTATATGTCAGTTGCTGCCCTTCACACTACCA 

30 GGCCCTGCAGCCACAGTGTTCTGTTGGAGAAACTTGGGGAAGTGTTTTCTGAACC 
AGTTCTTTTTCTTGGGGTAGAGCGTGAAATCCAGACCTGTTTTTGAAAGGACAGC 
ACAGGAGGAGAAAAGTGACTGGGACGATGCTTCCTCTCATCCAAAACACATGCA 
GAGTCACATCCTCATCCTAGTGTTTGGCAGTTTGAGACCGCTACCCTGAACTTAA 
GAGCTTTAAATATGAGGGTTGTGTTTCTGGGGGGGTTATTTTTTTGGTGTGTGTGT 

35 GTGTGTATTGTGCTTAGAAAGGTTGCAGATTTCATCTTCACCTACC 

SEQ ID NO: 206 
>4694921H1 

GAGCCTAAGTGGGAGCCAGACCACGCAGGAGCTGGAGAACGTGGGGCGCATTGT 
40 CCAGGTGTTGAGGCTGCTCAGGGCTCTGCGCATGCTAAAGCTGGGCAGACATTCC 
ACAGGATTACGCTCCGTTGGGATGACAATCACCCAGTGTTAC 

SEQ ID NO: 207 

>gi|1162368|gb|N39161.1iN39161 yv26a01.sl Scares fetal liver spleen INFLS Homo 
45 sapiens cDNA clone IMAGE:243816 3' similar to gb:M98399 PLATELET 
GLYCOPROTEIN IV (HUMAN);, mRNA sequence 

TTAAGGAAGAACATATTTTAATGGTTGAAACCTGTCTTTATGAGGCGATTATGAC 

AGCAAAAAATATTATAATGAATAACAATGCATAGTCTACGCTTTGTAATATTTCA 
TACAATAATTCCTTTATCATTTACATCTCTTAATGCTAGAAAAGCATTCTGAAGAT 



195 



wo 02/074979 



PCT/US02/08456 



GCCAAGCGTAAGTTGCAACTGAGTAAAAAAAAAAAAGCAAAATTTACTCAATTT 
CCAGAAGAGGTGCAGAACAGAGAATGAAGGTCCTTAAAATATAAACCGCTAGTG 
TGCTAAAATGATGTCCATTTGCAGGATCAGTGGACAAAATATTTAAGCCCATAAA 
GAAAAGAGTTATACCTGCTGTATGAAGGTATTCCATAGAGAAATATGAGTCATA 
5 AGCCAATTATTTATAAATGGCCTTCCAAATATTTGGT 

SEQ ID NO: 208 

>gi|1469913|gb|U41070.1|HSU41070 Human P2 purinergic receptor mRNA, complete cds 
GGCGGTGCTCTACGTCTTCACCGCTGGAGATCTGCTGCCCCGGGCAGGTCCCCGT 

10 TTCCTCACGCGGCTCTTCGAAGGCTCTGGGGAGGCCCGAGGGGGCGGCCGCTCTA 
GGGAAGGGACCATGGAGCTCCGAACTACCCCTCAGCTGAAAGTGGTGGGGCAGG 
GCCGCGGCAATGGAGACCCGGGGGGTGGGATGGAGAAGGACGGTCCGGAATGG 
GACCTTTGACAGCAGACCCTACAACCTGCTGCCCTTCCCTGTCCCTTTCCACCCCC 
CACCCACCCTCCAGAGGTCCTCCCGACGGCCATGAACACTACATCTTCTGCAGCA 

1 5 CCCCCCTC ACTAGGTGTAGAGTTCATCTCTCTGCTGGCTATC ATCCTGCTGTC AGT 
GGCGCTGGCTGTGGGGCTTCCCGGCAACAGCTTTGTGGTGTGGAGTATCCTGAAA 
AGGATGCAGAAGCGCTCTGTCACTGCCCTGATGGTGCTGAACCTGGCCCTGGCCG 
ACCTGGCCGTATTGCTCACTGCTCCCTTTTTCCTTCACTTCCTGGCCCAAGGCACC 
TGGAGTTTTGGACTGGCTGGTTGCCGCCTGTGTCACTATGTCTGCGGAGTCAGCA 

20 TGTACGCCAGCGTCCTGCTTATCACGGCCATGAGTCTAGACCGCTCACTGGCGGT 
GGCCCGCCCCTTTGTGTCCCAGAAGCTACGCACCAAGGCGATGGCCCGGCGGGT 
GCTGGCAGGCATCTGGGTGTTGTCCTTTCTGGTGGCCACACCCGTCCTCGCGTAC 
» ' GGCACAGTAGTGCCCTGGAAAACGAACATGAGGGTGTGCTTCCCGCGGTACCCC 
AGCGAAGGGCACCGGGCCTTGCATCTAATCTTGGAGGCTGTCACGGGCTTCCTGC 

25 TGCCCTTCCTGGCTGTGGTGGCCAGCTACTCGGACATAGGGCGTCGGCTACAGGC 
CCGGCGCTTCCGCCGCAGCCGCCGCACCGGCCGCCTGGTGGTGCTCATCATCCTG 
ACCTTCGCCGCCTTCTGGCTGCCGTACCACGTGGTGAACCTGGCTGAGGCGGGCC 
GCGCGCTGGCCGGCCAGGCCGCCGGGTTAGGGCTCGTGGGGAAGCGGCTGAGCC 
TGGCCCGCAACGTGCTCATCGTACTCGCCTTCCTGAGCAGCAGCGTGAACCCCGT 

30 GCTGTACGCGTGCGCCGGCGGCGGCCTCGTGCGCTCGGCGGGCGTGGGCTTCGTC 
GCCAAGCTGCTGGAGGGCACGGGCTCCGAGGCGTCCAGCACGCGCCGCGGGGGC 
AGCCTGGGCCAGACCGCTAGGAGCGGCCCCGCCGCTCTGGAGCCCGGCCCTTCC 
GAGAGCCTCACTGCCTCCAGCCCTCTCAAGTTAAACGAACTGAACTAGGCCTGGT 
GGAAGGAGGCGCACTTTCCTCCTGGCAGAATGCTAGCTCTGAGCCAGTTCAGTAC 

35 CTGGAGGAGGAGCAGGGGCGTGGAGGGCGTGGAGGGCGTGGGAGCGTGGGAGG 
CGGGAGTGGAGTGGAAGAAGAGGGAGAGATGGAGCAAAGTGAGGGCCGAGTGA 
GAGCGTGCTCCAGCCTGGCTCCCACAGGCAGCTTTAACCATTAAAACTGAAGTCT 
GAAATTTGGTCAAAAAAAAAAAAA 

40 SEQ ID NO: 209 

>gi|2196448|dbj|D89078.1|D89078 Homo sapiens mRNA for leukotriene b4 receptor, 
complete cds 

GCCATTCTCTCACATCCCGTGCGOTCAGGAAGCCCTTCCTGAACTCTGACTTCAG 
TTCTTGCTGCGGTTTCTGCCCATTTTTTTCATATCCTCTGACAGCTGCGAGGTCAT 
45 CTCTGCTCTGGCTTTTCTCCAAGCAGAACAAGTGGGGGCTCTGGAAAGGTTAAGG 
GACCTCAGTGGCCACCATTATACTTTGCATCTTTCCTGAGAAGTGAGAGTTGAAA 
GGGAAGCAGGAAGGCCCATGGTCAGATTGAAGGAAGGACTTTTTAGTTTCTTTTT 
TTTTTTTTTGAAATGGAGTCTCGCTCTGTCATTCAGGCTGGAGTGCAGTGGTGCGA 
TCTCAGCTCACTGCAGCCTCCACTTCCTGGGTTCACATGATTCTCCTGCCTCAGCC 
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TCCCAAGTAGCTGAGACTACAGGCACATGCCACTACACCCAGCTAACTTTTGTAT 
TTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTGCTAAC 
ATCAAGTGATCTGCTCCCCTCAGCCTCCCAAAGTGCTGGGATTACCGGTATGAAC 
CACCACAACCTGCCAGGAATTTTTAGTTTTTAGCTTTTGCAGGAGACTTCAAGGA 
5 AAGGAGACATTCCTCTGTCCAGGAAACGGGTAAGGGGACCATTTCTGCATTGCTG 
GTTTCCCCTCTTGGCAGGGTGGGCATGAGGCATCACTGTTCCTGCTCCCTCACTCC 
TGCTCCTCATGCTCAGCCTGCCAGCTCGGCCTCAACTTTGTGTGTCTAAAGTGGA 
ACTGAATAGTAGCTGTGAGAAGATAGGAAAGAGGTAGTGCCAATCTCCTTGCCC 
AGATCATAAATCCAGACTCAGCAGGGTAACCACATGGGCAAGCACAAGGTAGGT 

10 GCTTGGGGAAAGGGGAAGTAATTGGCATTCTGTGTGATACCAAGGAGACCATTT 
GGATTTTGGCTTCTACCAAAGAGAATGGAGAATTGGTTGACCTAAATGGAACCA 
GTCCCTTTAAGTAAGGGGAGGAAAGGGGGTGCTGGAAGATGGCCCTCTTCCCAC 
CACCTAGATCATAGCTTGAACTGAAGCCAAGGACAGAGTGCTGCCCCCTTCGGC 
ATTTACTGATGTGCCCTCTTTAAATCATGATGTTATCTAACCCAAACCCAGACCC 

15 AGGACCTAGTCACAGCTCCAACCTACACTTCCTATTAATCTTAAAACAAAGCGAA 
ACAAACACAAAAAGATATCAGCATTGTAGCCTCCAATCTGAGCCCATTTCCCTTC 
TCTGGCTACCATACCTCCTTCTCCTATATGATACCATTCACTACTTTGTTCAATTA 
TCCAGTCTAGACCTGCATCTTGAGGCCACACCCAGCCTTCTCACTCCCCACACCC 
CTCTTTCCTCTCTCACTGCTCCTTCCTGGTCTCTTCTCATCTGGCCCCACCTCTAAG 

20 GAGTCCTCCTGCCTTCTGGGTTGCCCTGGAAAACAGACTATCCCCCCTCCTAGTG 
AAGGGAGTGGGTAGGGGTTTCAGCCCCACCCTCAGGAAGATGCGTCTTCCCTGTC 

•. { GTCTGCTGTGTGGTACTTCGTCTGTGGCTGATTTAGCAAACAGCAGCTAGACCTGG 
■GGCCAGGCCTTTGGCAGTGGGAGAGATGGAGGGATAGGCTACAGGACCGTGCCC 
TGACCCTGGGATTGGCATGAGGTTCGAACGAGTTCCTGCCAAAGGTTGTAAGTCG 

25 TCCCGACGGCCATGAACACTACATCTTCTGCAGCACCCCCCTCACTAGGTGTAGA 
GTTCATCTCTCTGCTGGCTATCATCCTGCTGTCAGTGGCGCTGGCTGTGGGGCTTC 
CCGGCAACAGGTTTGTGGTGTGGAGTATCCTGAAAAGGATGGAGAAGCGCTGTG 
TCACTGCGGTGATGGTGCTGAACCTGGCCGTGGCCGACCTGGGCGTATTGGTGAG 
TGCTCCCTTTTTCCTTCACTTCCTGGCCCAAGGCACCTGGAGTTTTGGACTGGCTG 

30 GTTGGCGCCTGTGTCACTATGTCTGCGGAGTGAGCATGTACGCCAGCGTCCTGCT 
TATCACGGCCATGAGTCTAGACCGGTCACTGGCGGTGGCCCGCCCCTTTGTGTCC 
CAGAAGCTACGCACCAAGGCGATGGCCCGGCGGGTGCTGGCAGGCATCTGGGTG 
TTGTCCTTTCTGCTGGCCACACCCGTCCTCGCGTACGGCACAGTAGTGCCCTGGA 
AAACGAAGATGAGCCTGTGGTTCGGGGGGTACCCCAGCGAAGGGCACCGGGCGT 

35 TCCATGTAATCTTCGAGGCTGTCACGGGCTTCCTGCTGCCCTTCCTGGCTGTGGTG 
GCCAGCTACTCGGACATAGGGCGTCGGCTACAGGCCCGGCGCTTCCGCCGCAGC 
CGCCGCACCGGCCGCCTGGTGGTGCTGATCATCCTGACCTTCGCCGCCTTCTGGC 
TGCCCTACCACGTGGTGAACCTGGCTGAGGCGGGGCGCGCGCTGGCCGGCCAGG 
CCGCCGGGTTAGGGCTCGTGGGGAAGCGGCTGAGCCTGGCCCGCAACGTGGTGA 

40 TCGCACTCGCCTTCCTGAGCAGCAGCGTGAACCCCGTGCTGTACGCGTGCGCCGG 
CGGCGGCCTGCTGCGCTCGGCGGGCGTGGGCTTCGTCGCCAAGCTGCTGGAGGG 
CACGGGTTCCGAGGCGTCCAGCACGCGCCGCGGGGGCAGCGTGGGCCAGACCGC 
TAGGAGCGGCCCCGCCGCTCTGGAGCCCGGCCCTTCCGAGAGCCTCACTGCCTCC 
AGCCCTGTCAAGTTAAACGAACTGAACTAGGCCTGGTGGAAGGAGGCGCACTTT 

45 CCTCCTGGCAGAATGCTAGCTCTGAGCCAGTTCAGTACCTGGAGGAGGAGGAGG 
GGCGTGGAGGGCGTGGAGGGCGTGGGAGCGTGGGAGGCGGGAGTGGAGTGGAA 
GAAGAGGGAGAGATGGAGCAAAGTGAGGGCCGAGTGAGAGCGTGCTCCAGCCT 
GGCTCCCACAGGCAGCTTTAACCATTAAAACTGAAGTCTGAA 
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SEQ ID NO: 210 

>gi|521217|gb|M27602.1|HUMTRPSG]SIB Human pancreatic trypsinogen (TRY2) mRNA, 
complete cds 

AACACCATGAATCTACTCCTGATCCTTACCTTTGTTGCAGCTGCTGTTGCTGCCCC 
5 CTTTGATGATGATGACAAGATCGTTGGGGGCTACATCTGTGAGGAGAATTCTGTC 
CCCTACCAGGTGTCCTTGAATTCTGGCTACCACTTCTGCGGTGGCTCCCTCATCAG 
CGAACAGTGGGTGGTGTCAGCAGGTCACTGCTACAAGTCCCGCATCCAGGTGAG 
ACTGGGAGAGCACAACATCGAAGTCCTGGAGGGGAATGAACAGTTCATCAATGC 
GGCCAAGATCATCCGCCACCCCAAATACAACAGCCGGACTCTGGACAATGACAT 

10 CCTGCTGATCAAGCTCTCCTCACCTGCCGTCATCAATTCCCGCGTGTCCGCCATCT 
CTCTGCCCACTGCCCCTCCAGCTGCTGGCACCGAGTCCCTCATCTCCGGCTGGGG 
CAACACTCTGAGTTCTGGTGCCGACTACCCAGACGAGCTGCAGTGCCTGGATGCT 
CCTGTGCTGAGCCAGGCTGAGTGTGAAGCCTCCTACCCTGGAAAGATTACCAACA 
ACATGTTCTGTGTGGGCTTCCTCGAGGGAGGCAAGGATTCCTGCCAGGGTGATTC 

15 TGGTGGCCCTGTGGTCTCCAATGGAGAGCTCCAAGGAATTGTCTCCTGGGGCTAT 
GGCTGTGCCCAGAAGAACAGGCCTGGAGTCTACACCAAGGTCTACAACTATGTG 
GACTGGATTAAGGACACCATAGCTGCCAACAGCTAAAGCCCCCAGTCCCTCTGC 
AGTCTCTATACCAATAAAGTGACCCTGCTCTCAC 

20 SEQ ID NO: 211 

>gi| 1 86262|gb|M24594. 1 |HUMII56KD Human interferon-inducible 56 Kd protein mRNA, 
. c ^complete cds „ , • .i ' .• ■ ' ■ ■, ■ , 

■ > .eCAGATCTCAGAGGAGCCTGGGTAAGGAAAACCCTGGAGA/vCGGCTGGGTAATT 
■ TACAGCAACCATGAGTACAAATGGTGATGATGATCAGGTCAAGGATAGTCTGGA 

25 GCAATTGAGATGTCACTTTACATGGGAGTTATCCATTGATGACGATGAAATGCCT 
GATTTAGAAAACAGAGTCTTGGATCAGATTGAATTCCTAGACACCAAATACAGT 
GTGGGAATACACAACCTACTAGCCTATGTGAAACACCTGAAAGGCCAGAATGAG 
GAAGCCCTGAAGAGCTTAAAAGAAGCTGAAAACTTAATGCAGGAAGAACATGAC 
AACCAAGCAAATGTGAGGAGTCTGGTGACCTGGGGCAACTTTGCCTGGATGTATT 

30 ACCACATGGGCAGACTGGCAGAAGCCCAGACTTACCTGGACAAGGTGGAGAACA 
TTTGCAAGAAGCTTTCAAATCCCTTCCGCTATAGAATGGAGTGTCCAGAAATAGA 
CTGTGAGGAAGGATGGGCCTTGCTGAAGTGTGGAGGAAAGAATTATGAACGGGC 
CAAGGCCTGCTTTGAAAAGGTGCTTGAAGTGGACCCTGAAAACCCTGAATCCAG 
CGCTGGGTATGCGATCTCTGCCTATCGCCTGGATGGCTTTAAATTAGCCACAAAA 

35 AATCACAAGCCATTTTCTTTGCTTCCCCTAAGGCAGGCTGTCCGCTTAAATCCAG 
ACAATGGATATATTAAGGTTCTCCTTGCCCTGAAGCTTCAGGATGAAGGACAGGA 
AGCTGAAGGAGAAAAGTACATTGAAGAAGCTCTAGCCAACATGTCCTCACAGAC 
CTATGTCTTTCGATATGCAGCCAAGTTTTACCGAAGAAAAGGCTCTGTGGATAAA 
GCTCTTGAGTTATTAAAAAAGGCCTTGCAGGAAACACCCACTTCTGTCTTACTGC 

40 ATCACCAGATAGGGCTTTGCTACAAGGCACAAATGATCCAAATCAAGGAGGCTA 
CAAAAGGGCAGCCTAGAGGGCAGAACAGAGAAAAGCTAGACAAAATGATAAGA 
TCAGCCATATTTCATTTTGAATCTGCAGTGGAAAAAAAGCCCACATTTGAGGTGG 
CTCATCTAGACCTGGCAAGAATGTATATAGAAGCAGGCAATCACAGAAAAGCTG 
AAGAGAATTTTCAAAAATTGTTATGCATGAAACCAGTGGTAGAAGAAACAATGC 

45 AAGACATACATTTCTACTATGGTCGGTTTCAGGAATTTCAAAAGAAATCTGACGT 
CAATGCAATTATCCATTATTTAAAAGCTATAAAAATAGAACAGGCATCATTAACA 
AGGGATAAAAGTATCAATTCTTTGAAGAAATTGGTTTTAAGGAAACTTCGGAGA 
AAGGCATTAGATCTGGAAAGCTTGAGCCTCCTTGGGTTCGTCTATAAATTGGAAG 
GAAATATGAATGAAGCCCTGGAGTACTATGAGCGGGCCCTGAGACTGGCTGCTG 
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ACTTTGAGAACTCTGTGAGACAAGGTCCTTAGGCACCCAGATATCAGCCACTTTC 
ACATTTCATTTCATTTTATGCTAACATTTACTAATCATCTTTTCTGCTTACTGTTTT 
CAGAAACATTATAATTCACTGTAATGATGTAATTCTTGAATAATAAATCTGACAA 
AATATT 

5 

SEQ ID NO: 212 

>1442951T6 

AAGAGACATGAGACAACCACTGAGAACCAGCCACCCGGAGCTCAGTTTCTGCTA 
CAGAGCACCTCCTCTTCAACGAATCACTGGATACCATTGGAGAGCAAGTCACTGT 

10 TGTTGAAGCAGCAGAGCTGGAGGTGCTGTCAAGAGTCTCAGCAGACTCATTGGC 
CAGATGCACCGAACTCAATGAGGCACTTAGAGATGAGAAACGATCTGTACTGGG 
ATTTCCCAGCAGAAGAGACTTTGGTTTTTGTCATCCTGAAGTTGCCACTCCACCA 
CCAGTTTTATAGAGGGATATTCGCTTTTCACTGGTAGTTTATTCAGGTAGCTATAG 
GTCTTGTCTTTTTGGATAGGGCAGTTAATTCCACTCTTACAACCATCAGGCTCAGG 

1 5 AATGGGAAAGGGAACTGGGACGCCCATC AGGATGCCATGCACC ACGGCCTTGCT 
GCTTTTAGACTGAATATTGCTGGTGAAGGTGACATTGACGCTGTAAGACTGTCCT 
TTGCTCAGCTGGCAGGGTTTGGTGGGGCATGGGGCTCACATTCACTTCCTTTATA 
A 

20 SEQ ID NO: 213 

>gi|2216521|gb|AA486305.1|AA486305 ab35c01.rl Stratagene HeLa cell s3 937216 Homo 
,. sapiens cDNA clone IMAGE:842784 5' similar to gb:X60036 MITOCHONDRIAL s 
PHOSPHATE CARRIER PROTEIN PRECURSOR (HUMAN);, mRNA sequence , ' ' - 
GTCTTAAGTTGTGGTCTGAGACACACTGCTGTGGTTCCCCTGGATTTAGTGAAAT 

25 GCCGTATGCAGGTGGACCCCCAAAAGTACAAGGGCATATTTAACGGATTCTCAG 
TTACACTTAAAGAGGATGGTGTTCGTGGTTTGGCTAAAGGATGGGCTCCGACTTT 
CCTTGGCTACTCCATGCAGGGACTCTGCAAGTTTGGCTTTTATGAAGTCTTTAAA 
GTCTTGTATAGCAATATGCTTGGAGAGGAGAATACTTATCTCTGGCGCACATCAC 
TATATTTGGCTGCCTCTGCCAGTGCTGAATTCTTTGCTGACATTGCCCTGGCTCCT 

30 ATGGAAGCTGCTAAGGTTCGAATTCAAACCCAGCCAGGTTATGCCAACACTTTGA 
GGGATGCAGCTCCCAAAATGTATAAGGAAGAAGGCCTAAAAGCATTCTACAAGG 
GGGTTGCTCCTCTCTGGATGAGACAGATAACATACACCATGATGAAGTTCGCCTG 
CTTTG 

35 SEQ ID NO: 214 

>gi|186620|gb|M59373.1|HUMJTK2 Hum^n tyrosine kinase (JTK2) mRNA, partial cds 
ACCGGGACCTGGCTGCCCGCAATGTGCTGGTGACTGAGGACAATGTGATGAAGA 
TTGCTGACTTTGGGCTGGCCCGCGGCGTCCACCACATTGACTACTATAAGAAAAC 
CAGCAACGGCCGCCTGCCTGTGAAGTGGATGGCGCCCGAGGCCTTGTTTGACCG 

40 GGTGTACACACACCAGAGTGACGTGTGGTCCTTT 

SEQ ID NO: 215 

>gi|1527336|gblAA047666.1|AA047666 zfl4b02.sl Soares_fetal_lieart_NbHH19W Homo 
sapiens cDNA clone IMAGE:376875 3' similar to gb:M64082 DIMETHYLANILINE 
45 MONOOXYGENASE (HUMAN);, mRNA sequence 

ATAAGTAAAAGATCTCCTAAATGGAAGATGCACAGAGTAGATTTACAATGCTCC 
AATTCCTCTCTTACAGCAATATTGCCTTCACAGTTATAAACTGTATTCAAATAGTA 
AAGGTCACCCTCTCGCTTCCCTGGCTGGCCCCAGGGCTACCACTGGTATTCCTGA 
GCCTCTCCCAGCTCCACTTCTAATGCTAGAGAATGATAACTAAGATTTCTGTGCA 
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TTTGAAGGTTGTTGGAAAGTTACAGGTTCATTTTAGAAAGAAANGCTGTTCTTGA 

CAGCACTCCTGAGCCATCATACCTCTTTCCCATATAAACTATTTTCACAGATCTCA 

ACTAAAACCCCTTNACTTTCACAAAATGGATTGTGGTTGGTGCTGGAAATGGTGC 

5 SEQ ID NO: 216 

>gi|2218571|gb|AA488969.1|AA488969 aa55h08.rl NCI_CGAP_GCB1 Homo sapiens 
cDNA clone IMAGE:824895 5', mRNA sequence 

GACTACAACGTGGCCCTTCAGAGATCGCGGATGGTCGCACGATCCTCCGACACA 
GCTGGGCCTTCATCCGTACAGCAGCCACATGGGCATCCCACCAGCAGCAGGCCT 

1 0 GTGAAC AAACCTCAGTGGCATAAACCGAACGAGTCTGACCCGCGCCTCGCCCCTT 
ATCAGTCCCAAGGGTTTTCCACCGAGGAGGATGAAGATGAACAAGTTTCTGCTGT 
TTGAGGCACAGACTTTTCTGGAAGCAGAGCGNGCCACCTGAAAGGAGAGCACAA 
GAAGACGTCCTGAGCATTGGAGCCTTGGAACTCACATTCTGAGGACGGTGGACC 
AGTTTGCCTCCTTCCCTGCCTTAAAAGCAGCATGGGGCTTCTTCTCCCCTTCTTCC 

15 TTTCCCCTTTGCATGTGAAATACTGTGAAGAAATTGCCCTGGCACTTTTCAGACTT 
TGTTGCTTGAAATGCACAGTGCAGCAATCTTCGAGCT 

SEQ ID NO: 217 

>gi|588224|gb|I09069.1| Sequence 5 from Patent WO 8809376 

20 GTCCCGAGCGCGAGCGGAGACGATGCAGCGGAGACTGGTTCAGCAGTGGAGCGT 
CGCGGTGTTCCTGCTGAGCTACGCGGTGCCCTCCTGCGGGCGCTCGGTGGAGGGT 
CTCAGCCGCGGCCTCAAAAGAGCTGTGTGTGAACATCAGCTCCTCCATGACAAGG 
GGAAGTCGATGCAAGATTTAGGGCGACGATTGTTCCTTCACCATCTGATGGCAGA - 
AATCGACACAGCTGAAAiTCAGAGGTACCTCGGAGGTGTCCCCTAAGTCCAAGCCC ; 

25 TCTCCCAACACAAAGAACCACCCCGTCCGATTTGGGTCTGATGATGAGGGCAGAT 
ACCTAACTCAGGAAACTAACAAGGTGGAGACGTACAAAGAGCAGCCGCTCAAGA 
CACCTGGGAAGAAAAAGAAAGGCAAGCCCGGGAAACGCAAGGAGCAGGAAAAG 
AAAAAACGGCGAACTCGCTCTGGCTGGTTAGACTCTGGAGTGACTGGGAGTGGG 
CTAGAAGGGGACCACCTGTCTGACACCTCCACAACGTCGCTGGAGCTCGATTCAC 

30 GGAGGCATTGAAATTTTCAGCAGAGACCTTCCAAGGACATATTGCAGGATTCTGT 
AATAGTGAACATATGGAAAGTATTAGAAATATTTATTGTCTGTAAATACTGTAAA 
TGCATTGGAATAAAACTGTCTCCCCCATTGCTCTATGAAACTGCACATTGGTCAT 
TGTGAATATTTTTTTTTTTGCCAAGGCTAATCCAATTATTATTATCACATTTACCA 
TAATTTATTTTGTCCATTGATGTATTTATTTTGTAAATGTATCTTGGTGCTGCTGA 

35 ATTTCTATATTTTTTGTAACATAATGCACTTTAGATATACATATCAAGTATGTTGA 
TAAATGACACAATGAAGTGTCTCTATTTTGTGGTTGATTTTAATGAATGCCTAAA 
TATAATTATCCAAATTGATTTTCCTTCGTGCATGTAAAAATAACAGTATTTTAAAT 
TTGTAAAGAATGTCTAATAAAATATAATCTAATTAC 

40 SEQ ID NO: 218 

>gill82891|gb|M63904.1|HUMGA16 Human G-alpha 16 protein mRNA, complete cds 
TGTTCCCAGCACTCAAGCCTTGCCACCGCCGAGCCGGGCTTCCTGGGTGTTTCAG 
GCAAGGAAGTCTAGGTCCCTGGGGGGTGACCCCCAAGGAAAAGGCAGCCTCCCT 
GCGCACCCGGTTGCCCGGAGCCCTCTCCAGGGCCGGCTGGGCTGGGGGTTGCCCT 

45 GGCCAGCAGGGGCCCGGGGGCGATGCCACCCGGTGCCGACTGAGGCCACCGCAC 
CATGGGCCGCTCGCTGACCTGGCGCTGCTGCCCCTGGTGCCTGACGGAGGATGAG 
AAGGCCGCCGCCCGGGTGGACCAGGAGATCAACAGGATCCTCTTGGAGCAGAAG 
AAGCAGGACCGCGGGGAGCTGAAGCTGCTGCTTTTGGGCCCAGGCGAGAGCGGG 
AAGAGCACCTTCATCAAGCAGATGCGGATCATCCACGGCGCCGGCTACTCGGAG 
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GAGGAGCGCAAGGGCTTCCGGCCCCTGGTCTACCAGAACATCTTCGTGTCCATGC 
GGGCCATGATCGAGGCCATGGAGCGGCTGCAGATTCCATTCAGCAGGCCCGAGA 
GCAAGCACCACGCTAGCCTGGTCATGAGCCAGGACCCCTATAAAGTGACCACGT 
TTGAGAAGCGCTACGCTGCGGCCATGCAGTGGCTGTGGAGGGATGCCGGCATCC 
5 GGGCCTGCTATGAGCGTCGGCGGGAATTCCACCTGCTCGATTCAGCCGTGTACTA 
CCTGTCCCACCTGGAGCGCATCACCGAGGAGGGCTACGTCCCCACAGCTCAGGA 
CGTGCTCCGCAGCCGCATGCCCACCACTGGCATCAACGAGTACTGCTTCTCCGTG 
CAGAAAACCAACCTGCGGATCGTGGACGTCGGGGGCCAGAAGTCAGAGCGTAAG 
AAATGGATCCATTGTTTCGAGAACGTGATCGCCCTCATCTACCTGGCCTCACTGA 

10 GTGAATACGACCAGTGCCTGGAGGAGAACAACCAGGAGAACCGCATGAAGGAG 
AGCCTCGCATTGTTTGGGACTATCCTGGAACTACCCTGGTTCAAAAGCACATCCG 
TCATCCTCTTTCTCAACAAAACCGACATCCTGGAGGAGAAAATCCCCACCTCCCA 
CCTGGCTACCTATTTCCCCAGTTTCCAGGGCCCTAAGCAGGATGCTGAGGCAGCC 
AAGAGGTTCATCCTGGACATGTACACGAGGATGTACACCGGGTGCGTGGACGGC 

15 CCCGAGGGCAGCAAGAAGGGCGCACGATCCCGACGCCTTTTCAGCCACTACACA 
TGTGCCACAGACACACAGAACATCCGCAAGGTCTTCAAGGACGTGCGGGACTCG 
GTGCTCGCCCGCTACCTGGACGAGATCAACCTGCTGTGACCCAGGCCCCACCTGG 
GGCAGGCGGCACCGGCGGGCGGGTGGGAGGTGGGAGTGGCTGCAGGGACCCTA 
GTGTCCTGGTCTATCTCTCCAGCCTCGGCCCACACGCAAGGGAGTCGGGGGACGG 

20 CCCGCTGCTGGCCGCTCTCTTCTCTGCCTCTCACCAGGACAGCCGCCCCCCAGGG 
TACTCCTGCCCTTGCTTGACTCAGTTTCCCTCCTTTGAAAGGGAAGGAGCAAAAC 
. GGCGATTTGGGATGCCAGGGTGGATGAAAAGGTGAAGAyVATCAGGGGATTGAGA 
©TTGGGTGGGTGGGCATCTGTGAGGAGCGCCATCTCCGGGCGTGTCAGCTCCTGG- 

; GCAGGGTTCTGGGACCCTCTGTGGGTGACGCACACCCTGGGATGGGGCTAGTAG . 

25 AGCCtTCAGGCGCCTTCGGGCGTGGACTCTGGCGCACTCTAGTGGACAGGAGAA 
GGAACGCCTTCCAGGAACCTGTGGACTAGGGGTGCAGGGACTTCCCTTTGCAAG 
GGGTAACAGACCGCTGGAAAACACTGTCACTTTCAGAGCTCGGTGGCTCACAGC 
GTGTCCTGCCCCGGTTTGCGGACGAGAGAAATCGCGGCCCACAAGCATCCCCCAT 
CCCTTGCAGGCTGGGGGCTGGGCATGCTGCATCTTAACCTTTTGTATTTATTCeCT 

30 CACCTTCTGCAGGGCTCCGTGCGGGCTGAAATTAAAGATTTCTTAG 

SEQ ID NO: 219 

>gi|1056573|gb|H78484.1|H78484 yul2d08.rl Scares fetal liver spleen INFLS Homo 
sapiens cDNA clone IMAGE:233583 5' similar to gb:X59770 INTERLEUKIN-1 

35 RECEPTOR, TYPE H PRECURSOR (HUMAN);, mRNA sequence 

GGATGGGAGATACTGTTGTGGTCACCTCTGGAAAATACATTCTGCTACTCTTAAA 
AACTAGTGACGCTCATACAAATCAACAGAAAGAGCTTCTGAAGGAAGACTTTAA 
AGCTGCTTCTGCCACGTGCTGCTGGGTCTCAGTCCTCCACTTCCCGTGTCCTCTGG 
AAGTTGTCAGGAGCAATGTTGCGCTTGTACGTGTTGGTAATGGGAGTTTCTGCCT 

40 TCACCCTTCAGCCTGCGGCACACACAGGGGCTGCCAGAAGCTGCCGGTTT^GTGG 
GAGGCATTACAAGCGGGAGTTCAGGCTGGAAGGGGAGCCTGTAGCCCTGAGGTG 
CCCCCAGGTGCCCTACTGGTTGTGGGGCCTCTGTTCAGCCCCCGCATCAACCTNA 
ACATGGGCATTAAAAATTGACTCTTNTTAGGGACGGTCCCAGGGAGTAAGAAGN 
AGACACGGATGTGGGTCCCAGGGACGGT'mCG 

45 

SEQ ID NO: 220 
>3386358H1 

GCCGCGCTACCAGATTGCACCGGGGCTGATTTGGGGGCTGGGAATTTGCCATTCT 
GCTGTACAGACACTGATTTTTTTTTCTTCTTTTTAAAAAGCAAGATTTTAGGTGAT 
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GGGCAAGTCAGAAAGTCAGATGGATATAACTGATATCAACACTCCAAAGCCAAA 
GAAGAAACAGCGATGGACTCCACTGGAGATCAGCCTCTCGGTCCTTGTCCTGCTC 
CTCACCATCATAGCTGTGACAATGATC 

5 SEQ JD NO: 221 

>gi|759483|gb|R07560.1|R07560 ye97g06.rl Scares fetal liver spleen INFLS Homo sapiens 
cDNA clone IMAGE: 125722 5' similar to SP:DEOK_HUMAN P27707 DEOXYCYTIDINE 

KINASE mRNA sequence 

ATGGCCGCGGCACNCTNCTTTCTAAGTCGGCTTCGAGCACCCTTCAGTTCCATGG 
1 0 CCAAGAGCCCACTCGAGGGCGTTTCCTCCTCCAGAGGCCTGCACGCGGGGCNGG 
CCCANANGGCTTCTCCATCGAAGGCAACATTGGCCTGCACTGCCCAAAGTCTTGG 
AAACTTGCTGGATATGATGTACCGGGAGCCAGCACGATGGTCCTACACATTCCAG 
ACATTTTCCTTTTTGAGCCGCCTGAAAGTACAGCTGGGAGCCCTTCCCTGAGGAA 
ACTCTTTACAGGGCCAGGGAAGCCAGTTACAGATCTTTTGAGGAGGTCTGTGTAA 
15 CAGTGGACAGGGTTCCATTTTTGAGGGTTTGGATGGAACATTTCC 

SEQ ID NO: 222 
>4730434H1 

GCTGGGAGAAGCAGGAATCTGCGCTCGGGTTCCGCAGATGCAGAGGTTGAGGTG 
GCTGCGGGACTGGAACTCATCGGGCAGAGGTCTCACAGCAGCCAAGGAACCTGG 
GGCCCGCTCCTCCCCCCTCCAGGCCATGAGGATTCTGCAGTTAATACTGCTTGCT 

CTGGCAACAGGGCTTGTAGGGGGAGAGAGCAGGATCATCAAGGGGTTGGAGTGC 
AAGGGTGACTGCGAGCCCTGGGAGGCAGCCCTGTTCGAGAAGACGG; « .: > V - . .ft 

SEQ ID NO: 223 - I 

>gi|815554|gb|R53652.1|R53652 yg84c05.rl Soares infant brain INIB Homo sapiens cDNA 
clone IMAGE:40056 5' similar to SP:PGG2_RAT Q00657 CHONDROITIN SULFATE 
PROTEOGLYCAN NG2 mRNA sequence 

AGGGCGAGGTGGTCTTTGGCTTCACCAACTTCTCCTCCTCTCATGACCACTTCAGA 
GTCGTGGCACTGGCTAGGGGTGTGAATGGATCAGGCGTAGTGAAGGTCAGTGTGA 
GGGCTGTGGTGGATGTGTGGGGAGGTGGGGGATGGGCAGNGGTGCCAGGCTGGG 
CCTGGACCCCACCGTCCTAGATGCTGGCGAGCTGGCCAACGGCACAGGCAGTGT 
GCCGCGCTTCGGCCTCGTGGAGGGACCCCGGCATGGCCGGNTGGTCCGGGTGGGG 
CGAGGCAGGAGGGAGGGGGGGGGAAGGGAGCTGGTGGAGCAGTTCACTNAGCA 
GGACCTTGAGGACGGGAGGCTNGGGGTGGAGGTGGGCAGGCCAGAGGGGAGGG 
CCCCCGGCCGNCAGGTGNACAATTCTCAATTT'mGAGCTTTTNGGGCAC 

SEQ ID NO: 224 

>gi!2051920|gb|AA398883.1|AA398883 zt64fl0.sl Soares_testis_NHT Homo sapiens cDNA 
40 clone IMAGE:727147 3' similar to gb:S66896 SQUAMOUS CELL CARCINOMA 

ANTIGEN (HUMAN);, mRNA sequence 

TATGTGACTATTTTATTGATGATGTGTTTTATAGAATCACAAAATTTAGAAAGATA 
AGAAGGATTTAGGTATCACCTAAATTCAAAGAAATGTGTGTTTCTAGGTTGCTAA 
ATTGAAAGAAAAAGTATGATTTGGTTTGGTTCATTTAAAAGAGGTCAGAAAGAGA 
45 ATTATATTTGAAATTTAGAAGATACGGTATTAAGTGATTGATCTTATTTTGGACAT 
TTTTCGTCAAGGAGAATTTTTCTGGAAGAAAAAGTACATTTATATGTGGGCTTAT 
TAAGAGAAAGAGAGAAAGGCATGCTATTTTAATCATTAAATTCTTGATGATGAC 
GATCATGATGAAGATGAGAAAGAAAAGAAATATGAGCCAAGAGAATCTGTTGTT 
GCCAGCAATCAGTTTACCAGAACATCTGCAGGTGAACATTTTCCAAATGGAGTGA 
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CAGACTAATTGCATCTACGGGGATGAGAATCTGCCATAGAGAGGATGCTGTGGG 
CTTATTTTGCTTATGTAGATAGGAAGGGTGATACATGGA 

SEQ ID NO: 225 

5 >gi|2432448|gb|AA598776. 1 |AA598776 ae38a04.sl Gessler Wilms tumor Homo sapiens 
cDNA clone IMAGE:898062 3' similar to TR:G468032 G468032 P55CDC.; mRNA 
sequence 

AAAAAAAAAACATGAAGGGAGACATGACTTTATTAGAAAAATAAAAAACAACT 
GAGGTGATGGGTTGGTCTTCAGCGGATCCTTGGTGGATGAGGCTGCTTTTGGCTG 

1 0 CACTGGCCTTCTCCCGCTCCCGCCGCCGCGC AGGGTCCAACTCAAAACAGCGCCA 
TAGCCTCAGGGTCTCATCTGCTGCTGCGGATGCCACTGTGGCCCCATCTGGGCTC 
ATGGTCAGACTCAGGACCCGGGATGTGTGACCTTTGAGTTCAGCCACCTTGGCCA 
TGGTTGGGTACTTCCAAATAACTAGCTGATTCTGTGCAAAGCCATGGCCTGAGAT 
GAGCTCCTTGTAAGGGGGAGACCAGAGGATGGAGCACACCTGGGAATGGGCATC 

15 CACGGCACTCAGACAGGCCCCAGAGCAAAAATTCCAGATGCGAATGTGTCGATC 
ACTGGTGCACCCTCCTGTGGCAAGGACATTTGA 

SEQ ID NO: 226 

>gi|2102846|gb|AA423867.1|AA423867 zv79f01.sl SoaresJ:otal_fetus_Nb2HF8_9w Homo 
20 sapiens cDNA clone IMAGE:759865 3', mRNA sequence 

TTTTCATTTTTTGAGTAATTTATTTAAATTTGTGAATCTAGAAAATGTGTGTTATA 
•, •. ■ iTATT.TATATACAGGGAATAACAAAAGTTAAGTGTTTAATTGGAAAGAAAACTGT . 
-. • GACTGATAATATGTTGTAATTACC ATTTTATAATATTACTTTCCATTGG AATGACT 
TAAAATGAAGAAATAAGAATAGGAATAATTAI'GCTAACAAATTCACTTTGTTTTC 
25 TGTGCCACTAAATTTCTTTAGGATCAAGAACTCTTTGATATTCAGACATTAAACA 
ATATTCAAATAATTTTATAAAATAGACATACAAGTTTACTCATATTAAAAAAACA 
AGTTGATTTTCATTTCCTGTA 

SEQ ID NO: 227 

30 >gi|3087789|emb|Y14734. 1 |HSY14734 Homo sapiens mRNA for cathepsin L2 

CGGCTGTAATCTCAGAGGCTTGTTTGCTGAGGGTGCCTGCGCACGTGCGACGGCT 
GCTGGTTTTGAAACATGAATCTTTCGCTCGTCCTGGCTGCCTTTTGCTTGGGAATA 
GCCTCCGCTGTTCCAAAATTTGACCAAAATTTGGATACAAAGTGGTACCAGTGGA 
AGGCAACACACAGAAGATTATATGGCGCGAATGAAGAAGGATGGAGGAGAGCA 

35 GTGTGGGAAAAGAATATGAAAATGATTGAACTGCACAATGGGGAATACAGCCAA 
GGGAAACATGGCTTCACAATGGCCATGAATGCTTTTCCTGACATGACCAATGAAG 
AATTCAGGCAGATGATGGGTTGCTTTCGAAACCAGAAATTCAGGAAGGGGAAAG 
TGTTCCGTGAGCCTCTGTTTCTTGATCTTCCCAAATCTGTGGATTGGAGAAAGAA 
AGGCTACGTGACGCCAGTGAAGAATCAGAAACAGTGTGGTTCTTGTTGGGCTTTT 

40 AGTGCGACTGGTGCTCTTGAAGGACAGATGTTCCGGAAAACTGGGAAACTTGTCT 
CACTGAGCGAGCAGAATCTGGTGGACTGTTCGCGTCCTCAAGGCAATCAGGGCT 
GCAATGGTGGCTTCATGGCTAGGGCCTTCCAGTATGTCAAGGAGAACGGAGGCC 
TGGACTCTGAGGAATCCTATCCATATGTAGCAGTGGATGAAATCTGTAAGTACAG 
ACCTGAGAATTCTGTTGCTAATGACACTGGCTTCACAGTGGTCGCACCTGGAAAG 

45 GAGAAGGCCCTGATGAAAGCAGTCGCAACTGTGGGGCCCATCTCCGTTGCTATG 
GATGCAGGCCATTCGTCCTTCCAGTTCTACAAATCAGGCATTTATTTTGAACCAG 
ACTGCAGCAGCAAAAACCTGGATCATGGTGTTCTGGTGGTTGGCTACGGCTTTGA 
AGGAGCAAATTCGAATAACAGCAAGTATTGGCTCGTCAAAAACAGCTGGGGTCC 
AGAATGGGGCTCGAATGGCTATGTAAAAATAGCCAAAGACAAGAACAACCACTG 
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TGGAATCGCCACAGCAGCCAGCTACCCCAATGTGTGAGCTGATGGATGGTGAGG 
AGGAAGGACTTAAGGACAGCATGTCTGGGGAAATTTTATCTTGAAACTGACCAA 
ACGCTTATTGTGTAAGATAAACCAGTTGAATCATTGAGGATCCAAGTTGAGATTT 
TAATTCTGTGACATTTTTACAAGGGTAAAATGTTACCACTACTTTAATTATTGTTA 
5 TACACAGCTTTATGATATCAAAGACTCATTGCTTAATTCTAAGACTTTTGAATTTT 
CATTTTTTAAAAAGATGTACAAAACAGTTT 

SEQ ID NO: 228 

>gi|967948|gb|R93782.1|R93782 yq35f04.rl Scares fetal liver spleen INFLS Homo sapiens 

10 cDNA clone IMAGE:197791 5', mRNA sequence 

TGGATTTGGATGCTGCAAAAACGAGACTAAAAAAGGCAAAAGCTGCAGAAACTA 
GAAATTCATCTGAACAGGAATTAAGAATAACTCAAAGTGAATTTGATCGTCAAG 
CAGAGATTACCAGACTTCTGCTAGAGGGAATCAGCAGTACACATGCCCATCACCT 
TCGCTGTCTGAATGACTTTGTAGAAGCCCAGATGACTTACTATGCACAGTGTTAC 

1 5 C AGTATATGTTGGACCTCC AGAAACAACTGGGAAGTTTTCC ATCCAATTATCTTA 
GTAACAACAATCAGACTTCTGTGACACCTGTACCATCAGTTTTACCAAATGCGAT 
TGGTTCTTCTGCCATGGCTTTCAACAAGTGGCCTAGTAATCACCTCTCCTTCCAAC 
CTCAGTGACCTTAAGGGAGTGTAGTGGGCAGCAGGAAAGGGCCGGGGTTCTCTT 
ATGGATTTATGGATGGCAGCAAACAGTACTGGAATTATTCACTTCTGGGCAGTTG 

20 AGGGTGATCANTGTGTTCAGTGTTGTTGGGATGGGATTCAGNTTGGCTAATTGGG 
GGNAAGGGGGAACCNGGAGGGCAAGGTGCCATTA 

. SEQ ID NO: 229 ♦ 
• >2723646H1 

25 GTTCCGCAGATGCAGAGGTTGAGGTGGCTGCGGGACTGGAAGTCATCGGGCAGA 
GGTCTCACAGCAGCCAAGGAACCTGGGGCCCGCTCCTCCCCCCTCCAGGCCATGA 
GGATTCTGCAGTTAATCCTGCTTGCTCTGGCAACAGGGCTTGTAGGGGGAGAGAC 
CAGGATCATCAAGGGGTTCGAGTGCAAGCCTCACTCCCAGCCCTGGCAGGCAGC 
CCTGTTCGAGAAGACGCGGCTACTCTGT 

30 

SEQ ID NO: 230 

>gi|1335871|gb|U46005.1iHSU46005 Human MDC15 mRNA, complete cds 

ATGCGGCTGGCGCTGCTCTGGGCCCTGGGGCTCCTGGGCGCGGGCAGCCCTCTGC 

CTTCCTGGCCGCTCCCAAATATAGGTGGCACTGAGGAGCAGCAGGCAGAGTCAG 

35 AGAAGGCCCCGAGGGAGCCCTTGGAGCCCCAGGTCCTTCAGGACGATCTCCCAA 
TTAGCCTCAAAAAGGTGCTTCAGACCAGTCTGCCTGAGCCCCTGAGGATCAAGTT 
GGAGCTGGACGGTGACAGTCATATCCTGGAGCTGCTACAGAATAGGGAGTTGGT 
CCCAGGCCGCCCAACCCTGGTGTGGTACCAGCCCGATGGCACTCGGGTGGTCAGT 
GAGGGACACACTTTGGAGAACTGCTGCTACCAGGGAAGAGTGCGGGGATATGCA 

40 GGCTCCTGGGTGTCCATCTGCACCTGCTCTGGGCTCAGAGGCTTGGTGGTCCTGA 
CCCCAGAGAGAAGCTATACCCTGGAGCAGGGGCCTGGGGACCTTCAGGGTCCTC 
CCATTATTTCGCGAATCCAAGATCTCCACCTGCCAGGCCACACCTGTGCCCTGAG 
CTGGCGGGAATCTGTACACACTCAGACGCCACCAGAGCACCCCCTGGGACAGCG 
CCACATTCGCCGGAGGCGGGATGTGGTAACAGAGACCAAGACTGTGGAGTTGGT 

45 GATTGTGGCTGATCACTCGGAGGCCCAGAAATACCGGGACTTCCAGCACCTGCTA 
AACCGCACACTGGAAGTGGCCCTCTTGCTGGACACATTCTTCCGGCCCCTGAATG 
TACGAGTGGCACTAGTGGGCCTGGAGGCCTGGACCCAGCGTGACCTGGTGGAGA 
TCAGCCCAAACCCAGCTGTCACCCTCGAAAACTTCCTCCACTGGCGCAGGGCACA 
TTTGCTGCCTCGATTGCCCCATGACAGTGCCCAGCTGGTGACTGGTACTTCATTCT 
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CTGGGCCTACGGTGGGCATGGCCATTCAGAACTCCATCTGTTCTCCTGACTTCTC 
AGGAGGTGTGAACATGGACCACTCCACCAGCATCCTGGGAGTCGCCTCCTCCATA 
GCCCATGAGTTGGGCCACAGCCTGGGCCTGGACCATGATTTGCCTGGGAATAGCT 
GCCCCTGTCCAGGTCCAGCCCCAGCCAAGACCTGCATCATGGAGGCCTCCACAG 
5 ACTTCCTACCAGGCCTGAACTTCAGCAACTGCAGCCGACGGGCCCTGGAGAAAG 
CCCTCCTGGATGGAATGGGCAGCTGCCTCTTCGAACGGCTGCCTAGCCTACCCCC 
TATGGCTGCTTTCTGCGGAAATATGTTTGTGGAGCCGGGCGAGCAGTGTGACTGT 
GGCTTCCTGGATGACTGCGTCGATCCCTGCTGTGATTCTTTGACCTGCCAGCTGA 
GGCCAGGTGCACAGTGTGCATCTGACGGACCCTGTTGTCAAAATTGCCAGCTGCG 

10 CCCGTCTGGCTGGCAGTGTCGTCCTACCAGAGGGGATTGTGACTTGCCTGAATTC 
TGCCCAGGAGACAGCTCCCAGTGTCCCCCTGATGTCAGCCTAGGGGATGGCGAG 
CCCTGCGCTGGCGGGCAAGCTGTGTGCATGCACGGGCGTTGTGCCTCCTATGCCC 
AGCAGTGCCAGTCACTTTGGGGACCTGGAGCCCAGCCCGCTGCGCCACTTTGCCT 
CCAGACCGCTAATACTCGGGGAAATGCTTTTGGGAGCTGTGGGCGCAACCCCAG 

1 5 TGGC AGTTATGTGTCCTGC ACCCCTAGAGATGCC ATTTGTGGGC AGCTCCAGTGC 
CAGACAGGTAGGACCCAGCCTCTGCTGGGCTCCATCCGGGATCTACTCTGGGAG 
ACAATAGATGTGAATGGGACTGAGCTGAACTGCAGCTGGGTGCACCTGGACCTG 
GGCAGTGATGTGGCCCAGCCCCTCCTGACTCTGCCTGGCACAGCCTGTGGCCCTG 
GCCTGGTGTGTATAGACCATCGATGCCAGCGTGTGGATCTCCTGGGGGCACAGG 

20 AATGTCGAAGCAAATGCCATGGACATGGGGTCTGTGACAGCAACAGGCACTGCT 
ACTGTGAGGAGGGCTGGGCACCCCCTGACTGCACCACTCAGCTCAAAGCAACCA 
GCTCCCTGACCACAGGGCTGCTCCTCAGCCTCCTGGTCTTATTGGTCCTGGTGATG 
GTTGGTGGCAGCTACTGGTACCGTGGCCGCCTGV AGCAGGGACTCTGCCAGCTC A 
AGGGACCCACCTGCCAGTACAGGGCAGCCCAATGTGGTCCCTCTGAACGGCCAG 

25 GACCTCCGCAGAGGGCCCTGCTGGCACGAGGCACTAAGTCTCAGGGGCCAGCCA 
AGCCCCCACCCCCAAGGAAGCCACTGCCTGCCGACCCCCAGGGCCGGTGCCCAT 
CGGGTGACCTGCCCGGCCCAGGGCCTGGAATCCCGCCCCTAGTGGTACCCTCCAG 
ACCAGCGCCACCGCCTCCGACAGTGTCCTCGCTCTACCTCTGACCTCTCCGGAGG 
TTCCGCTGCCTCCAAGCCGGACTTAGGGCTTCAAGAGGCGGGCGTGCCCTCTGGA 

30 GTCCCCTACCATGACTGAAGGCGCCAGAGACTGGCGGTGTCTTAAGACTCCGGG 
CACCGCCACGCGCTGTCAAGCAACACTCTGCGGACCTGCCGGCGTAGTTGCAGC 
GGGGGCTTGGGGAGGGGCTGGGGGTTGGACGGGATTGAGGAAGGTCCGCACAG 
CCTGTCTCTGCTCAGTTGCAATAAACGTGACATCTTGGGAGCGTTAA 

35 SEQIDNO:231 

>gi|2207808|gb|AA479252.1|AA479252zvl7f03.rl SoaresJSIhHMPu_Sl Homo sapiens 
cDNA clone IMAGE:753917 5', mRNA sequence 

AAGAAGTCCAGTGTGTCCAGTTAAAACAGAAATAAATTAAACTCTTCATCAACA 
AAGACCTGTTTTTGTGACTGCCTTGAGTTTTATCAGAATTATTGGCCTAGTAATCC 

40 TTCAGAAACACCGTAATTCTAAATAAACCTCTTCCCATACACCTTTCCCCCATAA 
GATGTGTCTTCAACACTATAAAGCATTTGTATTGTGATTTGATTAAGTATATATTT 
GGTTGTTCTCAATGAAGAGCAAATTTAAATATTATGTGCATTTGTAAATACAGTA 
GCTATAAAATTTTCCATACTTCTAATGGCAGAATACAGGAGGCCATATTAAATAA 
TACTGATGAAAGGCAGGACACTGCATTGTAAATAGGATTTTCTAGGCTCGGTAGG 

45 CAGAAAGAATTATTTTTCTTTGAA 

SEQ ID NO: 232 

>gi|681270|gb|T70122.1|T70122 ycl7cl0.rl Stratagene lung (#937210) Homo s^iens cDNA 
clone IMAGE:80946 5' similar to SP:MALK_ECOLI P02914 
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MALTOSE/MALTODEXTRIN TRANSPORT ATP-BINDING PROTEIN mRNA 
sequence 

NTTATACTCACCCACAANTTTGTGACCCGANTGTAATGAAAGCCTCTGCAAATTG 
AAAACATCATTGATCAAGAGGTGCAGACATTATCTGGTGGTGAACTACAGCGAG 
5 TAGCTTTAGCCCTTTGCTTGGGCAAACCTGCTGATGTCTATTTAATTGATGAACCA 
TCTGCATATTTGGATTCTGAGCAAAGACTGATGGCAGCTCGAGTTGTCAAACGTT 
TCATACTCCATGCAAAAAAGACAGCCTTTGTTGTGGAACATGACTTCATCATGGC 
CACCTATCTAGCGGATCGGTNCATCGTTTTTGATGGTGTTCCATCTAAGGAACAC 
AGTTGCAAACAGTCCTCAAACCCTTTTGGGCTGGGCTTGAATAAATTTTTGGTCTT 
10 CAGCTTGGAAATTTACATTTCAGGAGGNGTTCCAAACCAACTATTGGGCCACGGA 
TTAAACAAACTTATTTCAATTTAGGGTGTAGGNC 

SEQ ID NO: 233 
>3447387H2 

1 5 TAATGTTTATGCAAAGTATTGATTCTGTTGTTGAATTTTGTAACGAAAAAACCCA 
TAAATCAAGAAGCTCCAAGCCTACAAAACATAAAGTGCAATTTTAGAAGTACAT 
GGGAGGTGATTAGCAATTCTGAGGATTTTAAAAACACCATACCCATGGTGACAC 
CACCTCCTCCACCTGTCTTCTCATTGCTGAAGATCAGTCAAAGAATTGTGTGCTTA 
GTTCTTGATAAGTCTGGAAGCATGGGGGGTAAGGACCGCCTAAATCGAATGAAT 

20 CAAGCA 

: ■ ..■;SEQIDNO:234 ^. ' -. ■ .^-i- . ■ : A- 

■ -.>2863932H1 . ■ ' • ■ i ■ r^.- ^ 

GGGGGCTGGGAATTTGCGATTCTGCTGTACAGACACTGATTTTTTTTTCTTCTTTT 
25 TAAAAAGCAAGATTTTAGGTGATGGGCAAGTCAGAAAGTCAGATGGATATAACT 
GATATCAACACTCCAAAGCCAAAGAAGAAACAGCGATGGACTCCACTGGAGATC 
AGCCTCTCGGTCCTTGTCCTGCTCCTCACCATCATAGCTGTGACAATGATCGCACT 
CTATGCAACCTACGATGATGGTAATTGCAAGTCATCAGACTGCATAA 

30 SEQ ID NO: 235 
>5208013H1 

GAAACGGATGACCAGGGCAAATACATGACCCTAGTTTTGTCCCGGATCGACCTA 
GTGTTCATTGTTCTGTTCACTGGAGAATTTGTGCTGAAGCTCGTCTCCCTCAGACA 
CTACTACTTCACTATAGGCTGGAACATCTTTGACTTTGTGGTGGGGATTCTCTCCA 
35 TTGTAGGTATGTTTCTGGCTGAGATGATAGAAAAGTATTTTGTGTCCCCTACCTTG 
GTCCGAGTGATCCGTCTTGCCA 

SEQ ID NO: 236 
>873192H1 

40 CAGCGATGTCTNCACCACCGGTGCTGCAACCCCTGCTGNTGNTGNTGNCTCTGCT 
GAATGTGGAGCCTTNCGGGGCCAAAATGATCCGCATCCCTNTTCATCGAGTCCAA 
NCTGGANGCAGGATCCTGAANCTACTGAGGGGATGGAGAGAACCAGCAGAGCTC 
CCCAAGTTGGGGGCCC 

45 SEQ ID NO: 237 

>gi|928147|gb|R83270.1|R83270 yp85c04.sl Scares fetal liver spleen INFLS Homo sapiens 
cDNA clone IMAGE:194214 3', mRNA sequence 

NNNNNAGGGAAAAAAAATGGAAAATTTATTAATTAGACAGTATGTGGGCATCCT 
GTNCCACATGGGAATGAGAAGATGCTATAGGTNCTCTAAGTATTGCACAGTCTG 
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AAAAAATAACAAAAAAAGGGAAGGGGAGGAAAAAAAAATCACATGATATTGGG 
ANCCATCTCACATTATGANTANTCTACCAAGAAACATTTAAAAAAGAAANCCCTT 
TGTTTCTACAGTAGGCTTTAAGTTTATAGTTCTTGGGANTGACTGTATTCCATTGA 
AGGACATCTCAGGTAACAGGGAAGGCTGTTTTAGGCAATCCCCATGTGGCAAAT 
5 ATTAATAAAANATATATANTTTTTTGCCAATTCATCTCTNGCCTTCACCCCGGGCA 
ATCATGACATTTNCGAG 

SEQ ID NO: 238 

>gi|307424|gblL12060.1lHUMRARG7A Homo sapiens retinoic acid receptor (gamma-7) 
10 mRNA 

CGGCAGAGTCAGTGTGCGGTTTGGGAGAAAATGTGTCGGATATTTTGGGGCGGT 
CACGTGGGCGGGCGGGCTCCGAGAGGCCCCGGGACAGTCCCAGCCTAGAGCCGT 
GCCCCCCCAGGAGCCCCCCAGTACGGCGAGCCCCGGACATTGCGACGCTCCATC 
CAAGAGACTGCCCGACGCCGGGACCTCGGGGCTCCGCCGCCTCCCTTCCCCCTCC 

1 5 C ACTCC AGCAGCTACGGCCC AGTTCCCTCAACCTGACCCAGTATGTAGAAGCCAG 
TCTCTGCAGGCGGCCAGCGGCGGTGGAGACACAGAGCACCAGCTCAGAGGAGAT 
GGTGCCAAGCTCGCCCTCGCCCCCTCCGCCTCCTCGGGTCTACAAGCCATGCTTC 
GTGTGCAATGACAAGTCCTCTGGCTACCACTATGGGGTCAGCTCTTGTGAAGGCT 
GCAAGGGCTTCTTTCGCCGAAGCATCCAGAAGAACATGGTGTACACGTGTCACC 

20 GCGACAAAAACTGTATCATCAACAAGGTGACCAGGAATCGCTGCCAGTACTGCC 
GGCTACAGAAGTGCTTCGAAGTGGGCATGTCCAAGGAAGCTGTGCGAAATGACC 
GGAACAAGAAGAAGAAAGAGGTGAAGGAAGAAGGGTGACCTGACAGCTATGAG 
GTGAGCCCTCAGTTAGAAGAGGTGATCACCAAGGTCAGCAAAGCCCATCAGGAG ■ 
ACTTTCCCCTCGCTCTGCCAGGTGGGCAAGTATACCACGAACTCCAGTGCAGACCv 

25 ACCGCGTGCAGCTGGATCTGGGGCTGTGGGACAAGTTCAGTGAGCTGGCTACCA 
AGTGCATCATCAAGATCGTGGAGTTTGCCAAGCGGTTGCCTGGCTTTACAGGGCT 
CAGCATTGCTGACCAGATCACTCTGCTCAAAGCTGCCTGCCTAGATATCCTGATG 
CTGCGTATCTGCACAAGGTACACCCCAGAGCAGGACACCATGACCTTCTCCGACG 
GGCTGACCCTGAACCGGACCCAGATGCACAATGCCGGCTTCGGGCCCCTCACAG 

30 ACCTTGTCTTTGCCTTTGCTGGGCAGCTCCTGCCCCTGGAGATGGATGACACCGA 
GACAGGGCTGCTCAGCGCCATCTGCCTCATCTGCGGAGACCGCATGGACCTGGA 
GGAGCCCGAAAAAGTGGACAAGCTGCAGGAGCCACTGCTGGAAGCCCTGAGGCT 
GTACGCCCGGCGCCGGCGGCCCAGCCAGCCCTACATGTTCCCAAGGATGCTAAT 
GAAAATCACCGACCTCCGGGGCATCAGCACTAAGGGAGCTGAAAGGGCCATTAC 

35 TCTGAAGATGGAGATTCCAGGCCCGATGCCTCCCTTAATCCGAGAGATGCTGGAG 
AACCCTGAAATGTTTGAGGATGACTCCTCGCAGCCTGGTCCCCACCCCAATGCCT 
CTAGCGAGGATGAGGTTCCTGGGGGCCAGGGCAAAGGGGGCCTGAAGTCCCCAG 
CCTGACCAGGGCCCCTGACCTCCCCGCTGTGGGGGTTGGGGCTTCAGGCAGCAG 
ACTGACCATCTCCCAGACCGCCAGTGACTGGGGGAGGACCTGCTCTGCCCTCTCC 

40 CCAACCCCTTCCAATGAGCG 

SEQ ID NO: 239 
>1909132F6 

CGCCATCCCATCTCCAAAATCCTCAGTCCTGTGATGACCTTTCCCTACTTTATAGG 
45 CCTAAGCATGCTGAGCGCCATCAGCACCGAGCGCTGCCTGTCCATCCTGTGGCCC 
ATCTGGTACCACTGCCGCCGCCCCAGATACCTGTCATCGGTCATGTGTGTCCTGC 
TCTGGGCCCTGTCCCTGCTGCGGAGTATCCTGGAGTGGATGTTCTGTGACTTCCTG 
TTTAGTGGTGCTGATTCTGTTTGGTGTGAAACGTCAGATTTCATTACAATCGCGTG 
GCTGGTTTTTTTATGTGTGGTTCTCTGTGGGTCCAGCCTGGTCCTACTGGTCAGGA 
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TTCTCTGTGGATCCCGGAAGATGCCGCTGACCAGGCTGTACGTGACCATCCTCCT 
CACAGTGCTGGTCTTCCTCCTCTGTGGCCTGCCCTTTGGCATTCAGTGGGCCCTGT 
TTTCCAGGATCCACCTGGATTGGAAAGTCTTATTTTGTCATGTGCATCTAGTTTCC 
ATTTTCCTGTCCGCTCTTAACAGCAGTGCCAACCCCATCATTTACTTCTTCGTGGG 
5 CTCCTTTAGGCAGCGTCAAAATAGGCAGAACCTGAAGCTGGTTCTCCAGAGGGCT 
CTGCAGGACACGCCTGAGGTGGATGAAGGTGGAGGGTGGCTTCCTCAGGAAACC 
CTGGAGCTGTCGGGAAGCAGATTGGAGCAGTGAGGAAGAACCTCTGCCCTGTCA 
GACAGGACTTTGAGAGCAATGCTGCCCTGNCACCTTGACAATTATATGC 

10 SEQ ID NO: 240 

>gi|1940577|gb|AA292583.1|AA292583 zt31e07.rl Scares ovary tumor NbHOT Homo 
sapiens cDNA clone rMLAGE:723972 5' similar to TR:G562077 G562077 TATA-BINDING 
PROTEIN ASSOCIATED FACTOR 30 KDA SUBUNIT. [1] mRNA sequence 
GCTGGAGCAGCTGCTGGGGGCACGGGACCGTTGGCGGCGCGGGCCAGGGGAGCC 

1 5 AGCTGAGCGGCGTGGGGCGGCTCCGGTGTCGGCGGGTGGCGCGGCGCCCCCGGA 
GGCANTGATCATAACGGGGTTTACGTACTGCCGAGCGCGGCCAACGGAGACGTG 
AAGCCCGTGGTGTCCAGCACGCCTTTGGTGGACTTCTTGATGCAGCTGGAAGATT 
ACACGCCTACGATCCCAGATGCAGTGACTGGTTACTACCTGAACCGTGCTGGCTT 
TGAGGCCTCAGACCCACGCATAATTCGGCTCATCTCCTTAGCTGCCCAGAAATTC 

20 ATCTCAGATATTGCCAATGATGCCCTACAGCACTGCAAAATGGAAGGGCA 

'• SEQ ID NO: 241 ..... ..,..■■„,, •, ., , ; ■ 

■ >2581223T6: •, r ' ■ ■ ... • 

CCCAGCAGGACCAAGGGGTTGAGAGCAGATTGGACCTATTGATTATGTGTATATA 
25 AAAAACAAGACATCTTTTAAAGCAAAGCTGGGCAAATTCTCTATGGAAAGGGCG 
CCACTGGCACTTGATTTTGACTTTCCAAAGTGCAGCAATGTGTTCCAGAACAGCT 
CAAATCCTAAAAGGTGAAGTTCAAGTTCTTTGGTGGCCCAGTTGTCAAGCCACTT 
AAATAGCAAATCCTGATGGCTTGAGGATTTCATTTCTCCAGCCCAGAGCATATTA 
GCATAAGAAGAGTACAAGTAATCAAGCATTCTACACGGTGTCCAGGTGAAAACC 
30 ATACAATCAGCAATAGTGTGGTCAAGTTTCAGCCATGAATATGAACTATACAAG 
ACATATTTAAAAGATAACTCAAAGTTGAATTGCATTACAGTAACTCAATGGGGTC 
TTAAATTTTCTTAATCTTTAAGAAAATTTATAAAGGGCNAACNATAATAAAAATA 
GTAATAATATTTGTTTTTAAAAGTAGGNGTGAATGTTAAGAGNCATAAAGACTGC 
TTATAG 

35 

SEQ ID NO: 242 

>gi|728269|gb|T94781.1|T94781 ye33c06.sl Stratagene lung (#937210) Homo sapiens cDNA 
clone IMAGE: 119530 3', mRNA sequence 

ACAATTTGAATTATGAGAGTTCACTTTCAGACGAAGCACCTAACAGGAAATCTCT 
40 CAAACACAGAAATGCTGGTTTAGCCACAAGATCAAAGGAAAAGATTGATTTTGT 
ATGTCCGTGCAGTTTTTGAGAGTGCGTCTACACATTTTCGTTTTCACAGCAATCTT 
TGTGTTTGAAGGGAGTTCTGATGTGGAAACAGCTTGCAGGGTTAAACCTGGATGG 
CGCCCCTGTGATCAGACATTGCTCTGTTGTAATAAAAGTGTCCTCAGTNCTCTTTC 
CCNCTGATCCTCCTGCCTGTACTTCTCCTCGAGTTGCTGTTTCTCAGAATCTGCAC 
45 AGTAAAATGTGCCAATCTGGGGCTTTNCCGAANCCGGTTCAAACTGACTGAAATC 
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SEQ ID NO: 243 

>gi|1220042|gblN67917.1lN67917 yz52h03.sl Morton Fetal Cochlea Homo sapiens cDNA 
clone IMAGE:286709 3' similar to gb:V01512_ma5 P55-C-FOS PROTO-ONCOGENE 
PROTEIN (HUMAN);, mRNA sequence 
5 TTTTTTTCGCATTCAACTTAAATGCTTTTATTGACAATGTCTTGGAACAATAAGCA 
AACAATGCTTAA^TTTTTCATTCAAATTCACTTTCCACATGTCAAAAGACCTCAA 
GGTAGAAAAAAATAAAATAAAAATATAAATATCTGAGAATCCATCTTAATAAAT 
AAATTAAAAACACAATAAAACGTTTTCATGGAAAACTGTTAATGTCAGAACATTC 
AGACCACCTCAACAATGCATGATCAGTAACATTACAATGAACATTGATGTTGAA 
10 GAAAAACTACAGTACATGGATATAGCTATTTATTTCTATCTACCAGAAAATAAAG 
TCGTATCTTTTCTTAGTATAATATTGGGTCATTTCTAATCAGAACACACTATTGCC 
AGGAACACAGTAGTTATTGTTAAAATCAGCCGCACTAGATACCATTTGGAAATAT 
CCAGCACCAGGTTAATTCCCATAATGNACCCCATAGG 

15 SEQ ID NO: 244 

>gi|187354|gb|M69226.1|HUMMAOAAA Human monoamine oxidase (MAOA) mRNA, 
complete cds 

GAATTCCTGACACGCTCCTGGGTCGTAGGCACAGGAGTGGGGGCCAAAGCATGG 
AGAATCAAGAGAAGGCGAGTATCGCGGGCCACATGTTCGACGTAGTCGTGATCG 

20 GAGGTGGCATTTCAGGACTATCTGCTGCCAAACTCTTGACTGAATATGGCGTTAG 
TGTTTTGGTTTTAGAAGCTCGGGACAGGGTTGGAGGAAGAACATATACTATAAG 
■■ GAATGAGCATGTTGATTACGTAGATGTTGGTGGAGCTTATGTGGGACCAAeGCAA 
AACAGAATCTTAGGGTTGTGTAAGGAGGTGGGCATAGAGAGTTACAA4.GTGAAT 
. GTGAGTGAGCGTCTGGTTCAATATGTCAAGGGGAAAACATATCCATTTCGGGGCG 

25 CCTTTCCACCAGTATGGAATCCCATTGCATATTTGGATTACAATAATCTGTGGAG 
GACAATAGATAACATGGGGAAGGAGATTCCAACTGATGCACCCTGGGAGGCTCA 
ACATGCTGACAAATGGGACAAAATGACCATGAAAGAGCTCATTGACAAAATCTG 
CTGGACAAAGACTGCTAGGCGGTTTGCTTATCTTTTTGTGAATATCAATGTGACC 
TCTGAGCCTCACGAAGTGTCTGCCCTGTGGTTCTTGTGGTATGTGAAGCAGTGGG 

30 GGGGCACCAGTCGGATATTCTCTGTCACCAATGGTGGCCAGGAACGGAAGTTTGT 
AGGTGGATCTGGTCAAGTGAGCGAACGGATAATGGACCTCCTCGGAGACCAAGT 
GAAGCTGAACCATCCTGTGACTCACGTTGACCAGTCAAGTGACAACATCATCATA 
GAGACGCTGAACCATGAACATTATGAGTGCAAATACGTAATTAATGCGATCCCTC 
CGACCTTGACTGCCAAGATTCACTTCAGAGCAGAGCTTCCAGCAGAGAGAAACC 

35 AGTTAATTCAGCGTCTTCCAATGGGAGCTGTGATTAAGTGCATGATGTATTACAA 
GGAGGCCTTCTGGAAGAAGAAGGATTACTGTGGCTGCATGATCATTGAAGATGA 
AGATGCTCCAATTTCAATAACCTTGGATGACACCAAGCCAGATGGGTCACTGCCT 
GCGATCATGGGCTTCATTCTTGGGCGGAAAGCTGATCGACTTGCTAAGCTAGATA 
AGGAAATAAGGAAGAAGAAAATCTGTGAGCTCTATGCCAAAGTGCTGGGATCCC 

40 AAGAAGCTTTACATCCAGTGCATTATGAAGAGAAGAACTGGTGTGAGGAGCAGT 
AGTCTGGGGGGTGCTAGACGGCCTACTTCCCTGCTGGGATGATGAGTCAATATGG 
AAGGGTGATTCGTCAACCCGTGGGCAGGATTTTCTTTGCGGGCACAGAGACTGCC 
ACAAAGTGGAGCGGCTACATGGAAGGGGCAGTTGAGGCTGGAGAACGAGCAGC 
TAGGGAGGTCTTAAATGGTCTCGGGAAGGTGACCGAGAAAGACATCTGGGTACA 

45 AGAAGGTGAATCAAAGGACGTTCCAGCGGTAGAAATGACCCACACCTTCTGGGA 
AAGGAACCTGCCCTCTGTTTCTGGCCTGCTGAAGATCATTGGATTTTCCACATCA 
GTAACTGGCCTGGGGTTTGTGCTGTACAAATAGAAGGTCCTGCCACGGTCTTGAA 
GTTGTGTTCTTATGCTCTCTGCTCACTGGTTTTCAATAGGACCAAGAGGAAAATAT 
TGACAAGTTTAAAGGCTGTGTCATTGGGCCATGTTtAAGTGTACTGGATTTAACT 
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ACCTTTGGCTTAATTCCAATCATTGTTAAAGTAAAAACAATTCAAAGAATCACCT 
AATTAATTTCAGTAAGATCAAGCTCCATCTTATTTGTCAGTGTAGATCAACTCAT 
GTTAATTGATAGAATAAAGCCTTGTGATCACTTTCTGAAATTCACAAAGTTAAAC 
GTGATGTGCTCATCAGAAAC 

5 

SEQ ID NO: 245 

>gi|1472327|gb|AA011215.1|AA011215ze23fl[)2.sl Soares_fetal_heart_NbHH19WHomo 
sapiens cDNA clone IMAGE:359835 3' similar to gb:M77693 DIAMINE 
ACETYLTRANSFERASE (HUMAN);, mRNA sequence 

10 TCCTCAGTAGTTTGAACACTTGCTGGCTATTTTTTCTGTCCAAGTTCTCAGTAACT 
TCGGCCTGTGTAGTCAGTGGTTCTACACAGCCGACACTACTTCTTACATAACACT 
TGGTCTCTCTGGCTTCTGGAAAGGGCGAGGGGTTACCTTCCGGAGTCCAGTGCTC 
TTTCGGCACTTCTGCAACCAGGCAGTGGTAAAAGGGGTGCTCTCCAAAACCATCT 
TCTAGCAGATCTTTTTCAGTTAAGATTACTTGTTCTTCCATGTATTCATATTTAAG 

15 CCAGCTCCTTGATCAGCCGCAGTATGTCACTGCAGTCGGCGGCAGTGGCTGGGCG 
GATCACCGAATTTAGCCATTTTCGGTCTTTTTGCTTTTTCTTCCCTTTGCGGGACC 
AGGGCCCCCTGGTACTTGAACAGTAGGAGGAAGGTGGGTTCCNCAATCGGTCTC 
CCGGGGANGCGGTN 

20 SEQ ID NO: 246 
>1693028H1 

.CACAGATGAAGGACGTGTTCTTCTTCCTGTTCTTCCTCGGCGTGTGGCTGGTAGCC 
■TATGGCGTGGCCACGGAGGGGGTCCTGAGGCCACGGGACAGTGACTTCCG.AAGT 
K ATCGTGCGCCGCGTCTTCTAeCGTCCCTACCTGCAGATGTTCGGGCAGATTGCCCA 
25 GGAGGACATGGACGTGGCCCTCATGGAGCACAGCAACTGCTCGT ; 

SEQ ID NO: 247 
>2519384H1 

GGCAGCGTCGGCAGCGGGGGCGCCGGGCCTGGGGATGGCTCACTGAGCCAGCGG 
30 CTGGGGGTCTAGGTCGCCGAGAGCTGGAACCAGTGCGACGTAGTGGCTGTCACCT 
GGTTGCTGGTGGGCGTGGGGTGGCGGCTGACGCCGGGTTTGTAGGACCTGGGCCG 
CACTGTCCTCTGCATCGACTTCATGGTTTTCACGGTGCGGCTGCTTCACATCTTCA 
CGGTCAA 

35 SEQ ID NO: 248 

>gi|787364|gb|R31521.1|R31521 yh72b04.sl Scares placenta Nb2HP Hotno sapiens cDNA 

clone IMAGE: 135247 3', mKNA sequence 
. TTGGAGAATCAAATGGAAAGAGAGGGGGAAAGATATAGAGCTTGGGTCCAGCAT 

CTATGAAGCCCTCCACCTGCCTGACATCAAGTTTTTTCCTAATGTGTATGCATTGC 
40 TGAAGGTGCTGTGTATTCTTGGTGTGATGAAGGTTGAGAATGAGCGGTATGAAAA 

TGGGAGGAAAGCGTGTTTAAAGGATATTTGAGGGAAGACTTTGACAGACCCAAA 

GGTCAAGTACTTTGGCTTTTNCTTTAACATAAATTTTNGATATTAAA 

SEQ ID NO: 249 

45 >gi| 1 1 10336|gb|H96850. 1 |H96850 yw03bl2.sl Scares melanocyte 2NbHM Homo sapiens 
cDNA clone IMAGE:251 135 3' similar to contains Alu repetitive element;, mRNA sequence 
TTTTTGAGGGCAACATCTCGCTTTATTTTTATTTATTTATTTATTTATTTATATTTG 
AGAGAGAGTCTTAAGACTGTTGGGGAGGCTGGAGTGGAATGGGGTGATCTCAGCT 
GACTGCAAGGTGTGCCTCCTGGATTCATGCGTTTGTGCTGCCTCAGCCTGCCGAGT 
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AGCTGGGACCACAGGTGCCCACCACCACGCCCAGCTAATTTTTTGTACTTTTAGT 
AGAGACAGGGTTTTACCGTGTTAGCCAGGATAGTCTCGATCTCCTGACCTCGTGA 
GCCGCCCGCCTCGGNCTCCCAAAGTGCTGGGATTACAGGCATGAGCACCGTGCCT 
GGCCACGTCCCTATTTTAGAAATGAGAGGAGTGACTGCACATAGGAAAAATGCC 
5 ACTTTTA 

SEQ ID NO: 250 

>gi|1177578|emb|X95383.1|OCCRYAB O.cuniculus mRNA for alpha-B-crystallin 
CCGACACTCACCTAGCCACCATGGACATCGCTATCCACCACCCCTGGATCCGCCG 

10 CCCCTTCTTTCCTTTTCACTCGCCCAGCCGCCTCTTTGACCAGTTCTTCGGAGAGC 
ACCTGTTGGAGTCTGATCTCTTCCCAACTTCTACTTCCCTGAGCCCCTTCTATCTT 
CGGCCACCCTCATTCCTGCGGGCACCCAGCTGGATTGACACTGGACTCTCAGAGA 
TGCGCCTGGAGAAGGACAGGTTCTCTGTCAACCTGGATGTGAAGCACTTCTCCGC 
AGAGGAGCTCAAGGTCAAAGTGTTGGGTGATGTGATTGAGGTGCACGGCAAACA 

15 TGAAGAGCGCCAGGATGAACATGGTTTCATCTCCAGGGAGTTCCACAGGAAATA 
CCGGATCCCAGCTGATGTGGACCCTCTCACCATTACTTCATCCCTGTCATCTGATG 
GGGTCCTCACTGTGAATGGACCAAGGAAGCAAGCCCCTGGCCCAGAGCGCACCA 
TTCCCATAACCCGTGAAGAGAAGCCTGCTGTCACTGCAGCCCCCAAGAAGTAG 

20 SEQ ID NO: 251 

>gi|2167332|gb|AA453663.1|AA453663 aal8e04.rl Soares_NhHMPu_Sl Homo sapiens 

■ . - '■■ cDNA clone IMAGE:813630.5' similar to gb.:M54915 PlM-1 PROTOrONGOCaBNE . 

. - / SERINE/THREONINE-PROTEIN KINASE (HUMAN);, mR>TA sequence, - . 3 i ■ , 
»;,AAXTCGGGCCGAGGGTCAGAACCCTGCCATGGAAGTGTTTCCTTGATCATGAGTT 

25 CTGCTGAATGCCGCGATGGGTCAGGTAGGGGGGAAACAGGTTGGGATGGGATAG 
GACTAGCACCATTTTAAGTCCCTGTCACCTCTTCCGACTCTTTCTGAGTGCCTTCT 
GTGGGGACTCCGGCTGTGCTGGGAGAAATACTTGAACTTGCCTCTTTTACCTGCT 
GCTTCTCCAAAAATCTGCCTTGGGTTTTGTTCCCTATTGTTGCTCTCGTGTCTTCCT 
TAACCCCCTCCTTCATAATGAAGGGTGCATGGGAGA 

30 

SEQ ID NO: 252 

>gi|2240364|gb|AA504204.1|AA504204 aa59h01.sl NCI_CGAP_GCB1 Homo sapiens 
cDNA clone IMAGE: 825265 3', mRNA sequence 

TTTTTTAACTCATGTGGTTAACATGGTATTGTATAAAAAGAAAAAAAAAACACCA 
35 CTCAATACTTACTAAGCCTTGCAGACAGCTCAGAGTTGAGGCAGCATATTGGGCA 
TAGAGATCATAGGATTTGTATTATCCCTTGCAAGATGGAACTCCAACCAACACCA 
GAATTTTCCAATTCAAATTCAGTTTTAGTCGAGACCCCAGCATAATTTTTAGAAA 
AAAGATTGGATTGTTGCTTTTCTTTTAATTTTCCATTCCTATTTAGACAAATGACC 
AGAGGCAATGACAAAAGTAACTGTTTAAAAGGGATTTCTCTCCAGAAGTTTTTTC 
40 TAAAGGTTTAAGTCCAGGCTTTCCATCCTTCTCTCCATCCTTTTTCATTTTAAAAA 
GAAGGGTTTTGGAATATGTCAACCTTTACTCAGCTTGCTATACAAA 

SEQ ID NO: 253 

>gi|1203432|gb|N59542.1|N59542 yv76d05.sl Soares fetal Uver spleen INPLS Homo 
45 sapiens cDNA clone IMAGE:248649 3', mRNA sequence 

GTGATTGAACAGAGGCAGTGTACTGGAGTTTGGAACCAGAAAGATGAATTACCT 
ATTGAAGTGGACCTTGGTAAAAAGTGCTGGTATCACTCTATATTTGCCTGCCCCA 
TTCTTCGTCAGCAAACAACAGATAACAATCCACCCATGAAATTGGTCTGTGGTCA 
TATTATATCAAGAGATGCCCTGAATAAAATGTTTAATGGTAGCAAATTAAAATGT 
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CCCTACTGTCCAATGGAACAAAGTCCAGGAGATGCCAAACAGATATTTTTCTGAA 
GAGATAACTTTAGTTTGCAATTTGTAAGTGAAACTGAATCGTGGGTGCATTTCAG 
AAGAGAACGTTCCATATAATGCAGCTAACCAAGGACTCCTGTGTTTCTATAAGCT 
AATGCTCCAGAAACTTTTGCCAACCTGTTAGTGTACACACACTGAGGGGAGTGCT 
5 CCCGGTGAATATTATCATAGGGCCTTATT 

SEQ ID NO: 254 

>gi|2432801|gb|AA599176.1|AA599176 ae46c08.sl Stratagene lung carcinoma 937218 
Homo sapiens cDNA clone IMAGE:949934 3', mRNA sequence 

10 TTGTAAAGAATTGAATTCTTTATTTGTGATATCCATAAACGTTGCTATTCTCTATT 
TCTATCCAGAAAGGCAATTTTCACCTATTATCACTTTTGTTCTTCTCTTATAAACA 
ACAACTTGAATGCTATTGCAGGAAAGGGCTACAAATATACATTTGTTAACCAAGC 
AGAATACACAGATATTTTGCTTTACAACTTGCACCTAAAATACCAGTATACGTAG 
CTGGTTCATTAGTTGTCATAGCAATTTAGGGCTATTGCCAAGCTATGCATAGCAG 

1 5 TTTACATTTTCAAACCTCATATAGAAAGGGCTATTGTGATATGAACTGGC AACTA 
CATTCCTGTGAAGCCCATCTCAGTTACAAGCAAATGTGTTAACTTCCAATTCTGC 
AAAGAATTTTGATGGCAAAACTTCCAAATCTGATGCAATTGTCTTAAGCAAGTTT 
TTAAACAAATTGTTTCGCAGCTACTCTGCCATTCTGCCAGTAGATGGTGCT 

20 SEQ ID NO: 255 

>gi|659863|gb|T58002.1|T58002 ybl9g05.rl Stratagene fetal spleen (#937205) Homo sapiens 
" .'. ; ■■>: . cDNA clone IiVIAGE:71672 5' similar to similar to gb:J04058 ELECTRON TRANSEER ■ 

■ . , ... ...FLAVOPROTEIN ALPHA-SUBUNIT (HUMAN), liiRNA sequence • ' ; 

:> • TGGTATCTGGTGGTGGAGGCTTGAAGAGTGGAGAGAACTTTAAGTTGTTATATGA 
. 25 CTTGGCAGATCAACTACATGCTGCAGTTGGTGCTTCCCGTGCTGCTGTTGATGCT 
GGCTTTGTTCCCAATGACATGCAAGTTGGACAGACGGGAAAAATAGTAGCACCA 
GAACTTTATATTGCTGTTGGAATATCTGGGAGCCATCCAACATTTAGCTGGGGAT 
GAAAGACAGCAAGACAATTGTGGCCAATTAATAAAGACCCAGAAGCTCCCAATT 
TTCCCAAGTNGCCAGATTATGGGATTAGTTGCAGGTTTATTTTAAGGTAGTTCCCT 

30 GGAANTGACTTGAGGTATT 

SEQ ID NO: 256 

>gi|182666|gb|M76672.1|HUMFMLPX Human EMLP-related receptor H (FMLP R IT) 
mRNA, complete cds 

35 ATGGAAACCAACTTCTCCACTCCTCTGAATGAATATGAAGAAGTGTCCTATGAGT 
CTGCTGGCTACACTGTTCTGCGGATCCTCCCATTGGTGGTGCTTGGGGTCACCTTT 
GTCCTCGGGGTCCTGGGCAATGGGCTTGTGATCTGGGTGGCTGGATTCCGGATGA 
CACGCACAGTCACCACCATCTGTTACCTGAACCTGGCCCTGGCTGACTTTTCTTTC 
ACGGCCACATTACCATTCCTCATTGTCTCCATGGCCATGGGAGAAAAATGGCCTT 

40 TTGGCTGGTTCCTGTGTAAGTTAATTCACATCGTGGTGGACATCAACCTCTTTGGA 
AGTGTCTTCTTGATTGGTTTCATTGCACTGGACCGCTGCATTTGTGTCCTGCATCC 
AGTCTGGGCCCAGAACCACCGCACTGTGAGTCTGGCCATGAAGGTGATCGTCGG 
ACCTTGGATTCTTGCTCTAGTCCTTACCTTGCCAGTTTTCCTCTTTTTGACTACAGT 
AACTATTCCAAATGGGGACACATACTGTACTTTCAACTTTGCATCCTGGGGTGGC 

45 ACCCCTGAGGAGAGGCTGAAGGTGGCCATTACCATGCTGACAGCCAGAGGGATT 
ATCCGGTTTGTCATTGGCTTTAGCTTGCCGATGTCCATTGTTGCCATCTGCTATGG 
GCTCATTGCAGCCAAGATCCACAAAAAGGGCATGATTAAATCCAGCCGTCCCTTA 
CGGGTCCTCACTGCTGTGGTGGCTTCTTTCTTCATCTGTTGGTTTCCCTTTCAACTG 
GTTGCCCTTCTGGGCACCGTCTGGCTCAAAGAGATGTTGTTCTATGGCAAGTACA 
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AAATCATTGACATCCTGGTTAACCCAACGAGCTCCCTGGCCTTCTTCAACAGCTG 
CCTCAACCCCATGCTTTACGTCTTTGTGGGCCAAGACTTCCGAGAGAGACTGATC 
CACTCCCTGCCCACCAGTCTGGAGAGGGCCCTGTCTGAGGACTCAGCCCCAACTA 
ATGACACGGCTGCCAATTGTGCTTCACCTCCTGCAGAGACTGAGTTACAGGCAAT 
5 GTGAGG 

SEQ ID NO: 257 

>gi|1047029|gb|H73961.1|H73961 yu04e02.sl Scares fetal liver spleen INFLS Homo 
sapiens cDNA clone IMAGE:232826 3', mRNA sequence 

10 TATGTTAGAAATTNCTTTATTATTACTTATCCTTATTAAGCGCCANNTTNAATGCT 
GCAGAAAATTTCAAATCACCCTTGATAACCCACTTNCTTTCCTCCCACCCAAATN 
CTTGANCAAGAGTTTTTCAAGTAAAGACATGCTCTTCTCTCTCCTGTATAAAACTT 
TACGAAATAAAGGCAAAAGATTGTGTACATCTTGCTGGGAAAATGCTGCCCGGG 
GCTCTGGGAGACGGTGGGCTGCCCGGGCTCCCTTCACTGTCCGGGTCCTGAAAGG 

1 5 ACTCTTGTTCATGGAACTGTCTCTTC ACAAAGGC AAGGTCC ACC ACTTGCTGGGG 
GTTTATCATTCTGAGGGGTCGGAAAACTTTTCTCACAAGGTCTCAGGTCCAGTCT 
CTTGGCCTTAGGCTGTTGTAAAAGGGGTTTTCATCANTTCANCTTCGCTTTGTTTG 
GAGGGTTGGGGATAANTGGGGTTAGGGGGGGNAACGGGGGTTTNGGGGGTTGG 
GGGAATTAG 

20 

SEQ ID NO: 258 

:->gi| 14773 89|gb|L76631.1|HUMMGLUB Homb/sapiens-metabotropic glutamate receptor, 1 . 

beta (mGluRl beta) roRNA, complete cds ' ■ ; . ■ • - ■': ■ >■■ ' 

GCGCAGGTACTCAGGTATGTCTCAAGTGCATGTCCTCGAAACAGACTGAGCATCT 

25 AGCTCACCGCTGCCAACACGACTTGCACTGTACTCTTGATCAATTTACCTTGATGC 
ACTACCGGTGAAGAACGGGGACTCGAATTCCCTTACAAACGCCTCCAGCTTGTAG 
AGGCGGTCGTGGAGGACCCAGAGGAGGAGACGAAGGGGAAGGAGGCGGTGGTG 
GAGGAGGCAAAGGCCTTGGACGACCATTGTTGGCGAGGGGCACCACTCCGGGAG 
AGGCGGCGCTGGGCGTCTTGGGGGTGCGCGCCGGGAGCCTGCAGCGGGACCAGC 

30 GTGGGAACGCGGCTGGCAGGCTGTGGACCTCGTCCTCACCACCATGGTCGGGCTC 
CTTTTGTTTTTTTTCCCAGCGATCTTTTTGGAGGTGTCCCTTCTCCCCAGAAGCCCC 
GGCAGGAAAGTGTTGCTGGCAGGAGCGTCGTCTCAGCGCTCGGTGGCCAGAATG 
GACGGAGATGTCATCATTGGAGCCCTCTTCTCAGTCCATCACCAGCCTCCGGCCG 
AGAAAGTGCCCGAGAGGAAGTGTGGGGAGATCAGGGAGCAGTATGGCATCCAG 

35 AGGGTGGAGGCCATGTTCCACACGTTGGATAAGATCAACGCGGACCCGGTCCTC 
CTGCCCAACATCACCCTGGGCAGTGAGATCCGGGACTCCTGCTGGCACTCTTCCG 
TGGCTCTGGAACAGAGCATTGAGTTCATTAGGGACTCTCTGATTTCCATTCGAGA 
TGAGAAGGATGGGATCAACCGGTGTCTGCCTGACGGCCAGTCCCTCCCCCCAGG 
CAGGACTAAGAAGCCCATTGCGGGAGTGATCGGTCCCGGCTCCAGCTCTGTAGC 

40 CATTCAAGTGCAGAACCTGCTCCAGCTCTTCGACATCCCCCAGATCGCTTATTCA 
GCCACAAGCATCGACCTGAGTGACAAAACTTTGTACAAATACTTCCTGAGGGTTG 
TCCCTTCTGACACTTTGCAGGCAAGGGCCATGCTTGACATAGTCAAACGTTACAA 
TTGGACCTATGTCTCTGCAGTCCACACGGAAGGGAATTATGGGGAGAGCGGAAT 
GGACGCTTTCAAAGAGCTGGCTGCCCAGGAAGGCCTCTGTATCGCCCATTCTGAC 

45 AAAATCTACAGCAACGCTGGGGAGAAGAGCTTTGACCGACTCTTGCGCAAACTC 
CGAGAGAGGCTTCCCAAGGCTAGAGTGGTGGTCTGCTTCTGTGAAGGCATGACA 
GTGCGAGGACTCCTGAGCGCCATGCGGCGCCTTGGCGTCGTGGGCGAGTTCTCAC 
TCATTGGAAGTGATGGATGGGCAGACAGAGATGAAGTCATTGAAGGTTATGAGG 
TGGAAGCCAACGGGGGAATCACGATAAAGCTGCAGTCTCCAGAGGTCAGGTCAT 
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TTGATGATTATTTCCTGAAACTGAGGCTGGACACTAACACGAGGAATCCCTGGTT 
CCCTGAGTTCTGGCAACATCGGTTCCAGTGCCGCCTTCCAGGACACCTTCTGGAA 
AATCCCAACTTTAAACGAATCTGCACAGGCAATGAAAGCTTAGAAGAAAACTAT 
GTCCAGGACAGTAAGATGGGGTTTGTCATCAATGCCATCTATGCCATGGCACATG 
5 GGCTGCAGAACATGCACCATGCCCTCTGCCCTGGCCACGTGGGCCTCTGCGATGC 
CATGAAGCCCATCGACGGCAGCAAGCTGCTGGACTTCCTCATCAAGTCCTCATTC 
ATTGGAGTATCTGGAGAGGAGGTGTGGTTTGATGAGAAAGGAGACGCTCCTGGA 
AGGTATGATATCATGAATCTGCAGTACACTGAAGCTAATCGCTATGACTATGTGC 
ACGTTGGAACCTGGCATGAAGGAGTGCTGAACATTGATGATTACAAAATCCAGA 

1 0 TGAAC AAGAGTGGAGTGGTGCGGTCTGTGTGCAGTGAGCCTTGCTTAAAGGGCC 
AGATTAAGGTTATACGGAAAGGAGAAGTGAGCTGCTGCTGGATTTGCACGGCCT 
GCAAAGAGAATGAATATGTGCAAGATGAGTTCACCTGCAAAGCTTGTGACTTGG 
GATGGTGGCCCAATGCAGATCTAACAGGCTGTGAGCCCATTCCTGTGCGCTATCT 
TGAGTGGAGCAACATCGAATCCATTATAGCCATCGCCTTTTCATGCCTGGGAATC 

1 5 CTTGTTACCTTGTTTGTCACCCTAATCTTTGTACTGTACCGGGACACACCAGTGGT 
CAAATCCTCCAGTCGGGAGCTCTGCTACATCATCCTAGCTGGCATCTTCCTTGGTT 
ATGTGTGCCCATTCACTCTCATTGCCAAACCTACTACCACCTCCTGCTACCTCCAG 
CGCCTCTTGGTTGGCCTCTCCTCTGCGATGTGCTACTCTGCTTTAGTGACTAAAAC 
CAATCGTATTGCACGCATCCTGGCTGGCAGCAAGAAGAAGATCTGCACCCGGAA 

20 GCCCAGGTTCATGAGTGCCTGGGCTCAGGTGATCATTGCCTCAATTCTGATTAGT 
GTGCAACTAACCCTGGTGGTAACCCTGATCATCATGGAACCCCCTATGCCCATTC 
TGTCCTACCCAAGTATCAAGGAAGTCTACGTTATCTGCAATACCAGCAACCTGGG 
• ■ . TGTGGTGGCGCCTTTGGGCTAGAATGGAGTCCTCATCATGAGGTGTAGCTAGTAT 
' GGGTTGAAGACGGGGAAGGTGGCGGGCAACTTGAAGGAGGCGAAATAT ATGGGGT 

25 TCACCATGTACACCACCTGTATCATCTGGCTAGCTTTTGTGCCCATTTACTTTGGG 
AGGAACTACAAGATGATGACAAGTTGGTTTGGAGTGAGTGTGAGTGTAAGAGTGG 
GTCTGGGGTGCATGTTGACTCGCAAGATGTAGATCATTATTGGGAAGGGTGAGAG 
GAATGTCCGCAGTGCCTTCACCACCTCTGATGTTGTCCGCATGCATGTTGGGGAT 
GGGAAGCTGCCGTGGCGCTCGAAGACTTTGGTGAAGATGTTGGGAAGAAAGAAGG 

30 GAGGGGGAGGGAATGGGAAGAAGAGGGAGGGAGAATTGTGGGGGACGAGCGAAT 
GTGGGTGGGCAGATGTGGAGGTTTGAAAAGGGGGAGAGTGGAGTGAATGTTTGTA 
ATGGCAAGTCTGTGTCATGGTCTGAACCAGGTGGAGGACAGGTGCCCAAGGGAC 
AGGATATGTGGGAGGGCGTGTGTGTGGAGGTGAAGAGGAATGAGACGGGCTGGA 
ACGAAAGAGCCGTGATGAAAGCGCTGACTAAAAGTTACCAAGGCTCTGGGAAGA 

35 GCCTGACGTTTTC 

SEQ ID NO: 259 

>gi|1374674|gb|L78207.1|HUMSURlRNA Homo sapiens sulfonylurea receptor (SURl) 
mRNA, complete cds 

40 GGCAGCTGAGGGGGAGGGCAGAGCGGGGGGGGGGGGCGATGGGGGTGGGGTTGTG 
GGGGAGGGAGAAGGAGTGGGGGGCGTAGGGGGTGGAGGAGGGGGTCGTGAAGAA 
GGGGTGGTTTGTGGAGGTGCTGAAGGTGGTGGGGGACGTCTTCCTAGTGTTCATCA 
CCTTCCCCATCCTCTTCATTGGATGGGGAAGTCAGAGCTCCAAGGTGCACATCCA 
CGAGAGGAGATGGGTTGATTTGGGTGGGGAGAAGGTGGGGTGGATGGTGAGGTTG 

45 ATGCTGCTCTTCGTCCTGGTGTGTGAGATTGGAGAGGGCATCCTGTCTGATGGGG 
TGACCGAATCCCACCATCTGCACCTGTACATGCCAGCCGGGATGGCGTTGATGGC 
TGCTGTCAGGTCGGTGGTGTAGTATGAGAAGATCGAGAGTTGGAACTTGGGGAAG 
CTGGTAATTGCGGTGGTGGTGTATTGGAGGGTGGGGTTGATCAGGAAGAGCATGA 
AGTTTGTGAAGTTGTTGGACGAGGCGATGGGGTTGTGGGAGGTACGGTTGTGGGTC 
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ACAGGGCTGCTGGTGATCCTCTATGGGATGCTGCTCCTCGTGGAGGTCAATGTCA 
TCAGGGTGAGGAGATACATCTTCTTCAAGACACCGAGGGAGGTGAAGCCTCCCG 
AGGACCTGCAAGACCTGGGGGTACGCTTCCTGCAGCCCTTCGTGAATCTGCTGTC 
CAAAGGCACCTACTGGTGGATGAACGCCTTCATCAAGACTGCCCACAAGAAGCC 
5 CATCGACTTGCGAGCCATCGGGAAGCTGCCCATCGCCATGAGGGCCCTCACCAA 
CTACCAACGGCTCTGCGAGGCCTTTGACGCCCAGGTGCGGAAGGACATTCAGGG 
CACTCAAGGTGCCCGGGCCATCTGGCAGGCACTCAGCCATGCCTTCGGGAGGCG 
CCTGGTCCTCAGCAGCACTTTCCGCATCTTGGCCGACCTGCTGGGCTTCGCCGGG 
CCACTGTGCATCTTTGGGATCGTGGACCACCTTGGGAAGGAGAACGACGTCTTCC 

10 AGCCCAAGACACAATTTCTCGGGGTTTACTTTGTCTCATCCCAAGAGTTCCTTGCC 
AATGCCTACGTCTTAGCTGTGCTTCTGTTCCTTGCCCTCCTACTGCAAAGGACATT 
TCTGCAAGCATCCTACTATGTGGCCATTGAAACTGGAATTAACTTGAGAGGAGCA 
ATACAGACCAAGATTTACAATAAAATTATGCACCTGTCCACCTCCAACCTGTCCA 
TGGGAGAAATGACTGCTGGACAGATCTGTAATCTGGTTGCCATCGACACCAATCA 

15 GCTCATGTGGTTTTTCTTCTTGTGCCCAAACCTCTGGGCTATGCCAGTACAGATCA 
TTGTGGGTGTGATTCTCCTCTACTACATACTCGGAGTCAGTGCCTTAATTGGAGC 
AGCTGTCATCATTCTACTGGCTCCTGTCCAGTACTTCGTGGCCACCAAGCTGTCTC 
AGGCCCAGCGGACGACACTGGAGTATTCCAATGAGCGGCTGAAGCAGACCAACG 
AGATGCTCCGCGGCATCAAGCTGCTGAAGCTGTACGCCTGGGAGAACATCTTCCG 

20 CACGCGGGTGGAGACGACCCGCAGGAAGGAGATGACCAGCCTCAGGGCCTTTGC 
CATCTATACCTCCATCTCCATTTTCATGAACACGGCCATCCCCATTGCAGCTGTCC 



• , . ■GTGGGCTTTGCCTGGCTCTGCCTCTTCGATATCTTGGTCACACCGGTGTTCCTGCT 
GTCCAGTGTGGTCCGATCTACCGTCAAAGCTCTAGTGAGCGTGCAAAAGCTAAGC 

25 GAGTTCCTGTCCAGTGCAGAGATCCGTGAGGAGCAGTGTGCCCCCCATGAGCCC 
ACACCTCAGGGCCCAGCCAGCAAGTACCAGGCGGTGCCCCTCAGGGTTGTGAAC 
CGCAAGCGTCCAGCCCGGGAGGATTGTCGGGGCCTCACCGGCCCACTGCAGAGC 
CTGGTCCCCAGTGCAGATGGCGATGCTGACAACTGCTGTGTCCAGATCATGGGAG 
GCTACTTCACGTGGACCCCAGATGGAATCCCCACACTGTCCAACATCACCATTCG 

30 TATCCCCCGAGGCCAGCTGACTATGATCGTGGGGCAGGTGGGCTGCGGCAAGTC 
CTCGCTCCTTCTAGCCGCACTGGGGGAGATGCAGAAGGTCTCAGGGGCTGTCTTC 
TGGAGCAGCCTTCCTGACAGCGAGATAGGAGAGGACCCCAGCCCAGAGCGGGAG 
ACAGCGACCGACTTGGATATCAGGAAGAGAGGCCCCGTGGCCTATGCTTCGCAG 
AAACCATGGCTGCTAAATGCCACTGTGGAGGAGAACATCATCTTTGAGAGTCCCT 

35 TCAACAAACAACGGTACAAGATGGTCATTGAAGCCTGCTCTCTGCAGCCAGACA 
TCGACATCCTGCCCCATGGAGACCAGACCCAGATTGGGGAACGGGGCATCAACC 
TGTCTGGTGGTCAACGCCAGCGAATCAGTGTGGCCCGAGCCCTCTACCAGCACGC 
CAACGTTGTCTTCTTGGATGACCCCTTCTCAGCTCTGGATATCCATCTGAGTGACC 
ACTTAATGCAGGCCGGCATCCTTGAGCTGCTCCGGGACGACAAGAGGACAGTGG 

40 TCTTAGTGACCCACAAGCTACAGTACCTGCCCCATGCAGACTGGATCATTGCCAT 
GAAGGATGGCACCATCCAGAGGGAGGGTACCCTCAAGGACTTCCAGAGGTCTGA 
ATGCCAGCTCTTTGAGCACTGGAAGACCCTCATGAACCGACAGGACCAAGAGCT 
GGAGAAGGAGACTGTCACAGAGAGAAAAGCCACAGAGCCACCCCAGGGCCTAT 
CTCGTGCCATGTCCTCGAGGGATGGCCTTCTGCAGGATGAGGAAGAGGAGGAAG 

45 AGGAGGCAGCTGAGAGCGAGGAGGATGACAACCTGTCGTCCATGCTGCACCAGC 
GTGCTGAGATCCCATGGCGAGCCTGCGCCAAGTACCTGTCCTCCGCCGGCATCCT 
GCTCCTGTCGTTGCTGGTCTTCTCACAGCTGCTCAAGCACATGGTCCTGGTGGCC 
ATCGACTACTGGCTGGCCAAGTGGACCGACAGCGCCCTGACCCTGACCCCTGCA 
GCCAGGAACTGCTCCCTCAGCCAGGAGTGCACCCTCGACCAGACTGTCTATGCCA 
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TGGTGTTCACGGCTGTCTGCAGCCTGGGCATTGTGCTGTGCCTCGTCACGTCTGTC 
ACTGTGGAGTGGACAGGGCTGAAGGTGGCCAAGAGACTGCACCGCAGCCTGCTA 
AACCGGATCATCCTAGCCCCCATGAGGTTTTTTGAGACCACGCCCCTTGGGAGCA 
TCCTGAACAGATTTTCATCTGACTGTAACACCATCGACCAGCACATCCCATCCAC 
5 GCTGGAGTGCCTGAGCCGCTCCACCCTGCTCTGTGTCTCAGCCCTGGCCGTCATC 
TCCTATGTCACACCTGTGTTCCTCGTGGCCCTCTTGCCCCTGGCCATCGTGTGCTA 
CTTCATCCAGAAGTACTTCCGGGTGGCGTCCAGGGACCTGCAGCAGCTGGATGAC 
ACCACCCAGCTTCCACTTCTCTCACACTTTGCCGAAACCGTAGAAGGACTCACCA 
CCATCCGGGCCTTCAGGTATGAGGCCCGGTTCCAGCAGAAGCTTCTCGAATACAC 

10 AGACTCCAACAACATTGCTTCCCTCTTCCTCACAGCTGCCAACAGATGGCTGGAA 
GTCCGAATGGAGTACATCGGTGCATGTGTGGTGCTCATCGCAGCGGTGACCTCCA 
TCTCCAACTCCCTGCACAGGGAGCTCTCTGCTGGCCTGGTGGGCCTGGGCCTTAC 
CTACGCCCTAATGGTCTCCAACTACCTCAACTGGATGGTGAGGAACCTGGCAGAC 
ATGGAGCTCCAGCTGGGGGCTGTGAAGCGCATCCATGGGCTCCTGAAAACCGAG 

15 GCAGAGAGCTACGAGGGACTCCTGGCACCATCGCTGATCCCAAAGAACTGGCCA 
GACCAAGGGAAGATCCAGATCCAGAACCTGAGCGTGCGCTACGACAGCTCCCTG 
AAGCCGGTGCTGAAGCACGTCAATGCCCTCATCTCCCCTGGACAGAAGATCGGG 
ATCTGCGGCCGCACCGGCAGTGGGAAGTCCTCCTTCTCTCTTGCCTTCTTCCGCAT 
GGTGGACACGTTCGAAGGGCACATCATCATTGATGGCATTGACATCGCCAAACT 

20 GCCGCTGCACACCCTGCGCTCACGCCTCTCCATCATCCTGCAGGACCCCGTCCTC 
TTCAGCGGCACCATCCGATTTAACCTGGACCCTGAGAGGAAGTGCTCAGATAGC 
■ ; ACACTGTGGGAGGGCGTGGAAATGGGGCAGCTGAAGCTGGTGGTGAAGGCACTG ; 
: . i: : . GCAGGAGGCGTCGATGCGATCATGACAGAAGGGGGGGAGAATTTCAGCCAGGGA 
CAGAGGCAGGTGTTGTGCCTGGGCGGGGGCTTCGTGAGGAAGACCAGCATCTTCA 

25 TCATGGACGAGGCCACGGCTTCCATTGACATGGCCACGGAAAACATCCTCCAAA 
AGGTGGTGATGACAGCCTTCGCAGACCGCACTGTGGTCACCATCGCGCATCGAGT 
GCACACCATCCTGAGTGCAGACCTGGTGATCGTCCTGAAGCGGGGTGCCATCCTT 
GAGTTCGATAAGCCAGAGAAGCTGCTCAGCCGGAAGGACAGCGTCTTCGCCTCC 
TTCGTCCGTGCAGACAAGTGACCTGCCAGAGCCCAAGTGCCATCCCACATTCGGA 

30 CCCTGCCCATACCCCTGGCTGGGTTTTCTAACTGTAAATCACTTGTAAATAAATA 
GATTTGATTATTTCCTAAA 

SEQ ID NO: 260 
>2211267F6 

35 GAAAGAAACAGATAACACCAAACCAAACCCCGTAGCTCCATATTGGACATCCCC 
AGAAAAGATGGAAAAGAAATTGCATGCAGTGCCGGCTGCCAAGACAGTGAAGTT 
CAAATGCCCTTCCAGTGGGACCCCAAACCCCACACTGCGCTGGTTGAAAAATGG 
CAAAGAATTCAAACCTGACCACAGAATTGGAGGCTACAAGGTCCGTTATGCCAC 
CTGGAGCATCATAATGGACTCTGTGGTGCCCTCTGACAAGGGCAACTACACCTGC 

40 ATTGTGGAGAATGAGTACGGCAGCATCAACCACACATACCAGGTGGATGTCGTG 
GAGCGGTCCCGTCACCGGCCCATCCTGCAAGCAGGGTTGCCCGCCAACAAAAGA 
GTGGCCTGGGTAGCAACGTGGAGTTCATGTGTAAGGTGTACAGTGACCCGCAGC 
CGCACATCCAGTGGCTAAAGCACATCGAGGTGAATGGGAGCAAGATTGGCCCAG 
ACAACCTGCTTATGTC 

45 

SEQ ID NO: 261 

>gi|186287|gblM54933.1|HlIM[ILlC Human monocyte interleukin mRNA, complete cds 

GACAAACCTTTTCGAGGCAAAAGGCAAAAAAGGCTGCTCTGGGATTCTCTTCAG 

CCAATCTTCAATGCTCAAGTGTCTGAAGCAGCCATGGCAGAAGTACCTAAGCTCG 
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CCAGTGAAATGATGGCTTATTACAGTGGCAATGAGCATGACTTGTTCTTTGAAGC 
TGATGGCCCTAAACAGATGAAGTGCTCCTTCCAGGACCTGGACCTCTGCCCTCTG 
GATGGCGGCATCCAGCTACGAATCTCCGACCACCACTACAGCAAGGGCTTCAGG 
CAGGCCGCGTCAGTTGTTGTGGCCATGGACAAGCTGAGGAAGATGCTGGTTCCCT 
5 GCCCACAGACCTTCCAGGAGAATGACCTGAGCACCTTCTTTCCCTTCATCTTTGA 
AGAAGAACCTATCTTCTTCGACACATGGGATAACCAGGCTTATGTGCACGATGCA 
CCTGTACGATCACTGAACTGCACGCTCCGGGACTCACAGCAAAAAAGCTTGGTG 
ATGTCTGGTCCATATGAACTGAAAGCTCTCCACCTCCAGGGACAGGATATGGAGC 
AACAAGTGGTGTTCTCCATGTCCTTTGTACAAGGAGAAGAAAGTAATGACAAAA 

10 TACCTGTGGCCTTGGCCCTCAAGGAAAAGAATCTGTACCTGTCCTGCGTGTTGAA 
AGATGATAAGCCCACTCTACAGCTGGAGAGTGTAGATCCCAAAAATTACCCAAA 
GAAGAAGATGGAAAAGCCATTTGTGTTCAACAAGATAGAAATCAATAACAAGCT 
GGAATTTGAGTCTGCCCAGTTCCCCAACTGGTACATCAGCACCTCTCAAGCAGAA 
AACATGCCCGTCTTCCTGGGAGGGACCAAAGGCGGCCAGGATATAACTGACTTC 

1 5 ACCATGCAATTTGTGTCTTCCTAAAGAGAGCTGTACCCAGAGAGTCCTGTGCTGA 
ATGTGGACTCAATCCCTAGGGCTGGCAGAAAGGGAACAGAAAGGTTTTTCAGTA 
CGGCTATAGCCTGGACTTTCCTGTTGTCTACACCAATGCCCAACTGCCTGCCTTAG 
GGTAGTGCTAAGAGGATCTCCTGTCCATCAGCCAGGACAGTCAGCTCTCTCCTTT 
CAGGCCAATCCCAGCCCTTTTGTTGAGCCAGGCCTCTCTCACCTCTCCTACTCACT 

20 TAAAGCCCGCCTCACAGAAACCAGGCCACATTTTGGTTCTAAGAAACCCTCCTCT 
CTCATTCGCTCCCACATTCTGATGAGCAACCGCTTCCCTATTTATTTATTTATTTGT 
TTGTTTGTTTTGATTCATTGGTCTAATTTATTCAAAGGGGGCAAGAAGTAGCAGT 
GTGTGTAAAAGAGCCTAGTTTTTAATAGGTATGGAATGAATTCAATTTGGACTGG 
TGTGCTCTCTTTAAATCAAGTCCTTTAATTAAGACTGAAAATATATAAGGTCAGA 

25 TTATTTAAATGGGAATATTTATAAATGAGCAAATATCATACTGTTCAATGGTTCT 
CAAATAAACTTCACT 

SEQ ID NO: 262 

>gi|2056756|gb|AA402960.1|AA402960 zu54dl2.sl Scares ovary tumor NbHOT Homo 

30 sapiens cDNA clone IMAGE:741815 3', mRNA sequence 
^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 

GGGGCGGAACGACTTAAGAGTCAGAATCCATATTAGACTCTGGGGAGTGAAAAA 
TTAAATTAAATCAGTAAGATGGGGAGTGGGGGAAGAGTCAGAGGGAACTTTGCC 
CACCTTTGAAGATCAAATCAAGAAATCAGGGAAAGCAAAGACTTAGGAGAGGA 
35 GAAAGACATTCTCTCAATCCATCCTCCTTCCCCAGGGCAGAGAATTAAACAACGT 
TACTGAGTGAGCCTCTG 

SEQ ID NO: 263 

>gi|285960|dbj|D14695.1|HUMORF12 Human mRNA for KIAA0025 gene, complete cds 
40 CGTGAACGGTCGTTGCAGAGATTGCGGGCGGCTGAGACGCCGCCTGCCTGGCAC 
CTAGGAGCGCAGCGGAGCCCCGACACCGCCGCCGCCGCCATGGAGTCCGAGACC 
GAACCCGAGCCCGTCACGCTCCTGGTGAAGAGCCCCAACCAGCGCCACCGCGAC 
TTGGAGCTGAGTGGCGACCGCGGCTGGAGTGTGGGCCACCTCAAGGCCCACCTG 
AGCCGCGTCTACCCCGAGCGTCCGCGTCCAGAGGACCAGAGGTTAATTTATTCTG 
45 GGAAGCTGTTGTTGGATCACCAATGTCTCAGGGACTTGCTTCCAAAGCAGGAAA 
AACGGCATGTTTTGCATCTGGTGTGCAATGTGAAGAGTCCTTCAAAAATGCCAGA 
AATCAACGCCAAGGTGGCTGAATCCACAGAGGAGCCTGCTGGTTCTAATCGGGG 
ACAGTATCCTGAGGATTCCTCAAGTGATGGTTTAAGGCAAAGGGAAGTTCTTCGG 
AACCTTTCTTCCCCTGGATGGGAAAACATCTCAAGGCCTGAAGCTGCCCAGCAGG 
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CATTCCAAGGCCTGGGTCCTGGTTTCTCCGGTTACACACCCTATGGGTGGCTTCA 
GCTTTCCTGGTTCCAGCAGATATATGCACGACAGTACTACATGCAATATTTAGCA 
GCCACTGCTGCATCAGGGGCTTTTGTTCCACCACCAAGTGCACAAGAGATACCTG 
TGGTCTCTGCACCTGCTCCAGCCCCTATTCACAACCAGTTTCCAGCTGAAAACCA 
5 GCCTGCCAATCAGAATGCTGCTCCTCAAGTGGTTGTTAATCCTGGAGCCAATCAA 
AATTTGCGGATGAATGCACAAGGTGGCCCTATTGTGGAAGAAGATGATGAAATA 
AATCGAGATTGGTTGGATTGGACCTATTCAGCAGCTACATTTTCTGTTTTTCTCAG 
TATCCTCTACTTCTACTCCTCCCTGAGCAGATTCCTCATGGTCATGGGGGCCACCG 
TTGTTATGTACCTGCATCACGTTGGGTGGTTTCCATTTAGACCGAGGCCGGTTCA 

1 0 GAACTTCCCAAATGATGGTCCTCCTCCTGACGTTGTAAATCAGGACCCCAACAAT 
AACTTACAGGAAGGCACTGATCCTGAAACTGAAGACCCCAACCACCTCCCTCCA 
GACAGGGATGTACTAGATGGCGAGCAGACCAGCCCCTCCTTTATGAGCACAGCA 
TGGCTTGTCTTCAAGACTTTCTTTGCCTCTCTTCTTCCAGAAGGCCCCCCAGCCAT 
CGCAAACTGATGGTGTTTGTGCTGTAGCTGTTGGAGGCTTTGACAGGAATGGACT 

1 5 GGATCACCTGACTCCAGCTAGATTGCCTCTCCTGGACATGGCAATGATGAGTTTT 
TAAAAAACAGTGTGGATGATGATATGCTTTTGTGAGCAAGCAAAAGCAGAAACG 
TGAAGCCGTGATACAAATTGGTGAACAAAAAATGCCCAAGGCTTCTCATGTGTTT 
ATTCTGAAGAGCTTTAATATATACTCTATGTAGTTTAATAAGCACTGTACGTAGA 
AGGCCTTAGGTGTTGCATGTCTATGCTTGAGGAACTTTTCCAAATGTGTGTGTCTG 

20 CATGTGTGTTTGTACATAGAAGTCATAGATGCAGAAGTGGTTCTGCTGGTAAGAT 
TTGATTCCTGTTGGAATGTTTAAATTACACTAAGTGTACTACTTTATATAATCAAT 
GAAATTGGTAGACATGTTTTAGCAGGAGTTTTCTAGGAAAGACTTATGTATAATT 

, . GGTTTTTAAAATGCAGTGCTTTACTTTAAAeTAAGGGGAACTTTGCGGAGGTGAA ' 
• AACCTTTGCTGGGTTTTCTGTTGAATAAAGTTTTACTATGAATGACGGTG !' ; ■ > 

25 V --v ' • " 

SEQ ID NO: 264 

>gi|10042701emblX87159.1|HSSCNNlB H.sapiens mRNA for beta subunit of epithelial 
amiloride-sensitive sodium channel 

TCGCCGGGTGTCCCAGTGTCACCAACACTCGGCCGCCGCCGCCAGCTTGGCGCGC 

30 ACCGCCGCCTCCGCCACCGCCGACAGCGCGCATCCTCCGTGTCCCCGCTCCGCCG 
CCCGAGCAGGTGCCACTATGCACGTGAAGAAGTACCTGCTGAAGGGCCTGCATC 
GGCTGCAGAAGGGCCCCGGCTACACGTACAAGGAGCTGCTGGTGTGGTACTGCG 
ACAACACCAACACCCACGGCCCCAAGCGCATCATCTGTGAGGGGCCCAAGAAGA 
AAGCCATGTGGTTCCTGCTCACCCTGCTCTTCGCCGCCCTCGTCTGCTGGCAGTGG 

35 GGCATCTTCATCAGGACCTACTTGAGCTGGGAGGTCAGCGTCTCCCTCTCCGTAG 
GCTTCAAGACCATGGACTTCCCCGCCGTCACCATCTGCAATGCTAGCCCCTTCAA 
GTATTCCAAAATCAAGCATTTGCTGAAGGACCTGGATGAGCTGATGGAAGCTGTC 
CTGGAGAGAATCCTGGCTCCTGAGCTAAGCCATGCCAATGCCACCAGGAACCTG 
AACTTCTCCATCTGGAACCACACACCCCTGGTCCTTATTGATGAACGGAACCCCC 

40 ACCACCCCATGGTCCTTGATCTCTTTGGAGACAACCACAATGGCTTAACAAGCAG 
CTCAGCATCAGAAAAGATCTGTAATGCCCACGGGTGCAAAATGGCCATGAGACT 
ATGTAGCCTCAACAGGACCCAGTGTACCTTCCGGAACTTCACCAGTGCTACCCAG 
GCATTGACAGAGTGGTACATCCTGCAGGCCACCAACATCTTTGCACAGGTGCCAC 
AGCAGGAGCTAGTAGAGATGAGCTACCCCGGCGAGCAGATGATCCTGGCCTGCC 

45 TATTCGGAGCTGAGCCCTGCAACTACCGGAACTTCACGTCCATCTTCTACCCTCA 
CTATGGCAACTGTTACATCTTCAACTGGGGCATGACAGAGAAGGCACTTCCTTCG 
GCCAACCCTGGAACTGAATTCGGCCTGAAGTTGATCCTGGACATAGGCCAGGAA 
GACTACGTCCCCTTCCTTGCGTCCACGGGCGGGGTCAGGCTGATGCTTCACGAGC 
AGAGGTCATACCCCTTCATCAGAGATGAGGGCATCTACGCCATGTCGGGGACAG 
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AGACGTCCATCGGGGTACTCGTGGATAAGCTTCAGCGCATGGGGGAGCCCTACA 
GCCCGTGCACCGTGAATGGTTCTGAGGTCCCCGTCCAAAACTTCTACAGTGACTA 
CAACACGACCTACTCCATCCAGGCCTGTCTTCGCTCCTGCTTCCAAGACCACATG 
ATCCGTAACTGCAACTGTGGCCACTACCTGTACCCACTGCCCCGTGGGGAGAAAT 
5 ACTGCAACAACCGGGACTTCCCAGACTGGGCCCATTGCTACTCAGATCTACAGAT 
GAGCGTGGCGCAGAGAGAGACCTGCATTGGCATGTGCAAGGAGTCCTGCAATGA 
CACCCAGTACAAGATGACCATCTCCATGGCTGACTGGCCTTCTGAGGCCTCCGAG 
GACTGGATTTTCCACGTCTTGTCTCAGGAGCGGGACCAAAGCACCAATATCACCC 
TGAGCAGGAAGGGAATTGTCAAGCTCAACATCTACTTCCAAGAATTTAACTATCG 
10 CACCATTGAAGAATCAGCAGCCAATAACATCGTCTGGCTGCTCTCGAATCTGGGT 
GGCCAGTTTGGCTTCTGGATGGGGGGCTCTGTGCTGTGCCTCATCGAGTTTGGGG 
AGATCATCATCGACTTTGTGTGGATCACCATCATCAAGCTGGTGGCCTTGGCCAA 
GAGCCTACGGCAGCGGCGAGCCCAAGCCAGCTACGCTGGCCCACCGCCCACCGT 
GGCCGAGCTGGTGGAGGCCCACACCAACTTTGGCTTCCAGCCTGACACGGCCCCC 
1 5 CGCAGCCCC AAC ACTGGGCCCTACCCCAGTGAGC AGGCCCTGCCCATCCCAGGC 
ACCCCGCCCCCCAACTATGACTCCCTGCGTCTGCAGCCGCTGGACGTCATCGAGT 
CTGACAGTGAGGGTGATGCCATeTAACCCTGCCCCTGTCCACCCCGGGTGGGTGA 
AACTCACTGAGCAGCCAAGACTGTTGCCCGAGGACTCACTGTATGGTGCCCTCTC 
CAAAGGGTCGGGAGGGTAGCTCTCCAGGCCAGAGCTTGTGTCCTTCAACAGAGA 
20 GGCCAGCGGCAACTGGTCCGTTACTGGCCAAGGGCTCTGAAGAATCAACGGTGC 
TGGTACAGGATACAGGAATAAATTGTATCTTCACCTGGTTCCTACCCTCGTCCCT 
f . : ACGTGTCCTGATCGTGGTCCTGAAGAGCCCTCGGAACACCCTCTCCTGGTGGCAG 
? GGGAGTTGCCTCCCAGTGGCAGTCIGCATCCACCCCAGAGAGGAACAGGGGGGTG 
• -if- GGGGATGTGGTTTTCTGGTTCCTGGCCTTGGCTGGCGTCTGGGGGAGGGGTGGTG 
25 GAGAGATGGAAGGGCATCAGGTGTAGGGACCCTGCCAAGTGGCACCTGATTTAC 
TCTAGAAAATAAAAGTAGAAAATACTGAGAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 265 

>gi|1408187|gb|U59167.1|HSU59167 Human desmin mKNA, complete cds 

30 CCTCGCCGCATGCACTCTCCGGCGGGCCGCCTGCGCGCCGCCTCGTCCGTGCGCC 
CGGCAGCCTCGGCCGCGCCGTCACCATGAGCCAGGCCTACTCGTCCAGCCAGCGC 
GTGTCCTCCTACCGCCGCACCTTCGGCGGCGCCCCGGGCTTCCCGCTCGGCTCCC 
CGCTGAGCTCGCCCGTGTTCCCGCGGGCGGGTTTCGGCTCTAAGGGCTCCTCCAG 
CTCGGTGACGTCCCGCGTGTAGCAGGTGTCGCGCACGTCGGGCGGGGCGGGGGG 

35 CCTGGGGTCGCTGCGGGCCAGCCGGCTGGGGACCACCCGCACGCCCTCCTCCTAC 
GGGGCAGGCGAGCTGCTGGACTTCTCACTGGCCGACGCGGTGAACCAGGAGTTT 
CTGACCACGCGCACCAACGAGAAGGTGGAGCTGCAGGAGCTCAATGACCGCTTC 
GCGAACTACATCGAGAAGGTGCGCTTCCTGGAGCAGCAGAACGCGCTCGCGGCC 
GAAGTGAACCGGCTCAAGGGCCGCGAGCCGACGCGAGTGGCCGAGCTCTACGAG 

40 GAGGAGCTGCGGGAGCTGCGGCGCCAGGTGGAGGTGCTCACTAACCAGCGCGCG 
CGCGTCGACGTGGAGCGCGACAACCTGCTCGACGACCTGCAGCGGCTCAAGGCC 
AAGGTGCAGGAGGAGATTCAGTTGAAGGAAGAAGCAGAGAACAATTTGGCTGCC 
TTCCGAGCGGACGTGGATGCAGCTACTCTAGCTCGCATTGACCTGGAGCGCAGA 
ATTGAATCTCTCAACGAGGAGATCGCGTTCCTTAAGAAAGTGCATGAAGAGGAG 

45 ATCCGTGAGTTGCAGGCTCAGCTTCAGGAACAGCAGGTCCAGGTGGAGATGGAC 
ATGTCTAAGCCAGACCTCACTGCCGCCCTCAGGGATATCCGGGCTCAGTATGAGA 
CCATCGCGGCTAAGAACATTTCTGAAGCTGAGGAGTGGTACAAGTCGAAGGTGT 
CAGACCTGACCCAGGCAGCCAACAAGAACAACGACGCCCTGCGCCAGGCCAAGC 
AGGAGATGATGGAATACCGACACCAGATCGAGTCCTACACCTGCGAGATTGACG 
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CCCTCAAGGGCACTAACGATTCCCTGATGAGGCAGATGCGGGAATTGGAGGACC 
GATTTGCCAGTGAGGCCAGTGGCTACCAGGACAACATTGCGCGCCTGGAGGAAG 
AAATCCGGCACCTCAAGGATGAGATGGCCCGCCATCTGCGCGAGTACCAGGACC 
TGCTCAACGTGAAGATGGCCCTGGATGTGGAGATTGCCACCTACCGGAAGCTGCT 
5 GGAGGGAGAGGAGAGCCGGATCAATCTCCCCATCCAGACCTACTCTGCCCTCAA 
CTTCCGAGAAACCAGCCCTGAGCAAAGGGGTTCTGAGGTCCATACCAAGAAGAC 
GGTGATGATCAAGACCATCGAGACACGGGATGGGGAGGTCGTCAGTGAGGCGAC 
ACAGCAGCAGCATGAAGTGCTCTAAAGACGAGAGACCCTCTGCCACCAGAGACC 
GTCCTCACCCCTGTCCTCACTGCTCCCTGAAGCCCAGCCTTCTTCCATCCCAGGAC 

1 0 ACCACACCCAGCCTCAGTCCTCCCGTCACAGCCTCTGACCCCTCCTCACTGGCCA 
TCCCTCGTGGTCCCCAACAGCGACATAGCCCATCCCTGCCTGGTCACAGGCATGC 
CCCGGCCACCTCTGCGGACCCCAGCTGTGAGCCTTGGCTGTTGGCAGTGAGTGAG 
CCTGGCTCTTGTGCTGGATGGAGCCCAGGCGGGAGCGGTGGCCCTGTCCCTCCCA 
CCTCTGTGACCTGAGGCCTACGCTTTGGCTCTGGAGATAGCCCCAGAGCAGGGTG 

1 5 TTGGGATACTGCAGGGCCAGGACTGAGCCCCGC AGACCTCCCCAGCCCCTAGCC 
CAGGAGAGAGAAAGCCAGGCAGGTAGCCTGGGGGACTAGCCCTGTGGAGACTG 
GGGGGCTTGAAATTGTCCCCGTGGTCTCTTACTTTCCTTTCCCCAGCCCAGGGTGG 
ACTTAGAAAGCAGGGGCTACAAGAGGGAATCCCCGAAGGTGCTGGAGGTGGGA 
GCAGGAGATTGAGAAGGAGAGAAAGTGGGTGAGATGCTGGAGAAGAGAGAGGA 

20 GGAGAGAGGCAGAGAGCGGTCTGAGGCTGGTGGGAGGGGCGCCCACCTCCCCAC 
GCCCTCCCCCCCCCTGCTGCAGGGGCTCTGGAGAGAAACAATAAA 

^, • i- v-SEQ^IDNO: 266- ■ '^f^v r ■ ... ..- ■ ./ ..k r.: 

• ;>1649377H1 ' ■ •^•i-'-- - • ■ •., r ' ■ ■ 

25 : GCCCAGTTAAATAACATTGACAGACTTGCCAACACGATCACAATGATCGAAGAG 
GAGATGGTGCAGCTTCGCAAAAGATACGAAAAAGCTGTTCAGCATCGAAATGAA 
AGGTAAAAACCAGCCTCTGCCTCTGAATTTGACCATAGTGGCGTTCAGCTGATAG 
AGCGGGAAGAAGAAATATGCATTTTTTATGAAAAAATAAATATCCAAGAGAAGA 
TGAAACTAAAT 

30 

SEQ ID NO: 267 

>gi|347522|gb|L22206. 1 |HUMV2R Hiiman vasopressin receptor V2 gene, complete cds 

AGAAGATCCTGGGTTCTGTGCATCCGTCTGTCTGACCATCCCTCTCAATCTTCCCT 

GCCCAGGACTGGCCATACTGCCACCGCACACGTGCACACACGCCAACAGGCATC 

35 TGCCATGCTGGCATCTCTATAAGGGCTCCAGTCCAGAGACCCTGGGCCATTGAAC 
TTGCTCCTCAGGCAGAGGCTGAGTCCGCACATCACCTCCAGGCCCTCAGAACACC 
TGCCCCAGCCCCACCATGCTCATGGCGTCCACCACTTCCGGTAAGGCTTGCCCCT 
CCATGAGTCCGGTGGGCAGAGTGGGTTTGACGATTCAGGGAAGCCCCTCTTTCTA 
AAGACCTCCTTCACCCTCACCTCTGGGTGTGTCTCTCCAGGCTGCCAATGAGTGG 

40 GGAGGGGAGCACAGCCCCACTTCCCCGCCAGGGCTGGGGCTGGGGCTGGGGCTG 
GGGCTGCCCTTCCTTCTGGACTGCATGAGCCTGGGGTGTGTATCCCTCATAACAT 
GGCTTTCCTGGAGTCCCCTCTGCTAGGAGCCAGGAAGTGGGTGTCCGGATGGGG 
GCACGGGAGGCAGGCCTGAGTCCCCCTGCACAGCACCCTCTCTAACCAGGCCCTC 
TTCCCGACTCCTGCCCAGCTGTGCCTGGGCATCCCTCTCTGCCCAGCCTGCCCAGC 

45 AACAGCAGCCAGGAGAGGCCACTGGACACCCGGGACCCGCTGCTAGCCCGGGCG 
GAGCTGGCGCTGCTCTCCATAGTCTTTGTGGCTGTGGCCCTGAGCAATGGCCTGG 
TGCTGGCGGCCCTAGCTCGGCGGGGCCGGCGGGGCCACTGGGCACCCATACACG 
TCTTCATTGGCCACTTGTGCCTGGCCGACCTGGCCGTGGCTCTGTTCCAAGTGCTG 
CCCCAGCTGGCCTGGAAGGCCACCGACCGCTTCCGTGGGCCAGATGCCCTGTGTC 
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GGGCCGTGAAGTATCTGCAGATGGTGGGCATGTATGCCTCCTCCTACATGATCCT 
GGCCATGACGCTGGACCGCCACCGTGCCATCTGCCGTCCCATGCTGGCGTACCGC 
CATGGAAGTGGGGCTCACTGGAACCGGCCGGTGCTAGTGGCTTGGGCCTTCTCGC 
TCCTTCTCAGCCTGCCCCAGCTCTTCATCTTCGCCCAGCGCAACGTGGAAGGTGG 
5 CAGCGGGGTCACTGACTGCTGGGCCTGCTTTGCGGAGCCCTGGGGCCGTCGCACC 
TATGTCACCTGGATTGCCCTGATGGTGTTCGTGGCACCTACCCTGGGTATCGCCG 
CCTGCCAGGTGCTCATCTTCCGGGAGATTCATGCCAGTCTGGTGCCAGGGCCATC 
AGAGAGGCCTGGGGGGCGCCGCAGGGGACGCCGGACAGGCAGCCCCGGTGAGG 
GAGCCCACGTGTCAGCAGCTGTGGCCAAGACTGTGAGGATGACGCTAGTGATTG 

10 TGGTCGTCTATGTGCTGTGCTGGGCACCCTTCTTCCTGGTGCAGCTGTGGGCCGC 
GTGGGACCCGGAGGCACCTCTGGAAGGTGGGTGTAGCCGTGGCTAGGGCTGACG 
GGGCCACTTGGGCTTGGCCGCATGCCCCTGTGCCCCACCAGCCATCCTGAACCCA 
ACCTAGATCCTCCACCTCCACAGGGGCGCCCTTTGTGCTACTCATGTTGCTGGCC 
AGCCTCAACAGCTGCACCAACCCCTGGATCTATGCATCTTTCAGCAGCAGCGTGT 

1 5 CCTCAGAGCTGCGAAGCTTGCTCTGCTGTGCCCGGGGACGC ACCCCACCC AGCCT 
GGGTCCCCAAGATGAGTCCTGCACCACCGCCAGCTCCTCCCTGGCCAAGGACACT 
TCATCGTGAGGAGCTGTTGGGTGTCTTGCCTCTAGAGGCTTTGAGAAGCTCAGCT 
GCCTTCCTGGGGCTGGTCCTGGGAGCCACTGGGAGGGGGACCCGTGGAGAATTG 
GCCAGAGCCTGTGGCCCCGAGGCTGGGACACTGTGTGGCCCTGGACAAGCCACA 

20 GCCCCTGCCTGGGTCTCCACATCCCCAGCTGTATGAGGAGAGCTTCAGGCCCCAG 
GACTGTGGGGGCCCCTCAGGTCAGCTCACTGAGCTGGGTGTAGGAGGGGCTGCA 
GCAGAGGCCTGAGGAGTGGCAGGAAAGAGGGAGCAGGTGCCCCCAGGTGAGAG 
AGCGGTCCCAGGGGCCTGAAAAGGAAGGACCAGGGTGGGGCCAGGGGACCTTGC 
TGTCTCCGGCTTTCTAATCCCTCCCTCCTCATTCTCTCCCTAATAAAAATTGGAGG 

25 TCATTTTCCACATGGCAAGGGGTCTCCTTGGATCCTCT 

SEQ ID NO: 268 

>gi|28720|emb|X06989.1|HSAPA4R Human mRNA for amyloid A4(751) protein 
GAATTCCCGCGGAGCAGCGTGCGCGGGGCCCCGGGAGACGGCGGCGGTAGCGGC 

30 GCGGGCAGAGCAAGGACGCGGCGGATCCCACTCGCACAGCAGCGCACTCGGTGC 
CCCGCGCAGGGTCGCGATGCTGCCCGGTTTGGCACTGCTCCTGCTGGCCGCCTGG 
ACGGCTCGGGCGCTGGAGGTACCCACTGATGGTAATGCTGGCCTGCTGGCTGAA 
CCCCAGATTGCCATGTTCTGTGGCAGACTGAACATGCACATGAATGTCCAGAATG 
GGAAGTGGGATTCAGATCCATCAGGGACCAAAACCTGCATTGATACCAAGGAAG 

35 GCATCCTGCAGTATTGCCAAGAAGTCTACCCTGAACTGCAGATCACCAATGTGGT 
AGAAGCCAACCAACCAGTGACCATCCAGAACTGGTGCAAGCGGGGCCGCAAGCA 
GTGCAAGACCCATCCCCACTTTGTGATTCCCTACCGCTGCTTAGTTGGTGAGTTTG 
TAAGTGATGCCCTTCTCGTTCCTGACAAGTGCAAATTCTTACACCAGGAGAGGAT 
GGATGTTTGCGAAACTCATCTTCACTGGCACACCGTCGCCAAAGAGACATGCAGT 

40 GAGAAGAGTACCAACTTGCATGACTACGGCATGTTGCTGCCCTGCGGAATTGAC 
AAGTTCCGAGGGGTAGAGTTTGTGTGTTGCCCACTGGCTGAAGAAAGTGACAAT 
GTGGATTCTGCTGATGCGGAGGAGGATGACTCGGATGTCTGGTGGGGCGGAGCA 
GACACAGACTATGCAGATGGGAGTGAAGACAAAGTAGTAGAAGTAGCAGAGGA 
GGAAGAAGTGGCTGAGGTGGAAGAAGAAGAAGCCGATGATGACGAGGACGATG 

45 AGGATGGTGATGAGGTAGAGGAAGAGGCTGAGGAACCCTACGAAGAAGCCACA 
GAGAGAACCACCAGCATTGCCACCACCACCACCACCACCACAGAGTCTGTGGAA 
GAGGTGGTTCGAGAGGTGTGCTCTGAACAAGCCGAGACGGGGCCGTGCCGAGCA 
ATGATCTCCCGCTGGTACTTTGATGTGACTGAAGGGAAGTGTGCCCCATTCTTTT 
ACGGCGGATGTGGCGGCAACCGGAACAACTTTGACACAGAAGAGTACTGCATGG 
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CCGTGTGTGGCAGCGCCATTCCTACAACAGCAGCCAGTACCCCTGATGCCGTTGA 
CAAGTATCTCGAGACACCTGGGGATGAGAATGAACATGCCCATTTCCAGAAAGC 
CAAAGAGAGGCTTGAGGCCAAGCACCGAGAGAGAATGTCCCAGGTCATGAGAG 
AATGGGAAGAGGCAGAACGTCAAGCAAAGAACTTGCCTAAAGCTGATAAGAAG 
5 GCAGTTATCCAGCATTTCCAGGAGAAAGTGGAATCTTTGGAACAGGAAGCAGCC 
AACGAGAGACAGCAGCTGGTGGAGACACACATGGCCAGAGTGGAAGCCATGCTC 

aatgaccgccgccgcctggccctggagaactacatcaccgctctgcaggctgttc 
ctcctcggcctcgtcacgtgttcaatatgctaaagaagtatgtccgcgcagaaca 
gaaggacagacagcacaccctaaagcatttcgagcatgtgcgcatggtggatcc 

1 0 caagaaagccgctcagatccggtcccaggttatgacacacctccgtgtgatttat 
gagcgcatgaatcagtctctctccctgctctacaacgtgcctgcagtggccgagg 
agattcaggatgaagttgatgagctgcttcagaaagagcaaaactattcagatg 
acgtcttggccaacatgattagtgaaccaaggatcagttacggaaacgatgctct 
catgccatctttgaccgaaacgaaaaccaccgtggagctccttcccgtgaatgga 

1 5 gagttcagcctggacgatctccagccgtggcattcttttggggctgactctgtgc 
cagccaacacagaaaacgaagttgagcctgttgatgcccgccctgctgccgacc 
gaggactgaccactcgaccaggttctgggttgacaaatatcaagacggaggaga 
tctctgaagtgaagatggatgcagaattccgacatgactcaggatatgaagttc 
atcatcaaaaattggtgttctttgcagaagatgtgggttcaaacaaaggtgcaat 

20 cattggactcatggtgggcggtgttgtcatagcgacagtgatcgtcatcaccttg 
gtgatgctgaagaagaaacagtacacatccattcatcatggtgtggtggaggtt 
jgacgcggctgtgaccccagaggagegccacctgtccaagatggagcagaacggc 

- ;taggaaaatcgaacctacaagttctttgaggagatggagaactagaccggggcc '■ 
agaggagggtctgaagttggacaggaaaaccattgcttcactaccgatcggtgtc 

25 catttatagaataatgtgggaagaaacaaaccggttttatgatttactcattatc 
gccttttgagaggtgtgctgtaacacaagtagatgcctgaacttgaattaatcca 
gacatcagtaatgtattctatgtctgtttacattttggtgtctatactagattatta 
atgggttttgtgtactgtaaagaatttagctgtatcaaactagtgcatgaataga 
ttctgtggtgattatttatgagataggcccttagccagttgtatattattcttgtg 

30 gtttgtgaccgaattaagtggtagtttagatatgctttaagaatggatgggggat 
gcttgatgtgaacgtgggagttgagctggttctgttgcgtaagtattcctttgctg 
atcactatgcattttaaagttaaacatttttaagtatttcagatgctttagagag 
attttttttccatgactgcattttactgtagagattgctgcttctgctatatttgtg 
atataggaattaagaggatacagacgtttgtttcttcgtggctgttttatgtgcac 

35 acattaggcattgagacttcaagcttttctttttttgtccacgtatctttgggtct 
ttgataaagaaaagaatcgctgttcattgtaagcagttttacggggcgggtgggg 
aggggtgctctgctggtcttcaattaccaagaattc 

SEQ ID NO: 269 

40 >3107995H1 

TAAAGATCCCAAAACTGGAGTTTTCGAAGAGAAACATGCCAAACCTCCAGATGT 
AGACCT 

TAAAAAGTTCTTTACAGACAGGAAGACTCATCTTTATACCCTTGTGATGAATCCA 

GATGA 

45 CACATTTGAGGTGTTAGTTGATCAAACAGTTGTAAACAAAGGAAGCCTCCTAGA 
GGATGT 

GGTTCCTCCTATCAAACCTCC 
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SEQ ID NO: 270 

>gi|179579|gb|M17017.1|HUMBTLP Human beta-thromboglobulin-like protein mRNA, 
complete cds 

ACAAACTTTCAGAGACAGCAGAGCACACAAGCTTCTAGGACAAGAGCCAGGAAG 
5 AAACCACCGGAAGGAACCATCTCACTGTGTGTAAACATGACTTCCAAGCTGGCC 
GTGGCTCTCTTGGCAGCCTTCCTGATTTCTGCAGCTCTGTGTGAAGGTGCAGTTTT 
GCCAAGGAGTGCTAAAGAACTTAGATGTCAGTGCATAAAGACATACTCCAAACC 
TTTCCACCCCAAATTTATCAAAGAACTGAGAGTGATTGAGAGTGGACCACACTGC 
GCCAACACAGAAATTATTGTAAAGCTTTCTGATGGAAGAGAGCTCTGTCTGGACC 

10 CCAAGGAAAACTGGGTGCAGAGGGTTGTGGAGAAGTTTTTGAAGAGGGCTGAGA 
ATTCATAAAAAAATTCATTCTCTGTGGTATCCAAGAATCAGTGAAGATGCCAGTG 
AAACTTCAAGCAAATCTACTTCAACACTTCATGTATTGTGTGGGTCTGTTGTAGG 
GTTGCCAGATGCAATACAAGATTCCTGGTTAAATTTGAATTTCAGTAAACAATGA 
ATAGTTTTTCATTGTACCATGAAATATCCAGAACATACTTATATGTAAAGTATTAT 

1 5 TTATTTGAATCTAC AAAAAACAACAAATAATTTTTGAATATAAGGATTTTCCTAG 
ATATTGCACGGGAGAATATACAAATAGCAAAATTGGGCCAAGGGCCAAGAGAAT 
ATCCGAACTTTAATTTCAGGAATTGAATGGGTTTGCTAGAATGTGATATTTGAAG 
CATCACATAAAAATGATGGGACAATAAATTTTGCCATAAAGTCAAATTTAGCTGG 
AAATCCTGGATTTTTTTCTGTTAAATCTGGCAACCCTAGTCTGCTAGCCAGGATCC 

20 ACAAGTCCTTGTTCCACTGTGCCTTGGTTTCTCCTTTATTTCTAAGTGGAAAAAGT 
ATTAGCCACCATCTTACCTCACAGTGATGTTGTGAGGACATGTGGAAGCACTTTA 
i' . AGTT.TTTTCATCATAACATAAATTATTTTCAAGTGTAACTTATTAACCTATTTAT.T 
. ■ ATTTATGTATTTATTTAAGCATGAAATATTTGTGCAAGAATTTGGAAAAATAGAA 
' GATGAATCATTGATTGAATAGTTATAAAGATGTTATAGTAAATTTATTTTATTTTA 

25 GATATTAAATGATGTTTTATTAGATAAATTTCAATCAGGGTTTTTAGATTAAACA 
AACAAACAATTGGGTACCCAGTTAAATTTTCATTTCAGATAAACAACAAATAATT 
TTTTAGTATAAGTACATTATTGTTTATCTGAAATTTTAATTGAACTAACAATCCTA 
GTTTGATACTCCCAGTCTTGTCATTGCCAGCTGTGTTGGTAGTGCTGTGTTGAATT 
ACGGAATAATGAGTTAGAACTATTAAAACAGCCAAAACTCCACAGTCAATATTA 

30 GTAATTTCTTGCTGGTTGAAACTTGTTTATTATGTACAAATAGATTCTTATAATAT 
TATTTAAATGACTGCATTTTTAAATACAAGGCTTTATATTTTTAACTTTAAGATGT 
TTTTATGTGCTCTCCAAATTTTTTTTACTGTTTCTGATTGTATGGAAATATAAAAG 
TAAATATGAAACATTTAAAATATAATTTGTTGTCAAAGT 



35 SEQ ID NO: 271 

>gi|521214|gb|L33404.1|IIUMSEKPROT Human stratum comeum chymotryptic enzyme 
mRNA, complete cds 

GGATTTCCGGGCTCCATGGCAAGATCCCTTCTCCTGCCCCTGCAGATCCTACTGCT 
ATCCTTAGCCTTGGAAACTGCAGGAGAAGAAGCCCAGGGTGACAAGATTATTGA 

40 TGGCGCCCCATGTGCAAGAGGCTCCCACCCATGGCAGGTGGCCCTGCTCAGTGGC 
AATCAGCTCCACTGCGGAGGCGTCCTGGTCAATGAGCGCTGGGTGCTCACTGCCG 
CCCACTGCAAGATGAATGAGTACACCGTGCACCTGGGCAGTGATACGCTGGGCG 
ACAGGAGAGCTCAGAGGATCAAGGCCTCGAAGTCATTCCGCCACCCCGGCTACT 
CCACACAGACCCATGTTAATGACCTCATGCTCGTGAAGCTCAATAGCCAGGCCAG 

45 GCTGTCATCCATGGTGAAGAAAGTCAGGCTGCCCTCCCGCTGCGAACCCCCTGGA 
ACCACCTGTACTGTCTCCGGCTGGGGCACTACCACGAGCCCAGATGTGACCTTTC 
CCTCTGACCTCATGTGCGTGGATGTCAAGCTCATCTCCCCCCAGGACTGCACGAA 
GGTTTACAAGGACTTACTGGAAAATTCCATGCTGTGCGCTGGCATCCCCGACTCC 
AAGAAAAACGCCTGCAATGGTGACTCAGGGGGACCGTTGGTGTGCAGAGGTACC 
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CTGCAAGGTCTGGTGTCCTGGGGAACTTTCCCTTGCGGCCAACCCAATGACCCAG 
GAGTCTACACTCAAGTGTGCAAGTTCACCAAGTGGATAAATGACACCATGAAAA 
AGCATCGCTAACGCCACACTGAGTTAATTAACTGTGTGCTTCCAACAGAAAATGC 
ACAGGAGTGAGGACGCCGATGACCTATGAAGTCAAATTTGACTTTACCTTTCCTC 
5 AAAGATATATTTAAACCTCATGCCCTGTTGATAAACCAATCAAATTGGTAAAGAC 
CTAAAACCAAAACAAATAAAGAAACACAAAACCCTCAA 

SEQ ID NO: 272 
>2726949H1 

10 GTAAAACGGTGGTCTCAATGCCCACTTAGCCTCTGCCTCTGAATTTGACCATAGT 
GGCGTTCAGCTGATAGAGCGGGAAGAAGAAATATGCATTTTTTATGAAAAAATA 
AATATCCAAGAGAAGATGAAACTAAATGGAGAAATTGAAATACATCTACTGGAA 
GAAAAGATCCAATTCCTGAAAATGAAGATTGCTGAGAAGCAAAGACAAATTTGT 
GTGACCCAGAAATTACTGCCAGCCAAGAGG 

15 

SEQ ID NO: 273 
>2726952H1 

TGGTCTCAATGCCCACTTAGCCTCTGCCTCTGAATTTGACCATAGTGGCGTTCAGC 
TGATAGAGCGGGAAGAAGAAATATGCATTTTTTATGAAAAAATAAATATCCAAG 
20 AGAAGATGAAACTAAATGGAGAAATTGAAATACATCTACTGGAAGAAAAGATCC 
AATTCCTGAAAATGAAGATTGCTGAGAAGCAAAGACAAATTTGTGTGACCCAGA 

; il^^ ,. 

, • ■• fSEQ ID NO: 274 • ^' 0 ; . • • - • - '■■■■"^ 

25 >gi|990907|gb|H5 1 066. 1 |H5 1 066 yp84gl2.sl Scares fetal liver spleen INFLS Homo sapiens 
cDNA clone IMAGE: 1941 82 3', mRNA sequence 

TGAGCAGGTAACACCCAGGNCATTTTGATGAGATCCAAAGGAGTTGTATGCACA 
TGAAAGTTTGAGAAGCATCATCATAGAGAAGTAAACATCACACCCAACTTCCTTA 
TCTTTCCAGTGGCTAAACCACTTAACCTCTCTGGGTGTTACCTGCTCATTTGTTTA 
30 AAAAAAAAAAAAAAAGTCTCACCTGCTTTCATGCTGAGGNCAAGTTCAGATGTT 
CAAGCCTATAATATTTNGGCAGTTCCNCAAATTTATGAAAAGNGTTCTCAGAATT 
GGGGAGACAGTCAAAGGGTNCAAAGCCTCAGTTAGGGGGGNTAAGTGTGATTTT 
TTTTTAAAGNTCACTTGCACAGCCTGGCTAAATTTAGGGGTAATTGGAATGTATA 
TTTNCAA 

35 

SEQ ID NO: 275 

>gi|21 59230|gb|AA446565. 1 |AA446565 zw84bl 1 .sl Soares_total_fetus_Nb2HF8_9w Homo 
sapiens cDNA clone IMAGE:783645 3', mRNA sequence 

TTTTTTCAAATATATACATTTTTAATATTTGAAATATTTACATAATGGAACCACAT 
40 CAGGGTTCGAGGGTAAGAACAGTGTTTTCAAATGTCCTCTCCAGGTGTGTTTAAA 
AAAAAAAAAAATCCAGTAATCCAAAGCTCACATTATGCTTTTTCTAACAGGCCAA 
TCTTTACCTTTCTTTTAAATAAGTACTCAGACATGGGAACAGTTGCATCTAATTTG 
TGTGAAAAGCTGTTTAAAACTTCTTACGTTTTCAGGTAATTTTACTCCCTGGTGAA 
ATTCTGATCTACAACGAAGAAAGCCCCAGGAATTTCTCTAAGCACATCATCAGTA 
45 CATTTTTAAACACTAATGAGCCAAGGTAAAACAAGATATAAACCTTCTACAAGA 
CAAAAATGAAAACAAATGGTTAGTGGTTGGTAACTGCCTTGAA 
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SEQ ID NO: 276 

>gi|749387|gb|T99650.1lT99650 ye73h09.sl Scares fetal liver spleen INFLS Homo sapiens 
cDNA clone IMAGE: 123425 3', inRNA sequence 

CAATAAAATGATTTATTTTATATATGCAAAATCAAAATCTCTTTGTACACTTTAAT 
5 TTTTGCAAATTCATACAAACATAACAATACTGCTCCATATAAACTTTTGTATAAA 
CATTAAAGGAAATATACACATATTTNGTTCTTCTTGTGCTTCCAAAGCACAGAAT 
GTATAAGTCCATCTGAAGACTTTCTATCATCACATGCAAGAACAAATGTCAGAGG 
TTGGGGGCAGCCTCAAGTGCACTTTGTAATGTCTCTAGACAAAAGAGAAGAGAG 
TTGGAGGTAGGATTGTTTGGGTGACTCTCCCTGCCCCTTCCCACAGAGGAAATAA 
10 GGTTACCCCAAATAGGCAGCTTCTTACTTCTTTGGATTCAAACTATCCTGGANTAT 
TGCATGGGTTTTAAAAGGGCNCCAAC 

SEQ ID NO: 277 
>463614H1 

15 GCTTTGGTCTATGACCTCTGATATCTACTTTGATAATTTTATTATCTGTTCGGAAA 
AGGAAGTAGCAGATCACTGGGCTGCAGATGGTTGGAGATGGAAAATAATGATAG 
CAAATGCTAATAAGCCTGGTGTATTAAAACAGTTAATGGCAGCTGCTGAAGGGC 
ACCCATGGCTTTGGTTGATTTATCTTGTGACAGCAGGAGTGCCAATAGCATTAAT 
TAeXTCATTTTGTT 

20 

SEQ ID NO: 278 

■ >gil31298|emblY003 18 J|HSFACI Human inlWA for complement control protein 
GAGAGACAAAGACCCCGAACAGGTCCAACATGAAGCTTCTTCATGTTTTCCTGTT ' 
ATTTCTGTGCTTCCACTTAAGGTTTTGCAAGGTCACTTATACATCTCAAGAGGATC . 

25 TGGTGGAGAAAAAGTGCTTAGCAAAAAAATATACTCACCTCTCCTGCGATAAAG 
TCTTCTGCCAGCCATGGCAGAGATGCATTGAGGGCACCTGTGTTTGTAAACTACC 
GTATCAGTGCCCAAAGAATGGCACTGCAGTGTGTGCAACTAACAGGAGAAGCTT 
CCCAACATACTGTCAACAAAAGAGTTTGGAATGTCTTCATCCAGGGACAAAGTTT 
TTAAATAACGGAACATGCACAGCCGAAGGAAAGTTTAGTGTTTCCTTGAAGCAT 

30 GGAAATACAGATTCAGAGGGAATAGTTGAAGTAAAACTTGTGGACCAAGATAAG 
ACAATGTTCATATGCAAAAGCAGCTGGAGCATGAGGGAAGCCAACGTGGCCTGC 
CTTGACCTTGGGTTTCAACAAGGTGCTGATACTCAAAGAAGGTTTAAGTTGTCTG 
ATCTCTCTATAAATTCCACTGAATGTCTACATGTGCATTGCCGAGGATTAGAGAC 
CAGTTTGGCTGAATGTACTTTTACTAAGAGAAGAACTATGGGTTACCAGGATTTC 

35 GCTGATGTGGTTTGTTATACACAGAAAGCAGATTCTCCAATGGATGACTTCTTTC 
AGTGTGTGAATGGGAAATACATTTCTCAGATGAAAGCCTGTGATGGTATCAATGA 
TTGTGGAGACCAAAGTGATGAACTGTGTTGTAAAGCATGCCAAGGCAAAGGCTT 
CCATTGCAAATCGGGTGTTTGCATTCCAAGCCAGTATCAATGCAATGGTGAGGTG 
GACTGCATTACAGGGGAAGATGAAGTTGGCTGTGCAGGCTTTGCATCTGTGGCTC 

40 AAGAAGAAACAGAAATTTTGACTGCTGACATGGATGCAGAAAGAAGACGGATA 
AAATCATTATTACCTAAACTATCTTGTGGAGTTAAAAACAGAATGCACATTCGAA 
GGAAACGAATTGTGGGAGGAAAGCGAGCACAACTGGGAGACCTCCCATGGCAG 
GTGGCAATTAAGGATGCCAGTGGAATCACCTGTGGGGGAATTTATATTGGTGGCT 
GTTGGATTCTGACTGCTGCACATTGTCTCAGAGCCAGTAAAACTCATCGTTACCA 

45 AATATGGACAACAGTAGTAGACTGGATACACCCCGACCTTAAACGTATAGTAAT 
TGAATACGTGGATAGAATTATTTTCCATGAAAACTACAATGCAGGCACTTACCAA 
AATGACATCGCTTTGATTGAAATGAAAAAAGACGGAAACAAAAAAGATTGTGAG 
CTGCCTCGTTCCATCCCTGCCTGTGTCCCCTGGTCTCCTTACCTATTCCAACCTAA 
TGATACATGCATCGTTTCTGGCTGGGGACGAGAAAAAGATAACGAAAGAGTCTT 
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TTCACTTCAGTGGGGTGAAGTTAAACTAATAAGCAACTGCTCTAAGTTTTACGGA 
AATCGTTTCTATGAAAAAGAAATGGAATGTGCAGGTACATATGATGGTTCCATCG 
ATGCCTGTAAAGGGGACTCTGGAGGCCCCTTAGTCTGTATGGATGCCAACAATGT 
GACTTATGTCTGGGGTGTTGTGAGTTGGGGGGAAAACTGTGGAAAACCAGAGTT 
5 CCCAGGTGTTTACACCAAAGTGGCCAATTATTTTGACTGGATTAGCTACCATGTA 
GGAAGGCCTTTTATTTCTCAGTACAATGTATAAAATTGTGATCTCTCTCTTCATTC 
TATTCTTTTTCTCTCAAGAGTTCCATTTAATGGAAATAAAACGGTATAATTAATAA 
TTCTCTAGGGGGGAAAAATGAAGCAAATCTCATTGGATATTTTTAAAGGTCTCCA 
CAGAGTTTATGCCATATTGGAATTTTGTTGTATAATTCTCNNGCGAATTC 

10 

SEQ ID NO: 279 

>gi|181244|gb|M64349.1|HUMCYCDl Human cyclin D (cyclin Dl) mRNA, complete cds 

GCAGTAGCAGCGAGCAGCAGAGTCCGCACGCTCCGGCGAGGGGCAGAAGAGCG 

CGAGGGAGCGCGGGGCAGCAGAAGCGAGAGCCGAGCGCGGACCCAGCCAGGAC 

1 5 CCAC AGCCCTCCCCAGCTGCCC AGGAAGAGCCCCAGCCATGGAACACCAGCTCC 
TGTGCTGCGAAGTGGAAACCATCCGCCGCGCGTACCCCGATGCCAACCTCCTCAA 
CGACCGGGTGCTGCGGGCCATGCTGAAGGCGGAGGAGACCTGCGCGCCCTCGGT 
GTCCTACTTCAAATGTGTGCAGAAGGAGGTCCTGCCGTCCATGCGGAAGATCGTC 
GCCACCTGGATGCTGGAGGTCTGCGAGGAACAGAAGTGCGAGGAGGAGGTCTTC 

20 CCGCTGGCCATGAACTACCTGGACCGCTTCCTGTCGCTGGAGCCCGTGAAAAAGA 
GCCGCCTGCAGCTGCTGGGGGCCACTTGCATGTTCGTGGCCTCTAAGATGAAGGA 
GACGATGCCCCTGAeGGCCGAGAAGCTGTGCAT.CTAGAGCGACGGCTCCATCCGG 
CCCGAGGAGCTGCTGGAAATGGAGCTGCTCCTGGTGAACAAGCTCAAGTGGAAC 
CTGGCCGCAATGACGCCGGACGATTTCATTGAAGACTTCCTCTCGAAAATGCCAG 

25 AGGGGGAGGAGAACAAACAGATCATCCGCAAACACGCGCAGACCTTCGT'TGCCT 
CTTGTGCCACAGATGTGAAGTTCATTTCCAATCCGCCCTCCATGGTGGCAGCGGG 
GAGCGTGGTGGCCGCAGTGGAAGGCCTGAACCTGAGGAGCCCCAACAACTTCCT 
GTCCTACTACCGCCTCACACGCTTCCTCTCCAGAGTGATCAAGTGTGACCCAGAC 
TGCGTCCGGGCCTGCCAGGAGCAGATCGAAGCCCTGCTGGAGTCAAGCCTGCGG 

30 CAGGCCCAGCAGAACATGGACCCCAAGGCCGCCGAGGAGGAGGAAGAGGAGGA 
GGAGGAGGTGGACCTGGCTTGCACACCCACCGACGTGCGGGACGTGGACATCTG 
AGGGGCCCAGGCAGGCGGGCGCCACCGCCACCCGCAGCGAGGGCGGAGCCGGC 
CGCAGGTGCTCGACATGACAGTCCCTCCTCTCCGGAGCATTTTGATACCAGAAGG 
GAAAGCTTCATTCTCCTTGTTGTTGGTTGTTTTTTCCTTTGCTCTTTCCCCCTTCCA 

35 TCTCTGACTTAAGCAAAAGAAAAAGATTACCCAAAAACTGTCTTTAAAAGAGAG 
AGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 280 

40 >gi|3004498|gb|U04357.1|HSU04357 Homo sapiens arginine vasopressin receptor type n, 
V2 antidiuretic hormone receptor (AVPR2) gene, complete cds 

CTTGCTCCTCAGGCAGAGGCTGAGTCCGCACATCACCTCCAGGCCCTCAGAACAC 
CTGCCCCAGCCCCACGATGCTCATGGCGTCGACCACTTCCGGTAAGGCTTGCCCC 
TCGATGAGTCCGGTGGGGAGAGTGGGTTTGACGATTCAGGGAAGCCCCTCTTTCT 
45 AAAGACCTCGTTCACCGTCACCTCTGGGTGTGTCTCTCCAGGCTGCCAATGAGTG 
GGGAGGGGAGCACAGCCCCACTTCCCCGCCAGGGCTGGGGCTGGGGCTGGGGGT 
GGGGCTGCCCTTCCTTCTGGACTGCATGAGCCTGGGGTGTGTATCCCTCATAACA 
TGGCTTTGCTGGAGTCCCCTCTGCTAGGAGCCAGGAAGTGGGTGTCCGGATGGGG 
GCACGGGAGGCAGGCCTGAGTCCCCCTGCACAGGACCCTCTCTAACCAGGCCGTC 
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TTCCCGACTCCTGCCCAGCTGTGCCTGGGCATCCCTCTCTGCCCAGCCTGCCCAGC 
AACAGCAGCCAGGAGAGGCCACTGGACACCCGGGACCCGCTGCTAGCCCGGGCG 
GAGCTGGCGCTGCTCTCCATAGTCTTTGTGGCTGTGGCCCTGAGCAATGGCCTGG 
TGCTGGCGGCCCTAGCTCGGCGGGGCCGGCGGGGCCACTGGGCACCCATACACG 
5 TCTTCATTGGCCACTTGTGCCTGGCCGACCTGGCCGTGGCTCTGTTCCAAGTGCTG 
CCCCAGCTGGCCTGGAAGGCCACCGACCGCTTCCGTGGGCCAGATGCCCTGTGTC 
GGGCCGTGAAGTATCTGCAGATGGTGGGCATGTATGCCTCCTCCTACATGATCCT 
GGCCATGACGCTGGACCGCCACCGTGCCATCTGCCGTCCCATGCTGGCGTACCGC 
CATGGAAGTGGGGCTCACTGGAACCGGCCGGTGCTAGTGGCTTGGGCCTTCTCGC 

10 TCCTTCTCAGCCTGCCCCAGCTCTTCATCTTCGCCCAGCGCAACGTGGAAGGTGG 
CAGCGGGGTCACTGACTGCTGGGCCTGCTTTGCGGAGCCCTGGGGCCGTCGCACC 
TATGTCACCTGGATTGCCCTGATGGTGTTCGTGGCACCTACCCTGGGTATCGCCG 
CCTGCCAGGTGCTCATCTTCCGGGAGATTCATGCCAGTCTGGTGCCAGGGCCATC 
AGAGAGGCCTGGGGGGCGCCGCAGGGGACGCCGGACAGGCAGCCCCGGTGAGG 

15 GAGCCCACGTGTCAGCAGCTGTGGCCAAGACTGTGAGGATGACGCTAGTGATTG 
TGGTCGTCTATGTGCTGTGCTGGGCACCCTTCTTCCTGGTGCAGCTGTGGGCCGC 
GTGGGACCCGGAGGCACCTCTGGAAGGTGGGTGTAGCCGTGGCTAGGGCTGACG 
GGGCCACTTGGGCTTGGCCGCATGCCCCTGTGCCCCACCAGCCATCCTGAACCCA 
ACCTAGATCCTCCACCTCCACAGGGGCGCCCTTTGTGCTACTCATGTTGCTGGCC 

20 AGCCTCAACAGCTGCACCAACCCCTGGATCTATGCATCTTTCAGCAGCAGCGTGT 
CCTCAGAGCTGCGAAGCTTGCTCTGCTGTGCCCGGGGACGCACCCCACCCAGCCT 
. * GGGTCCCGAAGATGAGTCCTGCAGCACGGCCAGCTCCTCCCTGGCGAAGGAGACT 
. ^ ATGGTGAGGAGGTGTTGGGTGTCTTGGCTCT AGAGGCTTTGAGAAGCTCAGGT 
iGCGTTCCTGGGGCTGGTCCTGGGAGGGACTGGGAGGGGGACGCGTGGAGAATTG 

25 GCCAGAGCCTGTGGCCCCGAGGCTGGGACACTGTGTGGCCeTGGACAAGCCACA 
GCCCCTGCCTGGGTCTCCACATCCCCAGCTGTATGAGGAGAGGTTCAGGCGCCAG 
GAGTGTGGGGGGCCCTCAGGTCAGCTCACTGAGCTGGGTGTAGGAGGGGCTGCA 
GCAGAGGCCTGAGGAGTGGCAGGAAAGAGGGAGCAGGTGCCCCCAGGTGAGAC 
AGCGGTCCCAGGGGCCTGAAAAGGAAGGACCAGGCTGGGGCCAGGGGACCTTCC 

30 TGTCTCCGCCTTTCTAATCCCTGCCTCCTCATTCTCTCCCTAATAAAAATTGGAGC 
TCA 

SEQ ID NO: 281 
>4161733H1 

35 CAGCACCATCGCAACCAGTGCCAGTACTGCCGCCTCAAAAAGTGCCTCAAAGTG 
GGCATGAGACGGGAAGGTATCGGCCTCTCATTTCTCCTTCCGTCGTCCTGGGTCC 
CGGGGTCCTGGGTACGTTTGGCTAGCCTGCTCTGGGTAAGGACAAGAAGCCCCA 
AGCTCTTCTCTTCGTATTGCAGCGGAAAAGGGTTTTATACTAGAAGCGAGTTCTG 
CATTGGAACCCAGACCCCAAATCCGCATGCTTT 

40 

SEQ ID NO: 282 

>gi|183866|gb|M60278.1|HUMHBEGF Human heparin-binding EGF-like growth factor 
mRNA, complete cds 

GCTACGCGGGCCACGCTGCTGGCTGGCCTGACCTAGGCGCGCGGGGTCGGGCGG 
45 CCGCGCGGGCGGGCTGAGTGAGCAAGACAAGACACTCAAGAAGAGCGAGCTGC 
GCCTGGGTCCCGGCCAGGCTTGCACGCAGAGGCGGGCGGCAGACGGTGCCCGGC 
GGAATCTCCTGAGCTCCGCCGCCCAGCTCTGGTGCCAGCGCCCAGTGGCCGCCGC 
TTCGAAAGTGACTGGTGCCTCGCCGCCTCCTCTCGGTGCGGGACCATGAAGCTGC 
TGCCGTCGGTGGTGCTGAAGCTCTTTCTGGCTGCAGTTCTCTCGGCACTGGTGACT 
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GGCGAGAGCCTGGAGCGGCTTCGGAGAGGGCTAGCTGCTGGAACCAGCAACCCG 
GACCCTCCCACTGTATCCACGGACCAGCTGCTACCCCTAGGAGGCGGCCGGGAC 
CGGAAAGTCCGTGACTTGCAAGAGGCAGATCTGGACCTTTTGAGAGTCACTTTAT 
CCTCCAAGCCACAAGCACTGGCCACACCAAACAAGGAGGAGCACGGGAAAAGA 
5 AAGAAGAAAGGCAAGGGGCTAGGGAAGAAGAGGGACCCATGTCTTCGGAAATA 
CAAGGACTTCTGCATCCATGGAGAATGCAAATATGTGAAGGAGCTCCGGGCTCC 
CTCCTGCATCTGCCACCCGGGTTACCATGGAGAGAGGTGTCATGGGCTGAGCCTC 
CCAGTGGAAAATCGCTTATATACCTATGACCACACAACCATCCTGGCCGTGGTGG 
CTGTGGTGCTGTCATCTGTCTGTCTGCTGGTCATCGTGGGGCTTCTCATGTTTAGG 

1 0 TACCATAGGAGAGGAGGTTATGATGTGGAAAATGAAGAGAAAGTGAAGTTGGGC 
ATGACTAATTCCCACTGAGAGAGACTTGTGCTCAAGGAATCGGCTGGGGACTGCT 
ACCTCTGAGAAGACACAAGGTGATTTCAGACTGCAGAGGGGAAAGACTTCCATC 
TAGTCACAAAGACTCCTTCGTCCCCAGTTGCCGTCTAGGATTGGGCCTCCCATAA 
TTGCTTTGCCAAAATACCAGAGCCTTCAAGTGCCAAACAGAGTATGTCCGATGGT 

1 5 ATCTGGGTAAGAAGAAAGCAAAAGCAAGGGACCTTCATGCCCTTCTGATTCCCCT 
CCACCAAACCCCACTTCCCCTCATAAGTTTGTTTAAACACTTATCTTCTGGATTAG 
AATGCCGGTTAAATTCCATATGCTCCAGGATCTTTGACTGAAAAAAAAAAAGAA 
GAAGAAGAAGGAGAGCAAGAAGGAAAGATTTGTGAACTGGAAGAAAGCAACAA 
AGATTGAGAAGCCATGTACTCAAGTACCACCAAGGGATCTGCCATTGGGACCCT 

20 CCAGTGCTGGATTTGATGAGTTAACTGTGAAATACCACAAGCCTGAGAACTGAAT 
TTTGGGACTTCTACCCAGATGGAAAAATAACAACTATTTTTGTTGTTGTTGTTTGT 
■ . .' :AAATGCCTCTTAAATTATATATrTATTTTATTCTATGTATGTTAATTTATTTAGTTT 
<■ . . TTAAGAATCTAACAATAATATJTTGAAGTGCCTAGACTGTTAGTTTGGGAATTTGeT 
;i GGCCGTCCACTCCTCATCCGCACAATCTGGCTTAGTGCCACCCACCTTTGeCACA 

25 AAGGTAGGATGGTTCTGTGACCCATCTGTAGTAATTTATTGTCTGTCTACATTTCT 
GCAGATCTTCCGTGGTCAGAGTGCCACTGCGGGAGCTCTGTATGGTCAGGATGTA 
GGGGTTAACTTGGTCAGAGCCACTCTATGAGTTGGACTTCAGTCTTGCCTAGGCG 
ATTTTGTCTACCATTTGTGTTTTGAAAGCCCAAGGTGCTGATGTCAAAGTGTAAC 
AGATATCAGTGTCTCCCCGTGTCCTCTCCCTGCCAAGTCTCAGAAGAGGTTGGGC 

30 TTCCATGCCTGTAGCTTTCCTGGTCCCTCACCCCCATGGCCCCAGGCCACAGCGT 
GGGAACTCACTTTCCCTTGTGTCAAGACATTTCTCTAACTCCTGCCATTCTTCTGG 
TGCTACTCCATGCAGGGGTCAGTGCAGCAGAGGACAGTCTGGAGAAGGTATTAG 
CAAAGCAAAAGGCTGAGAAGGAACAGGGAACATTGGAGCTGACTGTTCTTGGTA 
ACTGATTACCTGCCAATTGCTACCGAGAAGGTTGGAGGTGGGGAAGGCTTTGTAT 

35 AATCCCACCCACCTCACCAAAACGATGAAGGTATGCTGTCATGGTCCTTTCTGGA 
AGTTTCTGGTGCCATTTCTGAACTGTTACAACTTGTATTTCCAAACCTGGTTCATA 
TTTATACTTTGCAATCCAAATAAAGATAACCCTTATTCCATAAAAAAAAAAAAAA 
AAAA 

40 SEQ ID NO: 283 

>gi|35039|emb|X61498.1|HSNFKBS H.sapiens mRNA for NF-kB subunit 
ACTTTCCTGCCCCTTCCCCGGCCAAGCCCAACTCCGGATCTCGCTCTCCACCGGAT 
CTCACCCGCCACACCCGGACAGGCGGCTGGAGGAGGCGGGCGTCTAAAAtTCTG 
GGAAGCAGAACCTGGCCGGAGCCACTAGACAGAGCCGGGCCTAGCCCAGAGAC 

45 ATGGAGAGTTGCTACAACCCAGGTCTGGATGGTATTATTGAATATGATGATTTCA 
AATTGAACTCCTCCATTGTGGAACCCAAGGAGCCAGCCCCAGAAACAGCTGATG 
GCCCCTACCTGGTGATCGTGGAACAGCCTAAGCAGAGAGGCTTCCGATTTCGATA 
TGGCTGTGAAGGCCCCTCCCATGGAGGACTGCCCGGTGCCTCCAGTGAGAAGGG 
CCGAAAGACCTATCCCACTGTCAAGATCTGTAACTACGAGGGACCAGCCAAGAT 
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CGAGGTGGACCTGGTAACACACAGTGACCCACCTCGTGCTCATGCCCACAGTCTG 
GTGGGCAAGCAATGCTCGGAGCTGGGGATCTGCGCCGTTTCTGTGGGGCCCAAG 
GACATGACTGCCCAATTTAACAACCTGGGTGTCCTGCATGTGACTAAGAAGAAC 
ATGATGGGGACTATGATACAAAAACTTCAGAGGCAGCGGCTCCGCTCTAGGCCC 
5 CAGGGCCTTACGGAGGCCGAGCAGCGGGAGCTGGAGCAAGAGGCCAAAGAACT 
GAAGAAGGTGATGGATCTGAGTATAGTGCGGCTGCGCTTCTCTGCCTTCCTTAGA 
GCCAGTGATGGCTCCTTCTCCCTGCCCCTGAAGCCAGTCACCTCCCAGCCCATCC 
ATGATAGCAAATCTCCGGGGGCATCAAACCTGAAGATTTCTCGAATGGACAAGA 
CAGCAGGCTCTGTGCGGGGTGGAGATGAAGTTTATCTGCTTTGTGACAAGGTGCA 

10 GAAAGATGACATTGAGGTTCGGTTCTATGAGGATGATGAGAATGGATGGCAGGC 
CTTTGGGGACTTCTCTCCCACAGATGTGCATAAACAGTATGCCATTGTGTTCCGG 
ACACCCCCCTATCACAAGATGAAGATTGAGCGGCCTGTAACAGTGTTTCTGCAAC 
TGAAACGCAAGCGAGGAGGGGACGTGTCTGATTCCAAACAGTTCACCTATTACC 
CTCTGGTGGAAGACAAGGAAGAGGTGCAGCGGAAGCGGAGGAAGGCCTTGCCC 

1 5 ACCTTCTCCCAGCCCTTCGGGGGTGGCTCCCACATGGGTGGAGGCTCTGGGGGTG 
CAGCCGGGGGCTACGGAGGAGCTGGAGGAGGTGGCAGCCTCGGTTTCTTCCCCT 
CCTCCCTGGCCTACAGCCCCTACCAGTCCGGCGCGGGCCCCATGCGGTGCTACCC 
GGGAGGCGGGGGCGGGGCGCAGATGGCCGCCACGGTGCCCAGCAGGGACTCCG 
GGGAGGAAGCCGCGGAGCCGAGCGCCCCCTCCAGGACCCCCCAGTGCGAGCCGC 

20 AGGCCCCGGAGATGCTGCAGCGAGCTCGAGAGTACAACGCGCGCCTGTTCGGCC 
TGGCGCACGCAGCCCCGAGCCCTACTCGACTACTGCGTCACCGCGGACGCCGCG 
, GGeTGCTGGCGGGACAGGGCCACCTGCTGAGGGCGCAGGACGAGAACGGAGACA . 
.V V GAGGAGTGCAGCTAGCGAtFCATCCACGGGCAGACGAGTGTGATTGAGCAGATAGT 
i t'GTATGTCATCCAGCACGGCCAGGACCTCGGCGTTGTCAACCTCAGGAAGCACCTG 

25 CACCAGACGCCCCTGCACCTGGCGGTGATCACGGGGCAGACGAGTGTGGTGAGC 
TTTCTGCTGCGGGTAGGTGCAGACCCAGCTCTGCTGGATCGGCATGGAGACTCAG 
CCATGCATCTGGGGGTGCGGGCAGGCGCTGGTGCTCCTGAGCTGCTGCGTGCACT 
GCTTCAGAGTGGAGCTCCTGCTGTGCCCCAGCTGTTGCATATGCCTGACTTTGAG 
GGACTGTATCCAGTACACCTGGCGGTCCGAGCCCGAAGCCCTGAGTGCCTGGATC 

30 TGCTGGTGGACAGTGGGGCTGAAGTGGAGGCCACAGAGCGGCAGGGGGGACGA 
ACAGCCTTGCATCTAGCCACAGAGATGGAGGAGCTGGGGTTGGTCACCCATCTG 
GTCACCAAGCTCCGGGCCAACGTGAACGCTCGCACCTTTGCGGGAAACACACGC 
CTGCACCTGGGAGCTGGAGTGGGGTACCCGAGCCTCACCCGCCTCCTTCTGAAGG 
CTGGTGGTGACATCGATGCTGAAAACGAGGAGCCCCTGTGCCCAGTGCCTTCACC 

35 CCCTACCTCTGATAGCGACTCGGACTCTGAAGGGCCTGAGAAGGACACCCGAAG 
CAGCTTCCGGGGCCACACGCCTCTTGACCTCACTTGCAGCACCTTGGTGAAGACC 
TTGCTGCTAAATGCTGCTCAGAACACCATGGAGCCACCCCTGACCCCGCCCAGCG 
CAGCAGGGCCGGGACTGTCACTTGGTGATACAGCTCTGCAGAACGTGGAGCAGC 
TGGTAGACGGGCCAGAAGCCCAGGGCAGCTGGGCAGAGCTGGCAGAGGGTCTGG 

40 GGCTGCGCAGCCTGGTAGACACGTACCGACAGACAACCTCACCCAGTGGCAGCC 
TCCTGCGCAGCTACGAGCTGGCTGGCGGGGACCTGGCAGGTCTAGTGGAGGCCC 
TGTCTGACATGGGCCTAGAGGAGGGAGTGAGGCTGCTGAGGGGTCCAGAAACCC 
GAGACAAGCTGCCCAGCACAGAGGTGAAGGAAGACAGTGCGTACGGGAGCCAG 
TCAGTGGAGCAGGAGGCAGAGAAGCTGGGCCGACCCCCTGAGCCACCAGGAGG 

45 GCTCTCGCACGGGCACCCCCAGCCTCAGGTGACTGACCTGCTGCCTGCCCCCAGC 
CCCCTTCCCGGACCCCCTGTACAGCGTCCCCACCTATTTCAAATCTTATTTAACAC 
CCCACACCCACCCCTCAGTTGGGACAAATAAAGGATTCTCATGGGAAGGGGAGG 
ACCCCGAATTCCT 
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SEQ ID NO: 284 

>gi|183537|gb|M37724.1|HUMGPLEU02 Human MDRl/P-glycoprotein gene, exon 7 
GCCATAAACTACCCTACACTCAAAACAGGCTTCACGAGAAAAGTTGATGTTTAAC 
ATTCTGACAATTATTTCTAACACTATCTGTTCTTTCAGTGATGTCTCCAAGATTAA 
5 TGAAGGAATTGGTGACAAAATTGGAATGTTCTTTCAGTCAATGGCAACATTTTTC 
ACTGGGTTTATAGTAGGATTTACACGTGGTTGGAAGCTAACCC 

SEQ ID NO: 285 
>1322305T6 

10 GTGAGTTACACTTCTTCCTCCCCACCAGGTGCTCTCTGCAGCTCTGGAAAAATGG 
TGTCCTCTTTGTTGTCCCACCAGGGGGCGCCACCTCCAGCCCCGCCCCAGCCTCA 
TACCCAGTTCTTCAGCTCGGCCAGCGGTAACTGAAGCCTCCCAGAATCCTGGATC 
CGGGCCCCTAGTACCCTCTTTCCCAGGGACCCAGGAGTCCTGCCTCCAGTCGCCT 
GCACTTGTAACTGAGAGCTGGAGGTCGTCCATAGCAGCATAGTGAGAGTGTTTTT 

1 5 GATGAGGGT ATGCAGAGTGGGGGTG ACCATGTTCCCACCTGGGGCCTCAGGTGG 
GCCAAGGCCTACCCACTTTAGCCAGCGTCCCCTCCAGCAGCCATCAGCAAGCCAA 
CCCACTCCAAGCCAGGGCCCCCTTTGGTCCTTGCACTTGAGGTGCTTTGTTCAGG 
GCTGGGTCAGGAGTGGCAGAGACGATGTCCAACAACCTCAGTACTGGGGGAAAA 
GTAGCCTGG 

20 

SEQ ID NO: 286 

■ .■•.■v^:. ^';j>1284795Hlx ^. : . ,;• . ■ ■ 

; ; > gtgtgagaagactgggtagtgtggaagcatagtgaacacagi:gatt^ 

:gtttaatgttacaagaactattttttaagaaaaagaagttttagaaatttggtttc 
25 aagtgtacatgtgtgaaaacaatattgtatactaccatagtgagccatga 

SEQ ID NO: 287 
>349590H1 

gttggctggatgggtcttatcaaaagcaaagaaagatgacatggatgaggaaat 
30 ttcaatatacgatggaagatgggaaattgaagagttgaaagaaaaccaggtacc 
tggtgacagaggactggtattaaaatctagagcaaagcatcatgcaatatctgc 
tgtattagcaaaaccattcatttttgctgataaacccttgntagttcaatatgaa 
gtaaattttcaagatggtattgattgtggaggtgcatacattaaactcctag 

35 SEQ ID NO: 288 

>gi|181075|gb|M28638.1|HUMCRYABA Human alpha-B-crystallin gene, 5' end 

gtcgacaccacccaaaatagtgccgagcctcttggggggggaggggctgggagt 
gggggccctgagtgagagcaacgagggtgtgaccagcgccgcccggacccctag 
tcccctcccccgcacactcttcagctgtcgcagggggcctgagaggacagctgag 

40 ggtcctggctgggaacgagctggggagggggagctggtggtgcctggggcatga 
agaggcctcgctgagaccctcacaaacggtttgcacgtttccacacctcattttc 
tcctcttcggtgggaggcactgtgcacccaattcctaaagcactcctggatttaa 
tgttctgagagccacatagaacgaaagatgcaagaaatctgtttgctcttttttc 
agggggtggggtctttctgcccagatgtgggatcctctcctaaacccaggtcaac 

45 ccagggcacgaggcagatggctggtgctgacatgttgaccatcactgctctcttc 
caaggactcacaaagagttaatgtccctggggctcagcctaggaagattccagt 
ccctgcccaggcccaagatagttgctggcctgattcccctggcattcaggactgg 
aaaggaggaggaggggcacactacgccggctcccatcctccccccaccccgcgt 
gcctgcttgggattcctgactctgtaccagcttcagagaacaggggtgggggtgg 
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GTGCCATTGGGTGTGGACAGAAAGCTAGTGAAACAAGACCATGACAAGTCACTG 
GCCGGCTCAGACGTGTTTGTGTCTCTCTTTTCTTAGCTCAGTGAGTACTGGGTATG 
TGTCACATTGCCAAATCCCGGATCACAAGTCTCCATGAACTGCTGGTGAGCTAGG 
ATAATAAAACCCCTGACATCACCATTCCAGAAGCTTCACAAGACTGCATATATAA 
5 GGGGCTGGCTGTAGCTGCAGCTGAAGGAGCTGACCAGCCAGCTGACCCCTCACA 
CTCACCTAGCCACCATGGACATCGCCATCCACCACCCCTGGATCCGCCGCCCCTT 
CTTTCCTTTCCACTCCCCCAGCCGCCTCTTTGACCAGTTCTTCGGAGAGCACCTGT 
TGGAGTCTGATCTTTTCCCGACGTCTACTTCCCTGAGTCCCTTCTACCTTCGGCCA 
CCCTCCTTCCTGCGGGCACCCAGCTGGTTTGACACTGGACTCTCAGAGGTGAGTC 

10 TCCCCACAGCTAGGACGGGAGAGTCCTTACTGGAACCTCCTGGAAACTTCTCCAT 
CCATTTTCCTTTCCTACCCTGCCTAAACCATTTTAGGCACATGTGTGTCCAAATGT 
GAAGAAAAATGAGGAGGTTGCTAGTGCCTTCCTCCCCCATCACCTGTTTCTATTT 
GATAGTCCTCTGTATCCCATTTATTACATTTTTTCATGCACTGTCAAGTTTATCCTC 
CGTCCCCTAACTTCTCTACAGGATACCCCTTTCTGGTTTGGTTCATGACAATCTGC 

1 5 AGGGAAAGAGCTGCCTTCAAACTCCTTTGCTTATCTCTTCC AAC ACCTTGGACTCT 
TGACCGATTTTACCATCTCAGGTTTCAGAGCCAGGAGAGAGCCCTGCCTCATCCT 
GAGCTGTTCATCCCCATGGGTATTTTCTGCCTTTCTATTCCCTCTTCTATGATTTTC 
TGGGTTTCTCAGGGCTACGACAGGGCGCTGGCCTGGGTCCAATCAAGCCCTACGA 
GGAAACAATATAGGGACGCCCATTTGTCCTAAGAGGGTGGAAGAACAGGGTGAA 

20 CAAATAAGGTTGACAGAGCTGTCACAGATAACACTCTGGTTTAAAAATATTCAA 
GTGTGAGTAAACAGGAGCTGAGTGGGCAAGGGCTTTGGAAGGACAAGCAGGAC 
GAGCAGAACATTCCAGATTGGGTGGGTGGAAAACTGGCAAAGAGACGTGAGGCA 

',■ . GAAGAAGAGGCCTTTGTCTCACAGACAAACCAGAAAGGCAGGCATTGGAGTCAG 
^AGAGGCAGGAGATGCCAGGCTTGCAGGCATCCTTGCGAGTGGTCCCCTGGGTGAT 

25 CTGTCTTCTTCTCTGTCCCTGTAAATAAAGTTTGGGTCTGATCACCATGAGCCTTA 
GGTATCACTGTGGTGGCTCCCTGAAGCAGACAGCTATGTTTATTTAAAAAGGAGA 
TTTTTTAAGCAGAGAAGAGAAGGATGAATTACCCGGACAGAAAGCAGCTCTGCA 
GAATAAGACAGCACCTGTGTAATCAGTATTTTTGCCCTCTTTCTCCCATCCCATTC 
CCTTACCTTGCTATTTCTAGATGCGCCTGGAGAAGGACAGGTTCTCTGTCAACCT 

30 GGATGTGAAGCACTTCTCCCCAGAGGAACTCAAAGTTAAGGTGTTGGGAGATGT 
GATTGAGGTGCATGGAAAACATGAAGAGCGCCAGGTATGTAGCTTGTTTTTTTGT 
TTTCTGCTCATTCATTCAGTGATACTGTAATAGTCCAGGTAGTGCTATCAGCTTTG 
GAGGCTGGCTACATTCCAGTCCCAAGCCATAACAGTCGGGATCAGGGGTTACAA 
ATCAATGTCTAGAAGACTAAGTTAGGATAGACATATTGCTGTTGTTACTATTATG 

35 GCCAGAGATGTGGCCTTTGATTTGATCGCCTTAGATGGGATGATGGGATGCTGAT 
GCCCCATTTAAGCCAGTGGTTCTGAATCTGGGCCACATTAGAATCACCAGGGGAA 
CTTTCAAAAACCTAATGCTCGGGCATCCTCCAGACCAATTAGCATATGTGCTGCC 
GAAGCGAGCACTACTCCAGACCAATTAAATCAGCATTTTTAAGGGTGGGACCCA 
GGCATCAGCAATTTTTAAGGTAATTCTAATCTACAGTCAAGGTTGAGAACCACTG 

40 ATTAGGTATAGGGCTGTCAGACACCTAGTTGCTTTGCATAATTACATTAACTACA 
GGTACCCTAAAAGCACTTGAGTTGTGACTTCTCTTTTAGCTGTGCAAGAATCCGT 
GTCTCTTCTTTAGCCCATCTTAATGCTGAACTACTTGGTTTGTCTAAATTTCAGAG 
CTGTGCTCAGTCTTTAATCCCCTACAGCCCATGTGGTAATCAGTTAACGAGAGCC 
TGTTTGGCTACATGCTTGAGAGTCAGCAGGCATACGGGTTAAGGTCATCTACTCT 

45 TTGGGGGAGTTCTGACAAATGGAACAGCTTGTTATGACTTTATAAGAGGGCTTTA 
AAATTGCTTCTCACCATTTAACGATAGCTCAGAACCTGTGCGTCAACCAGTACAG 
TTTGTCCTCAGTAATGTCCTCAGGCTGTTTCAATTTTGCTTATATGATTTAGGTTT 
GGGTCATAGTCTCCTTGGATGGAGTCATTTTTTTTTTTTTTTAATTTCAGCAGCAG 
TCCTATTGTTCTGGAACCTTCTGGGACATTCCTGAAGAGTCAGGACAATTTCAGG 
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GCTTCCTCAGGGACTCAGATTCTAAATGAGATTCCAAATTCTGTAGGCCCAGCCA 
ACATTGATCTAAACCTTTGGGAAATACCCCTAAACATATCTATGCCTCAGGGTTT 
GAAAAACAATGAAGTGTTGGACTGTTTCAGACTTCTCAGATTCTCACTGGTAGGA 
GTGACTACCTAGGCAATTTCATCTTAGCTGCAACCCTGAAACGAAGCTCTATTTA 
5 TTTTTCCTATGTTGTCATGGCATTTGGTCTCACCTAAGGGGAAATCAGGATGCCTG 
AGTTCTGGGCAGGTGATAATAGTTCCTGTTCTTATCTCTCTGCCTCTTTCCTCATT 
CTTTTGGGTTAGGATGAACATGGTTTCATCTCCAGGGAGTTCCACAGGAAATACC 
GGATCCCAGCTGATGTAGACCCTCTCACCATTACTTCATCCCTGTCATCTGATGG 
GGTCCTCACTGTGAATGGACCAAGGAAACAGGTCTCTGGCCCTGAGCGCACCATT 

10 CCCATCACCCGTGAAGAGAAGCCTGCTGTCACCGCAGCCCCCAAGAAATAGATG 
CCCTTTCTTGAATTGCATTTTTTAAAACAAGAAAGTTTCCCCACCAGTGAATGAA 
AGTCTTGTGACTAGTGCTGAAGCTTATTAATGCTAAGGGCAGGCCCAAATTATCA 
AGCTAATAAAATATCATTCAGCAACAGATAACTGTCTTGTGTTTGAATATTCCAC 
ACACTTTTAAATAAATATACAGATACCACAGATCTATTTATGATTGCATTATGAT 

15 TTAGAGGGCTCCAAGGATTTTAGAGT 

SEQ ID NO: 289 

>gi|1398343|gb|W85914.1|W85914 zh52cl0.sl Soares_fetal_liver_spleen_lNFLS_Sl Homo 

sapiens cDNA clone IMAGE:415698 3', mRNA sequence 
20 TTGTAAATGTAGACAGTTTTAATTGTAGTATCAGAAACTGGTGGGGAGGAAACA 

AATTGTGGTATATTCATACAATGGAAAACTCTTCAGAAATAAGAAGGAACAAAC 
• • • : CACTGAATCACACAACATGGACAAATCTGAAATCATTATGCTGATGGAAAGAAA 
; .GCATTGATAAGAATACAGAGTACATGAGGCCGCT^TGATGATGTJrGTGGAACAAA 
- GAAA(VCTAACCTATAGTGATAGAATTCCTATGAATGGCTGCCAAGAATeGGGAG 
25 TGAAAGGAACTGACTGAGCAGGTATACAAGAGAACCTTCTGGGGTGATGGAAAT 

ATTCTGAAGCTTGACTGGAGTGTTGGTTACATGGGTATATCNATTTATCAAAACT 

CACTGAATTGTATATTTAAAGTAGGAACATTTTATTGTAAATAAATTACCCNCTA 

TAATGTTCGTTTTAAAAATATTAGATACANCGCTGGAAANCCCTGGGTTTACAAA 

AAAT 

30 

SEQ ID NO: 290 
>3526532H1 

GGTACTCAACACTGAGCAGATCTGTTCTTTGAGCTAANAACCATGTGCTGTACCA 
AGAGTTTGGTCCTGGCTGCTTTGATGTCAGTGCTGCTACTCCACCTCTGCGGCGA 
35 ATCAGAAGCAAGCAACTTTGACTGCTGTCTTGGATACACAGACCGTATTCTTCAT 
CCTAAATTTATTGTGGGCTTCACACGGCAGCTGGCCAATGAAGGCTGTGACATCA 
ATGCTATGATCTTTCACACAAAGAACAAGTTGTCTGTGTGCGCA 

SEQ ID NO: 291 

40 >gi|186351|gb|M54894.1|HUMIL6CSF Human interleukin 6 mRNA, complete cds 

GAATTCGGGGAACGAAAGAGAAGCTCTATCTCCCCTCCAGGAGCCCAGCTATGA 
ACTCGTTCTCCACAAGCGCCTTCGGTCCAGTTGCCTTGTCCCTGGGGCTGCTCCTG 
GTGTTGCCTGCTGCCTTCCCTGCCCCAGTACCCCCAGGAGAAGATTCCAAAGATG 
TAGGCGGCCCAGACAGACAGCCACTCAGCTCTTCAGAACGAATTGACAAACAAA 

45 TTCGGTACATCCTCGACGGCATCTCAGCCCTGAGAAAGGAGACATGTAACAAGA 
GTAACATGTGTGAAAGCAGCAAAGAGGCACTGGCAGAAAACAACCTGAACCTTC 
CAAAGATGGCTGAAAAAGATGGATGCTTCCAATCTGGATTCAATGAGGAGACTT 
GCGTGGTGAAAATCATCACTGGTCTTTTGGAGTTTGAGGTATACCTAGAGTACCT 
CCAGAACAGATTTGAGAGTAGTGAGGAACAAGCCAGAGCTGTGCAGATGAGTAC 
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AAAAGTCCTGATCCAGTTCCTGCAGAAAAAGGCAAAGAATCTAGATGCAATAAC 
CACCCCTGACCCAACCACAAATGCCAGCCTGCTGACGAAGCTGCAGGCACAGAA 
CCAGTGGCTGCAGGACATGACAACTCATCTCATTCTGCGCAGCTTTAAGGAGTTC 
CTGCAGTCCAGCCTGAGGGCTCTTCGGCAAATGTAGCATGGGCACCTCAGATTGT 
5 TGTTGTTAATGGGCATTCCTTCTTCTGGTCAGAAACCTGTCCACTGGGCACAGAA 
CTTATGTTGTTCTCTATGGAGAACTAAAAGTATGAGCGTTAGGACACTATTTTAA 
TTATTTTTAATTTATTAATATTTAAATATGTGAAGCTGAGTTAATTTATGTAAGTC 
ATATTTATATTTTTAAGAAGTACCACTTGAAACATTTTATGTATTAGTTTTGAAAT 
AATAATGGAAAGTGGCTATGCAGTTTGAATATCCTTTGTTTCAGAGCCAGATCAT 
1 0 TTCTTGGAAAGTGTAGGCTTACCTCAAATAAATGGCTAACTTATACATATTTTTA 
AAGAAATATTTATATTGTATTTATATAATGTATAAATGGTTTTTATACCAATAAAT 
GGCATTTTAAAAAATTC 

SEQ ID NO: 292 

15 >1461 1 BLOOD Hs.82109 gnl|UG|Hs#S269762 H.sapiens syndecan-1 gene (exons 2-5) 
/cds=(0,866) /gb=Z48199 /gi=666051 /ug=Hs.82109 /len=2802 

CAAATTGTGGCTACTAATTTGCCCCCTGAAGATCAAGATGGCTCTGGGGATGACT 
CTGACAACTTCTCCGGCTCAGGTGCAGGTGCTTTGCAAGATATCACCTTGTCACA 
GCAGACCCCCTCCACTTGGAAGGACACGCAGCTCCTGACGGCTATTCCCACGTCT 

20 CCAGAACCCACCGGCCTGGAGGCTACAGCTGCCTCCACCTCCACCCTGCCGGCTG 
GAGAGGGGCCCAAGGAGGGAGAGGCTGTAGTCCTGCCAGAAGTGGAGCCTGGC 

. . CTCAGCGCCCGGGAGGAGGAGGGCACCCCCCGACCCAGGGAGACCACAeAGCTG 

- . GCGACGACTGATGAGGCGTCAAGGAGCACAGGGACCACGGGCCAGGAGCGGGCC 
, AGGTGGCAGGCGGAGAGGGAGATGGAGGGTGGCGAGGATGAGAGCTGAAGCCGTG 

25 CAGGAGCCAGCCAAGCTGACeTTCACACTCCCCACACAGAGGATGGAGGTCCTT 
GTGCGACCGAGAGGGCTGGTGAGGATGGAGGGTCGAGTGAGCTGGCAGGAGCAG 
AGGGGTCTGGGGAGCAGGACTTGACCTTTGAAACGTCGGGGGAGAATAGGGCTG 
TAGTGGCCGTGGAGCCTGACCGCCGGAACGAGTCCCCAGTGGATCAGGGGGCCA 
CGGGGGCCTGACAGGGCCTCCTGGACAGGAAAGAGGTGCTGGGAGGGGTCATTG 

30 GGGGAGGCCTGGTGGGGGTGATGTTTGCTGTGTGGCTGGTGGGTTTCATGCTGTA 
GGGCATGAAGAAGAAGGAGGAAGGCAGGTAGTGCTTGGAGGAGGCGAAACAAG 
CCAACGGCGGGGCCTACCAGAAGCCCACCAAACAGGAGGAATTGTATGCCTGAC 
GCGGGAGCGATGGGCCCGGTCGGCGCTGCCAGTGAGTAGGGCCCGACTTGGGTGT 
TCGTTGAAGAAGTGGAGGGGCTGGGCTCGGGTGCCAGCAGGGCAGCTGCCGAGGA 

35 TTCCAGCCCCTCTGGTCGCTCCTGCCCACGGAGTCGTGGGTGTGCTGGGAGCTCC 
AGTCTGCTTGTCTGACTTCTGCGTGGAGACTTAGGGGACCAGGGGTTTGTCGCAT 
AGGACCTTTGCAGCACAGGCAGCACCTGGCATGGCAGCATTCTGACTCGGTTTCT 
GGAAAGTGAAGCAGCCTCTGCCGAGGTGGAGGTCTGGAGGGGAGGGGGATGCGA 
CTGCTTTGGACCTAAATGGCCTCATGTGGGTGGAAGATCCTGCGGGTGGGGCTTG 

40 GGGCTCACAGACGTGTAGGACTTAGTGGTAGGAGCAAGGATCTTGGGGGGGTGG 
GCGCTGAGTGGCAGGGGAGAGGAGTCACTTTGTTTGGTGGGGAGGTCTAATCTAG 
ATATCGACTTGTTTTTGCAGATGTTTCCTCTAGTTCTTTGTTGATAGCCCAGTAGA 
CCTTGTTACTTCTGAGGTAAGTTAAGTAAGTTGATTCGGTATCCCCCCATCTTGCT 
TCGCTAATGTATGGTCGGGAGAGAGCATGAGGGTTAAGAAGACTTTTTTTTTTTTT 

45 TTTAAAGTAGGAGAACGAAATCTGGAAGCCAAAATGTAGGGTTAGTTTGTGTGTT 
GTCTCTTGAGTTTGTCGCTCATGTGTGCAACAGGGTATGGACTATCTGTCTGGTG 
GGCCCGTTCTGGTGGTCTGTTGGGAGGCTGGCGAGTGGAGGGTGCCGTGGGGCCG 
GCGCCTGTTTGAAGGAGTCGTGCCTGTGTCCATGGGGTGAGGGCCATGCTGAGGG 
GTGGGGGGCTGGCAGGTTGGAGAAGCCCGTGTGAGAAGTGAATGCTGGGACTGA 
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GCCTTCAGACAGAGAGGACTGTAGGGAGGGCGGCAGGGGCCTGGAGATCCTCCT 
GCAGGCTCACGCCCGTCCTCCTGTGGCGCCGTCTCCAGGGGCTGCTTCCTCCTGG 
AAATTGACGAGGGGTGTCTTGGGCAGAGCTGGCTCTGAGCGCCTCCATCCAAGG 
CCAGGTTCTCCGTTAGCTCCTGTGGCCCCACCCTGGGCCCTGGGCTGGAATCAGG 
5 AATATTTTCCAAAGAGTGATAGTCTTTTGCTTTTGGCAAAACTCTACTTAATCCAA 
TGGGTTTTTCCCTGTACAGTAGATTTTCCAAATGTAATAAACTTTAATATAAAGTA 
GTCTGTGAATGCCACTGCCTTCGCTTCTTGCCTCTGTGCTGTGTGTGACGTGACCG 
GACTTTTCTGCAAACACCAACATGTTGGGAAACTTGGCTCGAATCTCTGTGCCTT 
CGTCTTTCCCATGGGGAGGGATTCTGGTTCCAGGGTCCCTCTGTGTATTTGCTTTT 

10 TTGTTTTGGCTGAAATTCTCCTGGAGGTCGGTAGGTTCAGCCAAGGTTTTATAAG 
GCTGATGTCAATTTCTGTGTTGCCAAGCTCCAAGCCCATCTTCTAAATGGCAAAG 
GAAGGTGGATGGCCCCAGCACAGCTTGACCTGAGGCTGTGGTCACAGCGGAGGT 
GTGGAGCCGAGGCCTACCCCNCAGACACCTTGGACATCCTCCTCCCACCCGGCTG 
CAGAGGCCAGANNCCAGCCCAGGGTCCTGCACTTACTTGCTTATTTGACAACGTT 

1 5 TCAGCGACTCCGTTGGCC ACTCCGAGAGTGGGCC AGTCTGTGGATC AGAGATGC 
ACCACCAAGCCAAGGGAACCTGTGTCCGGTATTCGATACTGCGACTTTCTGCCTG 
GAGTGTATGACTGCACATGACTCGGGGGTGGGGAAAGGGGTCGGCTGACCATGC 
TCATCTGCTGGTCCGTGGGACGGTNCCCAAGCCAGAGGTGGGTTCATTTGTGTAA 
CGACAATAAA 

20 

. SEQ ID NO: 293 

, : •■£>^|366281emblX07820.1|HSSTROM2 Human mRNA for metalloproteinase stromelysin-2 
AAAGAAGGTAAGGGCAGTGAGAATGAq?GGATCTTGCATTCCTTGTGCTGTTGTGT 
iCTGCCAGTCTGCTGTGCGTATCCTCTGAGTGGGGCAGCAAAAGAGGAGGACTCCA 

25 ACAAGGATCTTGCCGAGGAATACCTAGAAAAGTACTACAACCTCGAAAAGGATG 
TGAAACAGTTTAGAAGAAAGGACAGTAATCTCATTGTTAAAAAAATCCAAGGAA 
TGCAGAAGTTCCTTGGGTTGGAGGTGACAGGGAAGCTAGACACTGACACTCTGG 
AGGTGATGCGCAAGCCCAGGTGTGGAGTTCCTGACGTTGGTCACTTCAGCTCCTT 
TCCTGGCATGCCGAAGTGGAGGAAAACCCACCTTACATACAGGATTGTGAATTAT 

30 ACACCAGATTTGCCAAGAGATGCTGTTGATTCTGCCATTGAGAAAGCTCTGAAAG 
TCTGGGAAGAGGTGACTCCACTCACATTCTCCAGGCTGTATGAAGGAGAGGCTG 
ATATAATGATCTCTTTCGCAGTTAAAGAACATGGAGACTTTTACTCTTTTGATGGC 
CCAGGACACAGTTTGGCTCATGCCTACCCACCTGGACCTGGGCTTTATGGAGATA 
TTCACTTTGATGATGATGAAAAATGGACAGAAGATGCATCAGGCACCAATTTATT 

35 CCTCGTTGCTGCTCATGAACTTGGCCACTCCCTGGGGCTCTTXCACTCAGCCAACA 
CTGAAGCTTTGATGTACCCACTCTACAACTCATTCACAGAGCTCGCCCAGTTCCG 
CCTTTCGCAAGATGATGTGAATGGCATTCAGTCTCTCTACGGACCTCCCCCTGCCT 
CTACTGAGGAACCCCTGGTGCCCACAAAATCTGTTCCTTCGGGATCTGAGATGCC 
AGCCAAGTGTGATCCTGCTTTGTCCTTCGATGCCATCAGCACTCTGAGGGGAGAA 

40 TATCTGTTCTTTAAAGACAGATATTTTTGGCGAAGATCCCACTGGAACCCTGAAC 
CTGAATTTCATTTGATTTCTGCATTTTGGCCCTCTCTTCCATCATATTTGGATGCTG 
CATATGAAGTTAACAGCAGGGACACCGTTTTTATTTTTAAAGGAAATGAGTTCTG 
GGCCATCAGAGGAAATGAGGTACAAGCAGGTTATCCAAGAGGCATCCATACCCT 
GGGTTTTCCTCCAACCATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAG 

45 AAGAAAACATACTTCTTTGCAGCGGACAAATACTGGAGATTTGATGAAAATAGC 
CAGTCCATGGAGCAAGGCTTCCCTAGACTAATAGCTGATGACTTTCCAGGAGTTG 
AGCCTAAGGTTGATGCTGTATTACAGGCATTTGGATTTTTCTACTTCTTCAGTGGA 
TCATCACAGTTTGAGTTTGACCCCAATGCCAGGATGGTGACACACATATTAAAGA 
GTAACAGCTGGTTACATTGCTAGGCGAGATAGGGGGAAGACAGATATGGGTGTT 
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TTTAATAAATCTAATAATTATTCATCTAATGTATTATGAGCCAAAATGGTTAATTT 
TTCCTGCATGTTCTGTGACTGAAGAAGATGAGCCTTGCAGATATCTGCATGTGTC 
ATGAAGAATGTTTCTGGAATTCTTCACTTGCTTTTGAATTGCACTGAACAGAATT 
AAGAAATACTCATGTGCAATAGGTGAGAGAATGTATTTTCATAGATGTGTTATTA 
5 CTTCCTCAATAAAAAGTTTTATTTTGGGCCTGTTCCTT 

SEQ ID NO: 294 

>gi|75001 l|gb|R00275.1|R00275 ye72b08.sl Scares fetal liver spleen INFLS Homo sapiens 
cDNA clone IMAGE: 123255 3', mRNA sequence 

1 0 TTANTCAATTTGCTATGTATATACGNGTTTATTATATGCTTATTAC AAAAGAAAA 
AGTCTTTTGCCTTATTTTAGGGCTTCCATGTAAAACCTAGTTAAAATACAAAAAG 
TAAATTAGNGAAAAATTCTGCTTAGGNAGTGAAANTTGATAGCAACTTATAAGC 
TGTATCCTTAAAANCCTAGTCACAGATNTAGNNTTACGTAAAGNTAAANTGATA 
AGCCTACTTNTTGGCAAGAANCAGGTTAGGCCACTTANGCAGCATGTTTCTNCCA 

1 5 CTNTACANTTACATCGGCAGGTCCAAACNTTAANCCACCNTTCGNTTGACAACCT 
TCTATTTTTCAACTT 

SEQ ID NO: 295 

>giI1496145|gb|AA029889.1|AA029889 zk08e05.sl Soares_pregnant_uterus_NbHPU Homo 
20 sapiens cDNA clone IMAGE:469952 3', mRNA sequence 

TTTTTTTTTCCTGTTTGTCTGATTTTTATTATTTAAAAAAATGGAAAAACAAAAGT 



GTGCATGACTTTAGAATGATAG©AATTTATGAACG.A4AGA^VTCGGTCTTCAGACC 



25 GAATCGTCATTTCAAAGGACTTGGTCTTTACTTGGCCTGAATGATCTGCCACTTTT 
AGCATGAGTGGAAGGTAAGGATAGTTAAGAGATCTGGAAGTGTGTGAGGTGAGA 
GGGATACGGAGTTTGCAGTGAAAATGTAGAAGGTGGGTGGTGAGATCGGACTTAG 
CATCCAGCGGCGGCCTCGGTGCC 

30 SEQ ID NO: 296 

>gi|307127|gb|L08096.1|HUMLIGAND Human GD27 ligand mRNA, complete cds 
CCAGAGAGGGGCAGGCTTGTCCCCTGACAGGTTGAAGCAAGTAGACGCCCAGGA 
GGGGGGGGAGGGGGCTGCAGTTTGGTTGGTTGGTTGTCGGCAGCGGTCGGCGGCG 
CGATGGGGGGTGCTGCGCTAGCGGAGGTGATGGGCGGGGGGATGGGGGAGGAGG 

35 GTTCGGGCTGCTCGGTGCGGCGCAGGCCCTATGGGTGCGTCGTGGGGGCTGCTTT 
GGTGCCATTGGTGGGGGGGTTGGTGATCTGCCTGGTGGTGTGCATCCAGCGCTTC 
GGAGAGGGTGAGGAGCAGGTGGGGGTGGAGTGACTTGGGTGGGACGTAGCTGAG 
GTGGAGGTGAATGAGAGAGGAGGTGAGGAGGAGCCGAGGCTATAGTGGGAGGGG 
GGCCCAGCACTGGGCCGCTCCTTCGTGCATGGACCAGAGCTGGACAAGGGGCAG 

40 CTAGGTATGCATGGTGATGGCATCTACATGGTAGAGATGCAGGTGACGCTGGCGA 
TGTGGTGGTGGAGGACGGGGTCGAGGCAGGACGGCAGGACGGTGGGCGTGGGAAT 
GTGGTGTGGGGGGTGCCGTAGGATGAGCCTGGTGGGTGTGAGGTTGGACGAAGGTT 
GTACCATTGTGTGCCAGCGCCTGACGCCGCTGGGCCGAGGGGACACACTCTGCAC 
CAAGGTGACTGGGAGAGTTTTGGGTTGCGGAAAGACTGATGAGAGGTTGTTTGGA 

45 GTGCAGTGGGTGGGGCCCTGACGAGTGCTGCTGATTAGGGTTTTTTAAATTTTATT 
TTATTTTATTTAAGTTCAAGAGAAAAAGTGTAGAGAGAGGGGGGACCCGGGGTTG 
GGGTGGGAGTGTGGTGGGGGGTAGTTTGTGGCAGGAGAAGAGAAGGCATTGAGC 
TTTTTGTTTGATTTTGCTATTAAAAAATACAAAAATCAAAAGAAAAAAAA 
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SEQ E) NO: 297 

>gi|788599|gb|R32756.1|R32756 yh74b09.sl Scares placenta Nb2HP Heme sapiens cDNA 
clone IMAGE: 135449 3' similar to gb:X66899 RNA-BINDING PROTEIN EWS 
(HUMAN);, niRNA sequence 
5 GAGGAAGACGAGGTGGCCCTGGGGCCCNCTGGACCTTTGATGGAACAGATGGGA 
GGAAGAAGAGGAGGACGTGGAGGACCTGGAAAAATGGATAAAGGCGAGCACCG 
TCAGAGCGCAGAGATCGGCCCTACTAGATGCAGAGACCCCGCAGAGCTGCATTG 
ACTACCAGATTTATTTTTTAAACCAGAAAATGTTTTAAATTTATTAATTCCATATT 
TATAATGTTGGCCACAACATTATTGATTATTCCTTGTCTGTACTTTAGTATTTTTC 
1 0 ACCATTTGTGAAGGAAACATTAAAACAAGTTTAAATGGGTNAAAAAAAAAACCT 
CGTGCCCGATTCTTNGGCCTTCGAGGGCCAATTTCCCTNTTGGTGAGTCCTATTTN 
AAT 

SEQ ID NO: 298 

15 >556963H1 

CTTTCACACAAAGAAAAAGTTGTCTGTGTGCGCAAATCCAAAACAGACTTGGGT 
GAAATATATTGTGCGTCTCCTCAGTAAAAAAGTCAAGAACATGTAAAAACTGTG 
GCTTTTCTGGAATGGAATTGGACATAGCCCAAGAACAGAAAGAACCTTGCTGGG 
GTTGGAGGTTTCACTTGCACATCATGGAGGGTTTAGTGCTTATCTAATTTGTG 

20 

SEQ ID NO: 299 

>gijl79413lgb|M37722.i;lHUMBFGFS Human shorter form basic fibroblast growth factor 
(bFGF) receptor rnRNA,;coinpletecds , - ■ i 

CGGGCCGCGGAGCTCTTGCGAGCCCGCCAGGACGCGAACAGAGCCCGGGGGCGG. = 

25 CGGGCCGGAGCCGGGGACGCGGGCACACGCCCGCTCGCACAAGCCACGGCGGA 
CTCTCCCGAGGCGGAACCTCCACGCCGAGCGAGGGTCAGTTTGAAAAGGAGGAT 
CGAGCTCACTGTGGAGTATCCATGGAGATGTGGAGCCTTGTCACCAACCTCTAAC 
TGCAGAACTGGGATGTGGAGCTGGAAGTGCCTCCTCTTCTGGGCTGTGCTGGTCA 
CAGCAACACTCTGCACCGCTAGGCCGTCCCCGACCTTGCCTGAACAAGATGCTCT 

30 CCCCTCCTCGGAGGATGATGATGATGATGATGACTCCTCTTCAGAGGAGAAAGA 
AACAGATAACACCAAACCAAACCCCGTAGCTCCATATTGGACATCCCCAGAAAA 
GATGGAAAAGAAATTGCATGCAGTGCCGGCTGCCAAGACAGTGAAGTTCAAATG 
CCCTTCCAGTGGGACCCCAAACCCCACACTGCGCTGGTTGAAAAATGGCAAAGA 
ATTCAAACCTGACCACAGAATTGGAGGCTACAAGGTCCGTTATGCCACCTGGAG 

35 CATCATAATGGACTCTGTGGTGCCCTCTGACAAGGGCAACTACACCTGCATTGTG 
GAGAATGAGTACGGCAGCATCAACCACACATACCAGCTGGATGTCGTGGAGCGG 
TCCCCTCACCGGCCCATCCTGCAAGCAGGGTTGCCCGCCAACAAAACAGTGGCCC 
TGGGTAGCAACGTGGAGTTCATGTGTAAGGTGTACAGTGACCCGCAGCCGCACA 
TCCAGTGGCTAAAGCACATCGAGGTGAATGGGAGCAAGATTGGCCCAGACAACC 

40 TGCCTTATGTCCAGATCTTGAAGACTGCTGGAGTTAATACCACCGACAAAGAGAT 
GGAGGTGCTTCACTTAAGAAATGTCTCCTTTGAGGACGCAGGGGAGTATACGTGC 
TTGGCGGGTAACTCTATCGGACTCTCCCATCACTCTGCATGGTTGACCGTTCTGG 
AAGCCCTGGAAGAGAGGCCGGCAGTGATGACCTCGCCCCTGTACCTGGAGATCA 
TCATCTATTGCACAGGGGCCTTCCTCATCTCCTGCATGGTGGGGTCGGTCATCGTC 

45 TACAAGATGAAGAGTGGTACCAAGAAGAGTGACTTCCACAGCCAGATGGCTGTG 
CACAAGCTGGCCAAGAGCATCCCTCTGCGCAGACAGGTAACAGTGTCTGCTGAC 
TCCAGTGCATCCATGAACTCTGGGGTTCTTCTGGTTCGGCCATCACGGCTCTCCTC 
CAGTGGGACTCCCATGCTAGCAGGGGTCTCTGAGTATGAGCTTCCCGAAGACCTT 
CGCTGGGAGCTGCCTCGGGACAGACTGGTCTTAGGCAAACCCCTGGGAGAGGGC 
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TGCTTTGGGCAGGTGGTGTTGGCAGAGGCTATCGGGCTGGACAAGGACAAACCC 
AACCGTGTGACCAAAGTGGCTGTGAAGATGTTGAAGTCGGACGCAACAGAGAAA 
GACTTGTCAGACCTGATCTCAGAAATGGAGATGATGAAGATGATCGGGAAGCAT 
AAGAATATCATCAACCTGCTGGGGGCCTGCACGCAGGATGGTCCCTTGTATGTCA 
5 TCGTGGAGTATGCCTCCAAGGGCAACCTGCGGGAGTACCTGCAGGCCCGGAGGC 
CCCCAGGGCTGGAATACTGCTACAACCCCAGCCACAACCCAGAGGAGCAGCTCT 
CCTCCAAGGACCTGGTGTCCTGCGCCTACCAGGTGGCCCGAGGCATGGAGTATCT 
GGCCTCCAAGAAGTGCATACACCGAGACCTGGCAGCCAGGAATGTCCTGGTGAC 
AGAGGACAATGTGATGAAGATAGCAGACTTTGGCCTCGCACGGGACATTCACCA 

10 CATCGACTACTATAAAAAGACAACCAACGGCCGACTGCCTGTGAAGTGGATGGC 
ACCCGAGGCATTATTTGACCGGATCTACACCCACCAGAGTGATGTGTGGTCTTTC 
GGGGTGCTCCTGTGGGAGATCTTCACTCTGGGCGGCTCCCCATACCCCGGTGTGC 
CTGTGGAGGAACTTTTCAAGCTGCTGAAGGAGGGTCACCGCATGGACAAGCCCA 
GTAACTGCACCAACGAGCTGTACATGATGATGCGGGACTGCTGGCATGCAGTGC 

1 5 CCTC ACAGAGACCCACCTTC AAGC AGCTGGTGGAAGACCTGGACCGCATCGTGG 
CCTTGACCTCCAACCAGGAGTACCTGGACCTGTCCATGCCCCTGGACCAGTACTC 
CCCCAGCTTTCCCGACACCCGGAGCTCTACGTGCTCCTCAGGGGAGGATTCCGTC 
TTCTCTCATGAGCCGCTGCCCGAGGAGCCCTGCCTGCCCCGACACCCAGCCCAGC 
TTGCCAATGGCGGACTCAAACGCCGCTGACTGCCACCCACACGCCCTCCCCAGAC 

20 TCCACCGTCAGCTGTAACCCTCACCCACAGCCCCTGCTGGGCCCACCACCTGTCC 
GTCCCTGTCCCCTTTCCTGCTGGCAGGAGCCGGCTGCCTACCAGGGGCCTTCCTG 
TGTGGCGTGeCTTCAGCGCAGTCAGGTCACCTGTGCCTCCACCTCCTCTCCACCXG ^ 
GTGGTGAGAGGTGGAAAGAGGCAGATCTTTGCTGGCAGCCAGTTGATGCGCTGGA- . 
■■■■ : GATGTTGGACGAACACCCCTGCCTGGGAGCAGGCATCTGCCGGATGGGCAGAGT . 

25. GGAGCAATGAAGAGGGATGGAAGTGAGAGGTTCCTGAGCTTTCTCCTGTCGGTTT 
GGTCTGTTTTGGGTTCACGCATAAGCGGGTGGCACTGTGGTGGGAGGTGCTTGTGG 
TCAGGGGTAGAGCAGTAGGGAGGTGAGTGCTTGGTGGCTGGATTGAAGGTGAGCT 
CTGCCCCAGATAGGTGGTGCCAGTGGCTTATTAATTCCGATACTAGTTTGCTTTGG 
TGACCAAATGGCTGGTAGCAGAGGATGGTGAGGCGAAGGCCAGGTTGGGGGGAG 

30 TGTTGTGCCGTGGCCCAGCCAAACTGGGGGCTCTGTGGGGGGTCTGTATATAGCT 
ATGAAGAAAAGACAAAGTGTATAAATGTGAGTATATATTTACATGTCTTTTTAAA 
AGGGTCGTTACCAGAGATTTACCCATCGGGTAAGATGCTCCTGGTGGCTGGGAG 
GGATCAGTTGGTATATATTAAAAAGAAAAAAGAAAAAAAAGGAAAATGTTTTTA 
AAAAGGTCATATATTTTTTGGTACTTTTGGTGTTTTATTTTTTTAAATTATGTTCTA 

35 AACCTATTTTCAGTTTAGGTCCCTCAATAAAAATTGCTGCTGCTTAAAAACC 

SEQ JD NO: 300 

>gi|2161764|gbiAA448094.1|AA448094 zw82c03.rl Soares_testis_NHT Homo sapiens 
cDNA clone IMAGE:782692 5', niRNA sequence 

40 CGGTTGTGGGGCGCAGGAAGTGGGGAAGAGTAGGTTGTGGGTACTTAGGACTTG 
ATCCTGTGGTTGGCCACTGGCATGCTGCTGGCGAGCTGTAGCCGTCCCAGGGACC 
TACCCGTGCGAGGGACGGACCGGTGGCCCAAGGTCCGCTTGCTGGCGGGGGGTGC 
GTGGGCCCTGCACTTGCTGAGGTTCCCCATCATGGGCAAGGAAGGGAATTGCCAC 
AGCCCTGCAGTGTAGTGAGGGTACTGGGGTAGGGATGTGGAATTGCCTACCCTGA 

45 CTCCTTCGGGAAAGGCAGGGAAAAGAGGTGTCAATTTTTTATTTTTAATTTTTGTT 
TGAAATA 
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SEQ ID NO: 301 

>gi|2219002|gb|AA489400.1|AA489400 ab41a09.rl Stratagene HeLa cell s3 937216 Homo 
sapiens cDNA clone IMAGE:843352 5' similar to SW:PRCF_HUMAN P40306 
PROTEASOME COMPONENT MECL-1 PRECURSOR mRNA sequence 
5 CAAAGGTCCGGAAAACTGGCACGACCATCGCTGGGGTGGTCTATAAGGATGGCA 
TAGTTCTTGGAGCAGATACAAGAGCAACTGAAGGGATGGTTGTTGCTGACAAGA 
ACTGTTCAAAAATACACTTCATATCTCCTAATATTTATTGTTGTGGTGCTGGGACA 
GCTGCAGACACAGACATGACAACCCAGCTCATTTCTTCCAACCTGGAGCTCCACT 
CCCTCTCCACTGGCCGTCTTCCCAGAGTTGTGACAGCCAATCGGATGCTGAAGCA 
1 0 GATGCTTTTCAGGTATCAAGGTTACATTGGTGCAGCCCTAGTTTTAGGGGGAGTA 
GATGTTACTGGACCTCACCTCTACAGCATCTATCCTCATGGATCAACTGATAAGT 
TGCCTTATGTCACCATGGGTTCTGGCTCCTTGGCAGCAATGGCTGTATTTGAAGA 
TAAG 

15 SEQ ID NO: 302 
>gl751443 

TGAGGGCACATGTTTATTTAGCAGACAAGGTGGGGCTCCATCAGCGGGGTGGCC 
TGGGGAGCAGCTGCATGGGTGGCACTGTGGGGAGGGTCTCCCAGCTCCCTCAAT 
GGTGTTCGGGCTGGTGCGGCANTGGCGGCACCTGTNACTCAGCCGTCGATACACT 
20 GGTCGATTGGGACAGGGAAGACGATGTGGTTTTC 

■ ■ ■^SEQ;ID:ND;-303. . : ^ ■ ■."'^^ ••- ^ ■„:•,.•- • • . 'x- : -.r . .-^ 

: . ^ - GAGAGGGAGCAGCTTGCTCAGCGGACAAGGATGCTGGGCGTGAGGGACGAAGG 
' •>:25 CCTGCCCTGCACTCGGGCCTCCTCCAGCCAGTGCTGACCAGGGACTTCTGACCTG 
CTGGCCAGCCAGGACCTGTGTGGGGAGGCCCTCCTGCTGCCTTGGGGTGACAATC 
TCAGCTCCAGGCTACAGGGAGACCGGGAGGATCACAGTGCCAGCATGGATCCTG 
ACAGTGATCAACCTCTGAACAG 

30 SEQ ID NO: 304 

>gi|2261974|gb|AA521431.1|AA521431 aa69bll.sl NCI_CGAP_GCB1 Homo sapiens 
cDNA clone IMAGE:826173 3' similar to gb:J03191 PROFBLIN I (HUMAN);, mRNA 
sequence 

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTTAGTAG 
35 AATCTTTTTTATTCAGAAAAAAAAAACCCCAAAAAACAAAAGTTTTCCAACCACA 
CACGGGAGGGATATGGGTAGGGGGAGGTGTCTGTCCATCCAGCCCTGGCCCCCA 
GCCCATGTGGTTTTGGCAGCAATAAGGGGTATGGGGTAATGGCCCAAAAAATAA 
AATGGTTTGTGTGTGTATGGGGAGGAAAGGGGTGCAAAGCTGTGGGGAGGGGTG 
AAGGGGAAGGGACAGACGAGGTCAGTACTGGGAACGCCGAAGTGTGGAGGCCA 
40 TTTCATAACATTTCTTGTTGATCAAACCACCGTGGAAACCTTCTTTGCCCATCAGC 
AGGACTAGCGTCTTGTCAGTCTTGGTGACAGTGACATTTAAGGTTGGGGCCCCAC 
CGGTGCTCTTGGTACGAAGATCCATGCAAATTTCCCTCGTTAGGAAGTGAGTCCG 
GGTCACTGTTTATTTTTTGGCTCTATTTTTTTTTTGGGCGGTTTTTTTTGTTTGGGTT 
TTTTTTTTCGGGGGGGGGTTCTTTTTTGTAT 

45 

SEQ ID NO: 305 

>gi|1856267|gb|AA233079.1[AA233079zr69fll.rl Soares_MiHMPu_Sl Homo sapiens 
cDNA clone IMAGE:668685 5' similar to gb:M59316_mal INSULIN-LIKE GROWTH 
FACTOR BINDING PROTEIN 1 PRECURSOR (HUMAN);, mRNA sequence 
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TGTTCTGTCACGTGAAATATTTAAGTATATAGTATATTTATACTCTAGAACATGCA 
CATTTATATATATATGTATATGTATATATATATAGTAACTACTTTTTATACTCCAT 
ACATAACTTGATATAGAAAGCTGTTTATTTATTAACTGTAAGTTTATTTTTTCTAC 
ACAGTAAAAACTTGTACTATGTTAATAACTTGTCCTATGTCAATTTGTATATCATG 
5 AAACACTTCTCATCATAATGGAAGGAAGGTAATTGCATTCCTGCTCTTCCAAAGC 
TCCTGCGTCTGTTTTTAAAGAGCATGGAAAAATACTGCCTAGAAAATGCAAAATG 
AAATAAGAGAGAGTAGTTTTTCAGCTAGTTTGAAGGAGGACGGTTAACTTGTATA 
TTCCACCATTCACATTTGATGTACATGTGTAGGGAAAGTAAAAGTGTTGATACAT 
AATCAAGCTACCGTGGTGATGTTGCCACTGTTAAATGTACCTGGATATGTTGTTA 
10 ACACGTGTCTATAATGGAA 

SEQ ID NO: 306 

>gi|188627|gb|M26383.1|HUMMONAP Human monocyte-derived neutrophil-activating 
protein (MONAP) naRNA, complete cds 

1 5 AGC AGAGCACAC AAGCTTCTAGGACAAGAGCCAGGAAGAAACCACCGGAAGGA 
ACCATCTCACTGTGTGTAAACATGACTTCCAAGCTGGCCGTGGCTCTCTTGGCAG 
CCTTCCTGATTTCTGCAGCTCTGTGTGAAGGTGCAGTTTTGCCAAGGAGTGCTAA 
AGAACTTAGATGTCAGTGCATAAAGACATACTCCAAACCTTTCCACCCCAAATTT 
ATCAAAGAACTGAGAGTGATTGAGAGTGGACCACACTGCGCCAACACAGAAATT 

20 ATTGTAAAGCTTTCTGATGGAAGAGAGCTCTGTCTGGACCCCAAGGAAAACTGG 
GTGCAGAGGGTTGTGGAGAAGTTTTTGAAGAGGGCTGAGAATTCATAAAAAAAT 
. T.GATTCTCTGTGGTATCCAAGAATCAGTGAAGATGCCAGTGAAACTTCAAGCAAA 
V TGJEACTTCAACAGTTCATGTATTGTGTGGGTCTGTTGTAGGGTTGGCAGATGGAAT 
AGAAGATTGCTGGTTAAATTTGAATTTCAGTAAACAATGAATAG5E.TTTTCATTGT 

25 ACCATGAAATATCCAGAACATACTTATATGTAAAGTATTATTTATTTGAATCTAC 
AAAAAACAACAAATAATTTTTAAATATAAGGATTTTCCTAGATATTGCACGGGAG 
AATATACAAATAGCAAAATTGAGCCAAGGGCCAAGAGAATATCCGAACTTTAAT 
TTCAGGAATTGAATGGGTTTGCTAGAATGTGATATTTGAAGCATCACATAAAAAT 
GATGGGACAATAAATTTTGCCATAAAGTCAAATTTAGCTGGAAATCCTGGATTTT 

30 TTTCTGTTAAATCTGGCAACCCTAGTCTGCTAGCCAGGATCCACAAGTCCTTGTTC 
CACTGTGCCTTGGTTTCTCCTTTATTTCTAAGTGGAAAAAGTATTAGCCACCATCT 
TACCTCACAGTGATGTTGTGAGGACATGTGGAAGCACTTTAAGTTTTTTCATCAT 
AACATAAATTATTTTCAAGTGTAACTTATTAACCTATTTATTATTTATGTATTTAT 
TTAAGCATCAAATATTTGTGCAAGAATTTGGAAAAATAGAAGATGAATCATTGAT 

35 TGAATAGTTATAAAGATGTTATAGTAAATTTATTTTATTTTAGATATTAAATGATG 
TTTTATTAGATAAATTTCAATCAGGGTTTTTAGATTAAACAAAGAAACAATTGGG 
TACCCAGTTAAATTTTCATTTCAGATAAACAACAAATAATTTTTTAGTATAAGTA 
CATTATTGTTTATCTGAAAGTTTTAATTGAACTAACAATCCTAGTTTGATACTCCC 
AGTCTTGTCATTGCCAGCTGTGTTGGTAGTGCTGTGTTGAATTACGGAATAATGA 

40 GTTAGAACTATTAAAACAGCCAAAACTCCACAGTCAATATTAGTAATTTCTTGCT 
GGTTGAAACTTGTTTATTATGTACAAATAGATTCTTATAATATTATTTAAATGACT 
GCATTTTTAAATACAAGGCTTTATATTTTTAACTTTAAGATGTTTTTATGTGCTCT 
CCAAATTTTTTTTACTGTTTCTGATTGTATGGAAATATAAAAGTAAATATGAAAC 
ATTTAAAATATAATTTGTTGTCAAAGTAAAAAAAAAAAAAAA 

45 

SEQ ID NO: 307 
>3530687H1 

AGATCATTTACACAATGCTGGCCTCCTTGATGAATAAAGATGGGGTTCTCATATC 
CGAGGGCCAAGGCTTCATGACAAGGGAGTTTCTAAAGAGCCTGCGAAAGCCTTT 
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TGGTGACTTTATGGAGCCCAAGTTTGAGTTTGCTGTGAAGTTCAATGCACTGGAA 
TTAGATGACAGCGACTTGGCAATATTTATTGCTGTCATTATTCTCAGTGGAGACC 
GCCCAGGTTTGCTGAATGTGAAGCCCATTGAAGACATTCAAGACAACCTGCTACA 
AGCCCTGGAGCTCCAGCTGAAG 

5 

SEQ ro NO: 308 

>gi|1164660|gb|N41062.1|N41062 yy53h05.sl Soares_multiple_sclerosis_2]SlbHMSP Homo 
sapiens cDNA clone IMAGE:277305 3' similar to gb:X06820 TRANSFORMING PROTEIN 
RHOB (HUMAN);, mRNA sequence 

1 0 GCGACCGCTCTCCTACCCGGACACCGACGTCATTCTCATGTGCTTCTCGGTGGAC 
AGCCCGGACTCGCTGGAGAACATCCCCGAGAAGTGGGTCCCCGAGGTGAAGCAC 
TTCTGTCCCAATGTGCCCATCATCCTGGTGGCCAACAANAAAGACCTGCGCAGGA 
CGAGCATGTCCGCACAGAGCTGGCCCGCATGAAGCAGGAACCCGTGCGCACGGA 
TGACGGCCGCGCATGGCCGTGCGCATCCAAGCCTACGACTACCTCGAGTGCTCTG 

1 5 CCAAGACCAAGGAAGGCGTGCGCGAGGTCTTCGAGACGGCCACGCGCGCCGNNT 
GCAAGAAAGCGTTACGGCTCCCAGAACGGCTGCATCAACTGCTGCAAGGTGCTA 
TGAGGGCCGCGC 



SEQ ID NO: 309 

20 >gi|2078854|gb|AA41 9108. 1 |AA419108 zv34a06.rl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:755506 5' similar to gb:M82809 ANNEXIN IV (HUMAN);, 
•.; ■ '• :mRNA sequence - • ;' i- . ■. . , . ^ . .. : N • . ■ 

.. r : ' ■■: • •■ GGGTCTCGTGGGGAGAGGAACAACCAGGAACTTGGGGTCAGTCTCCACCCGACA 
■ • • I : • GTGGGGGGGATGCGTCCCGGATAAGAGCCGCTGTCTGGCCGTGAGTAGGGTGTG 
• ' 25 ACCTCCGCAGCCGCAGAGGAGGAGCGCAGCCGGCCTCGAAGAACTTCTGCTTGG 
GTGGCTGAACTCTGATCTTGACCTAGAGCATGGCATGCAACCAAAGGAGGTACT 
GTCAAAGCTGCTTCAGGATTCAATGCCATGGAAGATGCCCAGACCCTGAGGAAG 
GCCATGAAAGGGCTCGGCACCGATGAAGACGCCATTATTAGCGTCCTTGCCTACC 
GCAACACCGCCCAGCGCCAGGAGATCAGGACAGCCTACAAGAGCACCATCGGCA 
30 GGGACTTGATAGACGACCTGAAGTCAGAACTGAGTGGCACTTCGAGCAGGTGAT 
TGTGGGGATGATGACGCCCACGTGCTGTATGACGTGCAAGAGCTGCGAAGGGCC 
ATGAAGGGAGCCGGACTGATGAGGGCTGCTAATTGAGATCTTGGCTTCCGGACC 
CTTAGGAGATCGGCGCATA 



35 SEQ ID NO: 310 

>gi|183622|gb|J03561.1|HUMGRO Human gro (growth regulated) gene 
CTCGCCAGCTCTTCCGCTCCTCTCACAGCCGCCAGACCCGCCTGCTGAGCCCCAT 
GGCCCGCGCTGCTCTCTCCGCCGCCCCCAGCAATCCCCGGCTCCTGCGAGTGGCA 
CTGCTGCTCCTGCTCCTGGTAGCCGCTGGCCGGCGCGCAGCAGGAGCGTCCGTGG 

40 CCACTGAACTGCGCTGCCAGTGCTTGCAGACCCTGCAGGGAATTCACCCCAAGA 
ACATCCAAAGTGTGAACGTGAAGTCCCCCGGACCCCACTGCGCCCAAACCGAAG 
TCATAGCCACACTCAAGAATGGGCGGAAAGCTTGCCTCAATCCTGCATCCCCCAT 
AGTTAAGAAAATCATCGAAAAGATGCTGAACAGTGACAAATCCAACTGACCAGA 
AGGGAGGAGGAAGCTCACTGGTGGCTGTTCCTGAAGGAGGCCCTGCCCTTATAG 

45 GAACAGAAGAGGAAAGAGAGACACAGCTGCAGAGGCCACCTGGATTGTGCCTA 
ATGTGTTTGAGCATCGCTTAGGAGAAGTCTTCTATTTATTTATTTATTCATTAGTT 
TTGAAGATTCTATGTTAATATTTTAGGTGTAAAATAATTAAGGGTATGATTAACT 
CTACCTGCACACTGTCCTATTATATTCATTCTTTTTGAAATGTCAACCCCAAGTTA 
GTTCAATCTGGATTCATATTTAATTTGAAGGTAGAATGTTTTCAAATGTTCTCCAG 
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TCATTATGTTAATATTTCTGAGGAGCCTGCAACATGCCAGCCACTGTGATAGAGG 
CTGGCGGATCCAAGCAAATGGCCAATGAGATCATTGTGAAGGCAGGGGAATGTA 
TGTGCACATCTGTTTTGTAACTGTTTAGATGAATGTCAGTTGTTATTTATTGAAAT 
GATTTCACAGTGTGTGGTCAACATTTCTCATGTTGAAACTTTAAGAACTAAAATG 
5 TTCTAAATATCCCTTGGACATTTTATGTCTTTCTTGTAAGGCATACTGCCTTGTTT 
AATGGTAGTTTTACAGTGTTTCTGGCTTAGAACAAAGGGGCTTAATTATTGATGT 
TTTCGGA 

SEQIDNO: 311 

10 >gi|4162921gb|M34064.11HUMNCADH Human N-cadherin mRNA, complete cds 

GACTGGGTCATCCCTCCAATCAACTTGCCAGAAAACTCCAGGGGACCTTTTCCTC 
AAGAGCTTGTCAGGATCAGGTCTGATAGAGATAAAAACCTTTCACTGCGGTACA 
GTGTAACTGGGCCAGGAGCTGACCAGCCTCCAACTGGTATCTTCATTCTCAACCC 
CATCTCGGGTCAGCTGTCGGTGACAAAGCCCCTGGATCGCGAGCAGATAGCCCG 

15 GTTTCATTTGAGGGCACATGCAGTAGATATTAATGGAAATCAAGTGGAGAACCC 
CATTGACATTGTCATCAATGTTATTGACATGAATGACAACAGACCTGAGTTCTTA 
CACCAGGTTTGGAATGGGACAGTTCCTGAGGGATCAAAGCCTGGAACATATGTG 
ATGACCGTAACAGCAATTGATGCTGACGATCCCAATGCCCTCAATGGGATGTTGA 
GGTACAGAATCGTGTCTCAGGCTCCAAGCACCCCTTCACCCAACATGTTTACAAT 

20 CAACAATGAGACTGGTGACATCATCACAGTGGCAGCTGGACTTGATCGAGAAAA 
AGTGCAACAGTATACGTTAATAATTCAAGCTACAGACATGGAAGGCAATCCCAC 
. ATATGGCCTTTGAAACACAGCCACGGCCGTCATGACAGTGACAGATGTCAATGA" 
. AATCGTCCAGAGTTTACTGCCATGACGTTTTATGGTGAAGTTCCTGAGAAGAGGG 
TAGACATGATAGTAGCTAATCTAACTGTGACCGATAAGGATCAACCGCATAGAC( 

25 AGCCTGGAAGGCAGTGTACAGAATCAGTGGCGGAGATCCTAGTGGACGGTTCGC 
GATGCAGACGGAGGGAAAGAGGAAGGAGGGGTTAGTGAGGGTGGTCAAAGGAAl 
GGACTTTGAAACAAATAGGATGTTTGTGGTTAGTGTTGGTGGAGAAAATGAAGTC 
GCATTAGCCAAGGGAATTCAGGAGCCGCCTCAGTGAAGTGCAAGGGTGTCTGTTA 
GAGTTATTGACGTAAATGAAAAGGCTTATTTTGGGCGGAATGCTAAGATCATTGG 

30 GGAAGAAGAAGGGGTTGATGGGGGTAGGATGTTGACAACATTGAGTGGTGAGGA 
GGGAGATCGATATATGGAGCAAAATATTAGATACACTAAATTATCTGATGCTGGG 
AATTGGGTAAAAATAGATCCTGTGAATGGACAAATAACTACAATTGCTGTTTTGG 
AGGGAGAATGAGGAAATGTGAAAAAGAATATATATAATGGTAGTTTGGTTGCTTG 
TGACAATGGAATTGGTGGTATGAGTGGAACAGGAACGGTGGAGATGTATTTAGTT 

35 GATATTAATGACAATGCGCCTGAAGTGTTACCTCAAGAGGCAGAGACTTGCGAA 
AGTGGAGACGGCAATTGAATTAATATTACAGGAGTTGATTATGAGATTGATGCAA 
ATGGTGGACCATTTGGTTTTGATCTTGGTTTATGTCGAGTGAGTATTAAGAGAAAT 
TGGAGGATCAGTGGGGTTAATGGTGATTTTGGTGAGCTTAATTTAAAGATAAAAT 
TTCTTGAAGCTGGTATCTATGAAGTTCCCATCATAATCACAGATTCGGGTAATCC 

40 TGCGAAATCAAATATTTGGATGGTGGGGGTGAAGGTTTGGGAGTGTGAGTGCAAG 
GGGGAGTGCAGAGATGTGGAGAGGATTGTGGGTGGGGGGCTTGGGAGGGGTGGG 
ATGATTGGCATGGTGCTGTGGATGATGATGGTGGTTATGGTTGTGGTGATGTTTGT 
GGTATGGATGAAACGCCGGGATAAAGAACGCCAGGCCAAAGAACTTTTAATTGA 
TGGAGAAGATGATGTAAGAGATAATATTTTAAAATATGATGAAGAAGGTGGAGG 

45 AGAAGAAGAGGAGGAGTATGACTTGAGCGAGGTGGAGGAGGGTGACACTGTGGA 
GCCTGATGCCATGAAGCCTGTGGGAATCCGACGAATGGATGAAAGAGCCATCCA 
GGGGGAGCCGGAGTATGGGGTGGGATGTGGAGGGGGAGAGCCTGGAGAGATTGGG 
GAGTTGATTAATGAGGGGGTTAAAGGGGGTGAGAATGAGGGGAGAGGTGGACGAT 
ATGACTCGCTGTTAGTGTTTGAGTATGAAGGGAGTGGGTGGAGTGGTGGGTGGTT 
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GAGCTCCCTTAATTCCTCAAGTAGTGGTGGTGAGCAGGACTATGATTACCTGAAC 
GACTGGGGGCCACGGTTCAAGAAACTTGCTGACATGTATGGTGGAGGTGATGAC 
TGAACTTCAGGGTGAACTTGGTTTTTGGACAAGTACAAACAATTTCAACTGATAT 
TCCCAAAAAGCATTCAGAAGCTAGGCTTTAACTTTGTAGTCTACTAGCACAGTGC 
5 CTGCTGGAGGCTTTGGCATAGGCTGCAAACCAATTTGGGCTCAGAGGGAATATC 
AGTGATCCATACTGTTTGGAAAAACACTGAGCTCAGTTACACTTGAATTTTACAG 
TACAGAAGCACTGGGATTTTATGTGCCTTTTTGTACCTTTTTCAGATTGGAATTAG 
TTTTCTGTTTAAGGCTTTAATGGTACTGATTTCTGAAACGATAAGTAAAAGACAA 
AATATTTTGTGGTGGGAGCAGTAAGTTAAACCATGATATGCTTCAACACGCTTTT 

10 GTTACATTGCATTTGCTTTTATTAAAATACAAAATTAAACAAACAAAAAAACTCA 
TGGAGCGATTTTATTATCTTGGGGGATGAGACCATGAGATTGGAAAATGTACATT 
ACTTCTAGTTTTAGACTTTAGTTTGTTTTTTTTTTTTTTCACTAAAATCTTAAAACT 
TACTCAGCTGGTTGCAAATAAAGGGAGTTTTCATATCACCAATTTGTAGCAAAAT 
TGAATTTTTTCATAAACTAGAATGTTAGACACATTTTGGTCTTAATCCATGTACAC 

15 CTTTTTATTTCTGTATTTTTCCACTTCACTGTAAAAATAGTATGTGTACATAATGTT 

TTATTGGCATACGTCTATGGAGAAGTGCAGAAACTTCAGAACATGTGTATGTATT 

ATTTGGACTATGGATTCAGGTTTTTTGCATGTTTATATCTTTCGTTATGGATAAAG 

TATTTACAAAACAGTGACATTTGATTCAATTGTTGAGCTGTAGTTAGAATACTCA 
^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 

20 AAAAGTTCTTAGCACAAATGTTTTACATAATTTGTACCAAAAAAAAAAAAAAAG 
GAAAGGAAAGAAAGGGGTGGCCTGACACTGGTGGCACTACTAAGTGTGTGTTTT 

. ■ . T.TT/iAAAAAAAAATGGAAAAAAAAAAGGCTJ"TAAACTGGAGAGACT;T.CTGACAA 
. GAGCTTTGGCTCTGTATTGTGTACGAGAATATAAATGATACACCTCTGACCCCAG 
GGTTGTGAATAAAATGCTAATTTTGGATAAGAAAAAAAGGGGAATTC 

25 i ■■ --r' i 

SEQIDNO: 312 
>1334463H1 

CACACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAAGAAATCCAGAAAT 
TGGCAGAGCAGTTTGTCCTCCTCAATCTGGTTTATGAAACAACTGACAAACACCT 
30 TTCTCCTGATGGCCAGTATGTCCCCAGGATTATGTTTGTTGACCCATCTCTGACAG 
TTAGAGCCGATATCACTGGAAGATATTCAAACCGTCTCTATGCTTACGAACCTGC 
AGATACAGCTC 

SEQIDNO: 313 

35 >gi|2216301|gb|AA486085.1|AA486085 abl4cll.sl Stratagene lung (#937210) Homo 
sapiens cDNA clone IMAGE:840788 3' similar to gb:S54005 THYMOSIN BETA-10 
(HUMAN);, mRNA sequence 

GGTGTGTTTTATTTTCATTATTCATACAAATAATTTTCTATAATATCCCGGGGCAA 
ACCGGAGAATTTGGCAGTCCGATTGGGGGG 

40 

SEQIDNO: 314 

>gi|292418lgb|M64749.1|HUMRDClA Human homologue of the canine orphan receptor 
(RDCl)mRNA,5'end 

ATGGATCTGCACCTCTTCGACTACGCCGAGCCAGGCAACTTCTCGGACATCAGCT 
45 GGCCATGCAACAGCAGCGACTGCATCGTGGTGGACACGGTGATGTGTCCCAACA 
TGCCCAACAAAAGCGTCCTGCTCTACACGCTCTCCTTCATTTACATTTTCATCTTC 
GTCATCGGCATGATTGCCAACTCCGTGGTGGTCTGGGTGAATATCCAGGCCAAGA 
CCACAGGCTATGACACGCACTGCTACATCTTGAACCTGGCCATTGCCGACCTGTG 
GGTTGTCCTCACCATCCCAGTCTGGGTGGTCAGTCTCGTGCAGCACAACCAGTGG 
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CCCATGGGCGAGCTCACGTGCAAAGTCACACACCTCATCTTCTCCATCAACCTCT 
TCAGCGGCATTTTCTTCCTCACGTGCATGAGCGTGGACCGCTACCTCTCCATCACC 
TACTTCACCAACACCCCCAGCAGCAGGAAGAAGATGGTACGCCGTGTCGTCTGC 
ATCCTGGTGTGGCTGCTGGCCTTCTGCGTGTCTCTGCCTGACACCTACTACCTGAA 
5 GACCGTCACGTCTGCGTCCAACAATGAGACCTACTGCCGGTCCTTCTACCCCGAG 
CACAGCATCAAGGAGTGGCTGATCGGCATGGAGCTGGTCTCCGTTGTCTTGGGCT 
TTGCCGTTCCCTTCTCCATTATCGCTGTCTTCTACTTCCTGCTGGCCAGAGCCATC 
TCGGCGTCCAGTGACCAGGAGAAGCACAGCAGCCGGAAGATCATCTTCTCCTAC 
GTGGTGGTCTTCCTTGTCTGCTGGCTGCCCTACCACGTGGCGGTGCTGCTGGACA 
1 0 TCTTCTCCATCCTGCACTACATCCCTTTCACCTGCCGGCTGGAGCACGCCCTCTTC 
ACGGCCCTGCATGTCACACAGTGCCTGTCGCTGGTGCACTGCTGCGTCAACCCTG 
TCCTCTACAGCTTCATCAATCGCAACTACAGGTACGAGCTGATGAAGGCCTTCAT 
CTTCAAGTACTCGGCCAAAACAGGGCTCACCAAGCTCATCGATGCCTCCAGAGTG 
TCGGAGACGGAGTACTCCGCCTTGGAGCAAAACGCCAAG 

15 

SEQIDNO:315 

>gi|183866|gb|M60278.1|HUMHBEGF Human heparin-bindmg EGF-like growth factor 
mRNA, complete cds 

GCTACGCGGGCCACGCTGCTGGCTGGCCTGACCTAGGCGCGCGGGGTCGGGCGG 

20 CCGCGCGGGCGGGCTGAGTGAGCAAGACAAGACACTCAAGAAGAGCGAGCTGC 
GCCTGGGTCCCGGCCAGGCTTGCACGCAGAGGCGGGCGGCAGACGGTGCCCGGC 

. : . GGAATCTCCTGAGCTCGGGCGCCCAGCTGTGGTGGCAGGGCCCAGTGGCCGCCGC 
TTGGAAAGTGACTGGTGGCTGGGGGCeTGGTCTGGGTGCGGGACCATGAAGCTGC 
TGCCGTCGGTGGTGGTGAAGCTGTTTGTGGCTGCAGTTGTGTCGGGACTGGTGACT 

25 GGCGAGAGCCTGGAGCGGCTTCGGAGAGGGCTAGCTGCTGGAACCAGCAACCCG 
GACCGTCCGAGTGTATCCAGGGAGCAGGTGGTAGCGGTAGGAGGCGGCCGGGAC 
CGGAAAGTCCGTGACTTGCAAGAGGGAGATCTGGACCTTTTGAGAGTCACTTTAT 
CCTCCAAGCCACAAGCACTGGCCACACCAAACAAGGAGGAGCACGGGAAAAGA 
AAGAAGAAAGGGAAGGGGGTAGGGAAGAAGAGGGACGGATGTGTTCGGAAATA 

30 CAAGGACTTCTGGATCCATGGAGAATGGAAATATGTGAAGGAGGTCCGGGCTCG 
CTCCTGCATGTGCCACGCGGGTTAGCATGGAGAGAGGTGTCATGGGCTGAGGGTG 
CCAGTGGAAAATCGCTTATATACCTATGACCACACAACCATCCTGGCCGTGGTGG 
CTGTGGTGCTGTCATCTGTCTGTCTGCTGGTCATCGTGGGGCTTCTGATGTTTAGG 
TACCATAGGAGAGGAGGTTATGATGTGGAAAATGAAGAGAAAGTGAAGTTGGGC 

35 ATGACTAATTCCCACTGAGAGAGACTTGTGCTCAAGGAATCGGCTGGGGAGTGCT 
ACCTGTGAGAAGACAGAAGGTGATTTCAGACTGGAGAGGGGAAAGACTTCCATC 
TAGTGACAAAGACTGCTTGGTCGGGAGTTGCCGTGTAGGATTGGGGCTGGCATAA 
TTGCTTTGCGAAAATAGCAGAGCCTTCAAGTGCCAAACAGAGTATGTCCGATGGT 
ATCTGGGTAAGAAGAAAGCAAAAGCAAGGGACCTTCATGCCCTTCTGATTCCCCT 

40 CCAGGAAAGCGGAGTTCCCCTCATAAGTTTGTTTAAACACTTATCTTCTGGATTAG 
AATGGGGGTTAAATTGGATATGGTGGAGGATGTTTGAGTGAAAAAAAAAAAGAA 
GAAGAAGAAGGAGAGCAAGAAGGAAAGATTTGTGAACTGGAAGAAAGCAACAA 
AGATTGAGAAGCCATGTACTCAAGTACCACCAAGGGATCTGCCATTGGGACCCT 
CCAGTGCTGGATTTGATGAGTTAAGTGTGAAATAGGACAAGGCTGAGAAGTGAAT 

45 TTTGGGACTTCTACCCAGATGGAAAAATAACAACTATTTTTGTTGTTGTTGTTTGT 
AAATGCCTCTTAAATTATATATTTATTTTATTCTATGTATGTTAATTTATTTAGTTT 
TTAAGAATGTAAGAATAATATTTGAAGTGGCTAGAGTGTTAGTTTGGCAATTTCGT 
GGCCGTCCACTGGTCATGCCCACAATCTGGCTTAGTGCGACCCAGCTTTGCCAGA 
AAGCTAGGATGGTTGTGTGACGCATGTGTAGTAATTTATTGTGTGTCTACATTTCT 
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GCAGATCTTCCGTGGTCAGAGTGCCACTGCGGGAGCTCTGTATGGTCAGGATGTA 
GGGGTTAACTTGGTCAGAGCCACTCTATGAGTTGGACTTCAGTCTTGCCTAGGCG 
ATTTTGTCTACCATTTGTGTTTTGAAAGCCCAAGGTGCTGATGTCAAAGTGTAAC 
AGATATCAGTGTCTCCCCGTGTCCTCTCCCTGCCAAGTCTCAGAAGAGGTTGGGC 
5 TTCCATGCCTGTAGCTTTCCTGGTCCCTCACCCCCATGGCCCCAGGCCACAGCGT 
GGGAACTCACTTTCCCTTGTGTCAAGACATTTCTCTAACTCCTGCCATTCTTCTGG 
TGCTACTCCATGCAGGGGTCAGTGCAGCAGAGGACAGTCTGGAGAAGGTATTAG 
CAAAGCAAAAGGCTGAGAAGGAACAGGGAACATTGGAGCTGACTGTTCTTGGTA 
ACTGATTACCTGCCAATTGCTACCGAGAAGGTTGGAGGTGGGGAAGGCTTTGTAT 
1 0 AATCCCACCCACCTCACCAAAACGATGAAGGTATGCTGTCATGGTCCTTTCTGGA 
AGTTTCTGGTGCCATTTCTGAACTGTTACAACTTGTATTTCCAAACCTGGTTCATA 
TTTATACTTTGCAATCCAAATAAAGATAACCCTTATTCCATAAAAAAAAAAAAAA 
AAAA 

15 SEQIDNO:316 

>gi|179664|gb|K02765.1|HUMC3 Human complement component C3 mRNA, alpha and beta 
subunits, complete cds 

CTCCTCCCCATCCTCTCCCTCTGTCCCTCTGTCCCTCTGACCCTGCACTGTCCCAG 
CACCATGGGACCCACCTCAGGTCCCAGCCTGCTGCTCCTGCTACTAACCCACCTC 

20 CCCCTGGCTCTGGGGAGTCCCATGTACTCTATCATCACCCCCAACATCTTGCGGC 
TGGAGAGCGAGGAGACCATGGTGCTGGAGGCCCACGACGCGCAAGGGGATGTTC 
CAGTCACTGTTAGTGTGCAGGACTTCCGAGGGAAAAA.\GTAGTGCTGTCCAGTGA. 
. .GAAGAGTGTGCTGACCCeTGGGAGCAAGGACATGGGCAACGTCACCTTGAGGATC 
CCAGGCAAGAGGGAGTTCAAGTGAGAAAAGGGGGGCAACAAGTTCGTGAGGGTG 

25 GAGGGGAGGTTCGGGAGCGAAGTGGTGGAGAAGGTGGTGGTGGTCAGCCTGCAG 
AGGGGGTACGTCTTGATGGAGAGAGAGAAGAGGATGTACAGCCGTGGGTGGACAG 
TTGTCTATCGGATGTTCACGGTGAACCAGAAGCTGGTACCGGTGGGCGGGACGGT 
CATGGTGAACATTGAGAACCCGGAAGGCATGCCGGTCAAGCAGGACTCCTTGTGT 
TGTGAGAACGAGGTTGGGGTGTTGGGCTTGTGTTGGGACATTCCGGAAGTGGTGA 

30 AGATGGGCCAGTGGAAGATGCGAGGGTAGTATGAAAAGTGACGACAGGAGGTGT 
TGTGCACTGAGTTTGAGGTGAAGGAGTAGGTGCTGGGCAGTTTCGAGGTCATAGT 
GGAGCCTACAGAGAAATTCTACTACATCTATAACGAGAAGGGCCTGGAGGTCAC 
CATGAGGGCCAGGTTCGTCTACGGGAAGAAAGTGGAGGGAACTGCCTTTGTCATG 
TTCGGGATCCAGGATGGCGAAGAGAGGATTTGCCTGCCTGAATCCCTCAAGCGCA 

35 TTCCGATTGAGGATGGCTCGGGGGAGGTTGTGCTGAGCCGGAAGGTAGTGCTGG 
AGGGGGTGCAGAAGCTGGGAGGAGAAGAGGTGGTGGGGAAGTGTTTGTAGGTGT 
GTGGCAGGGTGATCTTGCAGTCAGGGAGTGACATGGTGCAGGCAGAGCGCAGGG 
GGATCCGGATGGTGACCTCTGCGTACGAGATCGACTTGAGGAAGACACCCAAGTA 
CTTCAAACCAGGAATGCCCTTTGACCTCATGGTGTTCGTGACGAACCCTGATGGC 

40 TGTCCAGCGTACGGAGTCGCGGTGGCAGTGCAGGGGGAGGACAGTGTGCAGTCTG 
TAAGCCAGGGAGATGGCGTGGGCAAAGTCAGCATCAACACAGACCCCAGCGAGA 
AGCGCTTGAGGATCACGGTGGGCAGGAAGAAGCAGGAGGTCTGGGAGGGAGAGG 
AGGCTACCAGGACCATGCAGGCTCTGCCCTACAGCACCGTGGGCAACTCCAACA 
ATTAGCTGCATGTGTGAGTGCTACGTAGAGAGCTCAGACCCGGGGAGACGGTCAA 

45 CGTCAACTTCCTGCTGCGAATGGACCGCGCCCACGAGGCCAAGATCCGCTACTAC 
ACCTACCTGATCATGAACAAGGGCAGGCTGTTGAAGGCGGGAGGCCAGGTGCGA 
GAGGCCGGCGAGGAGGTGGTGGTGCTGGGCGTGTCGATCAGCAGGGACTTCATCG 
CTTGGTTGGGGGTGGTGGCGTAGTACACGCTGATCGGTGCCAGGGGCCAGAGGGA 
GGTGGTGGCGGAGTCCGTGTGGGTGGACGTGAAGGACTCGTGCGTGGGGTCGCTG 
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GTGGTAAAAAGCGGCCAGTCAGAAGACCGGCAGCCTGTACCTGGGCAGCAGATG 
ACCCTGAAGATAGAGGGTGACCACGGGGCCCGGGTGGTACTGGTGGCCGTGGAC 
AAGGGCGTGTTCGTGCTGAATAAGAAGAACAAACTGACGCAGAGTAAGATCTGG 
GACGTGGTGGAGAAGGCAGACATCGGCTGCACCCCGGGCAGTGGGAAGGATTAC 
5 GCCGGTGTCTTCTCCGACGCAGGGCTGACCTTCACGAGCAGCAGTGGCCAGCAG 
ACCGCCCAGAGGGCAGAACTTCAGTGCCCGCAGCCAGCCGCCCGCCGACGCCGT 
TCCGTGCAGCTCACGGAGAAGCGAATGGACAAAGTCGGCAAGTACCCCAAGGAG 
CTGCGCAAGTGCTGCGAGGACGGCATGCGGGAGAACCCCATGAGGTTCTCGTGC 
CAGCGCCGGACCCGTTTCATCTCCCTGGGCGAGGCGTGCAAGAAGGTCTTCCTGG 

10 ACTGCTGCAACTACATCACAGAGCTGCGGCGGCAGCACGCGCGGGCCAGCCACC 
TGGGCCTGGCCAGGAGTAACCTGGATGAGGACATCATTGCAGAAGAGAACATCG 
TTTCCCGAAGTGAGTTCCCAGAGAGCTGGCTGTGGAACGTTGAGGACTTGAAAG 
AGCCACCGAAAAATGGAATCTCTACGAAGCTCATGAATATATTTTTGAAAGACTC 
CATCACCACGTGGGAGATTCTGGCTGTCAGCATGTCGGACAAGAAAGGGATCTG 

15 TGTGGCAGACCCCTTCGAGGTCACAGTAATGCAGGACTTCTTCATCGACCTGCGG 
CTACCCTACTCTGTTGTTCGAAACGAGCAGGTGGAAATCCGAGCCGTTCTCTACA 
ATTACCGGCAGAACCAAGAGCTCAAGGTGAGGGTGGAACTACTCCACAATCCAG 
CCTTCTGCAGCCTGGCCACCACCAAGAGGCGTCACCAGCAGACCGTAACCATCCC 
CCCCAAGTCCTCGTTGTCCGTTCCATATGTCATCGTGCCGCTAAAGACCGGCCTG 

20 CAGGAAGTGGAAGTCAAGGCTGCCGTCTACCATCATTTCATCAGTGACGGTGTCA 
GGAAGTCCCTGAAGGTCGTGCCGGAAGGAATCAGAATGAACAAAACTGTGGCTG 
. V. TTCGCACCCTGGATCCAGAACGCCTGGGCCGTGAAGGAGTGCAGAAAGAGGACA 
■ TCGCAeCTGGAGAGGTeAGTGACGAAGTCCCGGACACCGAGTCTGAGAGCAGAA^ 
; ; IlTGTCCTGGAAGGGAGGCGAGTGGCGCAGATGACAGAGGATGCGGTCGAGGCGG ;. 

25 ;AACGGCTGAAGCACCTCATTGTGACCCCCTCGGGCTGCGGGGAACAGAACATGA 
TCGGCATGACGCCCACGGTCATCGCTGTGCATTACCTGGATGAAACGGAGCAGT 
GGGAGAAGTTGGGGCTAGAGAAGGGGCAGGGGGGCTTGGAGCTCATCAAGAAG 
GGGTACACCCAGCAGCTGGCCTTCAGACAACCCAGCTCTGCCTTTGCGGCCTTCG 
TGAAAGGGGCACCCAGCACCTGGGTGACCGCCTACGTGGTCAAGGTCTTGTCTCT 

30 GGCTGTGAAGCTCATCGCCATCGACTCCCAAGTCCTCTGCGGGGCTGTTAAATGG 
CTGATCCTGGAGAAGCAGAAGCCCGACGGGGTCTTCCAGGAGGATGCGCGGGTG 
ATACACCAAGAAATGATTGGTGGATTACGGAACAACAACGAGAAAGACATGGCC 
CTGACGGCCTTTGTTCTCATCTCGGTGGAGGAGGCTAAAGATATTTGCGAGGAGG 
AGGTCAACAGCCTGGCAGGCAGCATCACTAAAGCAGGAGAGTTGCTTGAAGGCA 

35 ACTACATGAACCTACAGAGATCCTACACTGTGGCCATTGCTGGCTATGCTCTGGC 
CCAGATGGGGAGGCTGAAGGGGGGTGTTGTTAACAAATTTCTGACCACAGCCAA 
AGATAAGAACCGCTGGGAGGACCCTGGTAAGGAGCTCTACAACGTGGAGGCGAC 
ATCCTATGCCGTCTTGGCCCTACTGCAGCTAAAAGACTTTGACTTTGTGCCTCCCG 
TCGTGCGTTGGCTCAATGAACAGAGATACTACGGTGGTGGCTATGGCTCTACCCA 

40 GGGCACGTTGATGGTGTTCCAAGGCTTGGGTCAATAGCAAAAGGACGCCGCTGAC 
CAGCAGGAAGTGAACCTTGATGTGTCCGTCCAACTGGCCAGCCGGAGCTGCAAGA 
TGACGGAGGGTATCCAGTGGGAATGTGGCAGGGTCCTGGGATCAGAAGAGACGAA 
GGAAAATGAGGGTTTCACAGTCACAGCTGAAGGAAAAGGCCAAGGCACCTTGTC 
GGTGGTGACAATGTACCATGCTAAGGGCAAAGATCAACTCACCTGTAATAAATTC 

45 GACCTCAAGGTCACCATAAAACCAGCACCGGAAAGAGAAAAGAGGCCTGAGGAT 
GCCAAGAACACTATGATCCTTGAGATCTGTACCAGGTACCGGGGAGACCAGGAT 
GCCACTATGTCTATATTGGACATATGCATGATGACTGGCTTTGCTCCAGACACAG 
ATGACGTGAAGCAGCTGGCCAATGGTGTTGACAGATACATCTGGAAGTATGAGCT 
GGACAAAGGGTTGTCCGATAGGAACACCCTGATCATGTACCTGGACAAGGTGTGA 
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CACTCTGAGGATGACTGTCTAGCTTTCAAAGTTCACCAATACTTTAATGTAGAGC 
TTATCCAGCCTGGAGCAGTCAAGGTCTACGCCTATTACAACCTGGAGGAAAGCTG 
TACCCGGTTCTACCATCCGGAAAAGGAGGATGGAAAGCTGAACAAGCTCTGCCG 
TGATGAACTGTGCCGCTGTGCTGAGGAGAATTGCTTCATACAAAAGTCGGATGAC 
5 AAGGTCACCCTGGAAGAACGGCTGGACAAGGCCTGTGAGCCAGGAGTGGACTAT 
GTGTACAAGACCCGACTGGTCAAGGTTCAGCTGTCCAATGACTTTGACGAGTACA 
TCATGGCCATTGAGCAGACCATCAAGTCAGGCTCGGATGAGGTGCAGGTTGGAC 
AGCAGCGCACGTTCATCAGCCCCATCAAGTGCAGAGAAGCCCTGAAGCTGGAGG 
AGAAGAAACACTACCTCATGTGGGGTCTCTCCTCCGATTTCTGGGGAGAGAAGCC 
10 CAACCTCAGCTACATCATCGGGAAGGACACTTGGGTGGAGCACTGGCCTGAGGA 
GGACGAATGCCAAGACGAAGAGAACCAGAAACAATGCCAGGACCTCGGCGCCTT 
CACCGAGAGCATGGTTGTCTTTGGGTGCCCCAACTGACCACACCCCCATTCC 

SEQIDNO:317 

>gi|21856911gb|AA460571.1lAA460571 zx60a08.rl Soares_testis_]SIHT Homo sapiens 
cDNA clone IMAGE:795830 5' similar to gb:M95724 CENTROMERE PROTEIN C 
(HUMAN);, mKNTA sequence 

AAAGTTTTGCCAGTAGATCTTGGATTACAATACCAAGAAAGGCAGGGTCTCTGA 
AACAACGCACAATATCCCCGGCTGAGAGCACTGCACTCCTTCAAGGTAGAAAGT 
CAAGAGAAAAGCATCATAATATATTACCTAAGACTTTGGCAAATGACAAACATT 
CCCATAAACCTCACCCAGTAGAGACATCTCAGCCCTCTGATAAAACAGTACTGGA 
TAGAAGTTATGCTTTGATAGGTGA^^ACAGTAAATAATTATAGATCTAGAAAATAT 
GAAA2TGTATTGGAAGAATGGAGAAAAACGATCTAGAAGCAAAAGGAGTATAAAA 
CAAAAAGAGGAGAAGAAATTCATGGGTAAACCAGCTGAAGAACAGCTTGATGTG 
GGACAGTCTAAAGATGAAAACATACATACATCACATATTAGCCANGAeGAATTT 
GAAAGAAATTGAGAGAGAAAATATGGAAGAGCGTGAAGAGATTGGGAAATGATT 
GTGGTTCCAAAAAAGAGATGGCACGTGTGGGAAGCGAGAAAGGTAGGACTGAAA 
AGATTGGGGGATTCTTAAAGGAGCGCTTTTCAGT 

30 SEQIDNO:318 
>1226731H1 

CTCCTCTGGCAGAACCTCGGCTCTCAGGAGGTCCTTGTTCCAGGGAACAGCTGCT 
TCTGT 

GGGGGTGGGCTCTAGTCCCTGCAGCCCGTGGCAGTACCCAGGTGGAACGAGGGAG 
35 AACGC 

GTGAGTCCAACCCTCGTGTCTATTTTCCAGAAAACGGGCAATGCTGTGAGAGCCA 

TTGGA 

AGACTGTCCTCTATGGCAATGATCTCAGGGCTCAGTGGCAGGAAATCCTCAACAG 
G 

40 

SEQIDNO: 319 

>874 BLOOD 239973.4 D13645 g286008 Human mRNA for KIAA0020 gene, complete cds. 
0 

CGGAGAGGCGGTCGGGATGCGCTGGGGGAGGTGTCTGGGTGGGAGGTGTGGGAG 
45 TTGCTACGATGGAAGTTAAAGGGAAAAAGCAATTCACAGGAAAGAGTACAAAG 
ACAGCACAAGAAAAAAACAGATTTCATAAAAATAGTGATTCTGGTTCTTCAAAG 
AGATTTCCAACAAGGAAAGTTGCTAAAGAAGGTGGAGGTAAAGTGAGATGTAGG 
AAGTTTGAGAAAAGTATGAGAAAAGTTGGGAAAAAGGGTGTAAAGCAGTTGAAG 
AATAAGCAGCAAGGGGAGAAATCAGCAAAGAAGAAATTGCAGCCGGGAAATAA 
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ATTCAACAAGAAGAGAAAATTCCAGCCAGATGGTAGAAGCGATGAATCAGCAGC 
CAAGAAGCCCAAATGGGATGACTTCAAAAAGAAGAAGAAAGAACTGAAGCAAA 
GCAGACAACTCAGTGATAAAACCAACTATGACATTGTTGTTCGGGCAAAGCAGA 
TGTGGGAGATTTTAAGAAGAAAAGACTGTGACAAAGAAAAAAGAGTAAAGTTA 
5 ATGAGTGATTTGCAGAAGTTGATTCAAGGGAAAATTAAAACTATTGCATTTGCAC 
ACGATTCAACTCGTGTGATCCAGTGTTACATTCAGTATGGTAATGAAGAACAGAG 
AAAACAGGCTTTTGAAGAATTGCGAGATGATTTGGTTGAGTTAAGTAAAGCCAA 
ATATTCGAGAAATATTGTTAAGAAATTTCTCATGTATGGAAGTAAACCACAGATT 
GCAGAGATAATCAGAAGTTTTAAAGGCCACGTGAGGAAGATGCTGCGGCATGCG 

1 0 GAAGCATGCAGCCATCGTGGAGTACGCATACAATGACAAAGCCATTTTGGAGCA 
GAGGAACATGCTGACGGAAGAGCTCTATGGGAACACATTTCAGCTTTACAAGTC 
AGCAGATCACCCAACTCTGGACAAAGTGTTAGAGGTACAGCCAGAAAAATTAGA 
ACTTATTATGGATGAAATGAAACAGATTCTAACTCCAATGGCCCAAAAGGAAGC 
TGTGATTAAGCACTCATTGGTGCATAAAGTATTCTTGGACTTTTTTACCTATGCAC 

1 5 CCCCC AAACTCAGATCAGAAATGATTGAAGCCATCCGCGAAGCGGTGGTCTACC 
TGGCACACACACACGATGGCGCCAGAGTGGCCATGCACTGCCTGTGGCATGGCA 
CGCCCAAGGACAGGAAAGTGATTGTGAAAACAATGAAGACTTATGTTGAAAAGG 
TGGCTAATGGCCAATACTCCCATTTGGTTTTACTGGCGGCATTTGATTGTATTGAT 
GATACTAAGCTTGTGAAGCAGATAATCATATCAGAAATTATCAGTTCATTGCCTA 

20 GCATAGTAAATGACAAATATGGAAGGAAGGTCCTATTGTACTTACTAAGCCCCA 
GAGATCCTGCACATACAGTACGAGAAATCATTGAAGTTCTGCAAAAAGGAGATG 

. GAAATGCACACAGTAAGAAAGATACAGAGGTCGGGAGACGGGAGGIGCTAGAAT 




25 jGTTCAGCCTACCATGAATGCCATCGCCAGCTTGGCAGCAACAGGACTGCATCCTG 
GTGGCAAGGACGGAGAGCTTCACATTGCAGAACATCCTGCAGGACATCTAGTTC 
TGAAGTGGTTAATAGAGCAAGATAAAAAGATGAAAGAAAATGGGAGAGAAGGT 
TGTTTTGCAAAAACACTTGTAGAGCATGTTGGTATGAAGAACCTGAAGTCCTGGG 
CTAGTGTAAATCGAGGTGCCATTATTCTTTCTAGCCTCCTCCAGAGTTGTGACCTG 

30 GAAGTTGCAAACAAAGTCAAAGCTGCACTGAAAAGCTTGATTCCTACATTGGAA 
AAAACCAAAAGCACCAGCAAAGGAATAGAAATTCTACTTGAAAAACTGAGCACA 

TTCCCAATGCAGAAAAGAAGGGGTAGGGTCCACCATACTGGTAATTGGGGTACT 
CTGTATATGTGTTTCTTCTTTGTATACGAATCTATTTATATAAATTGTTTTTTTAAA 
35 TGGTCTTTTTT 



SEQ ID NO: 320 

>gi|30125|emb|X54925.1|HSCOLLl H.sapiens mRNA for type I interstitial coUagenase 
40 ATATTGGAGTAGCAAGAGGCTGGGAAGCCATCACTTACCTTGCACTGAGAAAGA 
AGACAAAGGCCAGTATGCACAGCTTTCCTCCACTGCTGCTGCTGCTGTTCTGGGG 
TGTGGTGTCTCACAGCTTCCCAGCGACTCTAGAAACACAAGAGCAAGATGTGGA 
CTTAGTCCAGAAATACCTGGAAAAATACTACAACCTGAAGAATGATGGGAGGCA 
AGTTGAAAAGCGGAGAAATAGTGGCCCAGTGGTTGAAAAATTGAAGCAAATGCA 
45 GGAATTCTTTGGGCTGAAAGTGACTGGGAAACCAGATGCTGAAACCCTGAAGGT 
GATGAAGCAGCCCAGATGTGGAGTGCCTGATGTGGCTCAGTTTGTCCTCACTGAG 
GGGAACCCTCGCTGGGAGCAAACACATCTGACCTACAGGATTGAAAATTACACG 
CCAGATTTGCCAAGAGCAGATGTGGACCATGCCATTGAGAAAGCCTTCCAACTCT 
GGAGTAATGTCACACCTCTGACATTCACCAAGGTCTCTGAGGGTCAAGCAGACAT 
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CATGATATCTTTTGTCAGGGGAGATCATCGGGACAACTCTCCTTTTGATGGACCT 
GGAGGAAATCTTGCTCATGCTTTTCAACCAGGCCCAGGTATTGGAGGGGATGCTC 
ATTTTGATGAAGATGAAAGGTGGACCAACAATTTCAGAGAGTACAACTTACATC 
GTGTTGCGGCTCATGAACTCGGCCATTCTCTTGGACTCTCCCATTCTACTGATATC 
5 GGGGCTTTGATGTACCCTAGCTACACCTTCAGTGGTGATGTTCAGCTAGCTCAGG 
ATGACATTGATGGCATCCAAGCCATATATGGACGTTCCCAAAATCCTGTCCAGCC 
CATCGGCCCACAAACCCCAAAAGCATGTGACAGTAAGCTAACCTTTGATGCTATA 
ACTACGATTCGGGGAGAAGTGATGTTCTTTAAAGACAGATTCTACATGCGCACAA 
ATCCCTTCTACCCGGAAGTTGAGCTCAATTTCATTTCTGTTTTCTGGCCACAACTG 

1 0 CCAAATGGGCTTGAAGCTGCTTACGAATTTGCCGACAGAGATGAAGTCCGGTTTT 
TCAAAGGGAATAAGTACTGGGCTGTTCAGGGACAGAATGTGCTACACGGATACC 
CCAAGGACATCTACAGCTCCTTTGGCTTCCCTAGAACTGTGAAGCATATCGATGC 
TGCTCTTTCTGAGGAAAACACTGGAAAAACCTACTTCTTTGTTGCTAACAAATAC 
TGGAGGTATGATGAATATAAACGATCTATGGATCCAGGTTATCCCAAAATGATA 

1 5 GCAC ATGACTTTCCTGGAATTGGCCAC AAAGTTGATGC AGTTTTCATGAAAGATG 
GATTTTTCTATTTCTTTCATGGAACAAGACAATACAAATTTGATCCTAAAACGAA 
GAGAATTTTGACTCTCCAGAAAGCTAATAGCTGGTTCAACTGCAGGAAAAATTG 
AACATTACTAATTTGAATGGAAAACACATGGTGTGAGTCCAAAGAAGGTGTTTTC 
CTGAAGAACTGTCTATTTTCTCAGTCATTTTTAACCTCTAGAGTCACTGATACACA 

20 GAATATAATCTTATTTATACCTCAGTTTGCATATTTTTTTACTATTTAGAATGTAG 
CCCTTTTTGTACTGATATAATTTAGTTCCACAAATGGTGGGTACAAAAAGTCAAG 
r •TTTGTGGGTTATGGATTGATATAGGCCAGAGTTGCAAAGATCTTTTC.CAGAGTAT 

, ; ■ v-GCAACTCTGACGTTGATGGCAGAGAGCAGCTTGAGTGAGAAAeATATCGTTT 
, .\GACAGAAAGAGACAGGAGACATGAGTCTTTGGCGGAGGAAAAGGAGGTCAAGA 

25 ACACATGTGCAGTCACTGGTGTCACCCTGGATAGGCAAGGGATAACTCTTCTAAC 
ACAAAATAAGTGTTTTATGTTTGGAATAAAGTCAACCTTGTTTCTACTGTTTT 

SEQ ID NO: 321 

>gi|882877|gb|H16637.1|H16637 ym26e06.rl Scares infant brain INIB Homo sapiens cDNA 
30 clone IMAGE:49164 5' similar to gb:M73255_mal VASCULAR CELL ADHESION 
PROTEIN 1 PRECURSOR (HUMAN);, mRNA sequence 

GCCTATACCATCCGAAAGCCCAGTTGAAGGATGCGGGAGTATATGAATGTGAAT 
CTAAAAACAAAGTTGGCTCACAATTAAGAAGTTTAACACTTGATGTTCAAGGAA 
GAGAAAACAACAAAGACTATTTTTCTCCTGAGCTTCTCGTGCTCTATTTTGCATCC 

35 TCCTTAATAATACCTGCCATTGGAATGATAATTTACTTTGCAAGAAAAGCCAACA 
TGAAGGGGTCATATAGTCTTGTAGAAGCACAGAAATCAAAAGTGTAGCTAATGC 
TTGATATGTTCAACTGGGAGACACTATTTATCTGTGCAAATCCTTGGATACTGCTC 
ATCATTCCTTGGGGAAAAACAATGGGGCTGAGAGGGCAGACTTTCCCTGGATGT 
ATTTGGAACTTGGGGAAAGGAAATGCCCCTCTATGGTCCCTTGGCTGTGGAGCCA 

40 GGAAGTCCAAAGTTAAAACTTGGNTGCCNGGAAGGGACNGTTAACCGGCCNTCA 
GGTGNGGGGGACTGGG 

SEQ ID NO: 322 

>2496910H1 

45 CTTAGACTGGGGCTCGGCCTCGCTCTGAAAAGTGCTTAAGAAAATCTTCTCAGTT 
CTCCTTGCAGAGGACTGGCGCCGGGACGCGAAGAGCAACGGGCGCTGCACAAAG 
CGGGCGCTGTCGGTGGTGGAGTGCGCATGTACGCGCAGGCGCTTCTCGTGGTTGG 
CGTGCTGCAGCGACAGGCGGCAGCACAGCACCTGCACGAACACCCGCCGAAACT 
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GCTGCGAGGACACCGTGTACAGGAGCGGGTTGATGACCGAGCTGAGGTAGAAAA 
ACGTCTCCGAGAAGGGGAGGAGGATCATGTACGCCCG 

SEQ ID NO: 323 
5 >3558269H1 

CAGATCCAAGGAGAAAGTCAGGGGCCAGTGCGCGCTACAGCCAGCGCCCAGTAC 
CGCGGTGTGATGGGCACCATTCTGACCATGGTGCGTACTGAGGGCCCCCGAAGC 
CTCTACAATGGGCTGGTTGCCGGCCTGCAGCGCCAAATGAGCTTTGCCTCTGTCC 
GCATCGGCCTGTATGATTCTGTCAAACAGTTCTACACCAAGGGCTCTGAGCATGC 
1 0 CAGCATTGGGAGCCGCCTCCTAGCAGGCAGCACCACAGGTGCCCTGGCTGTGGC 
TGTGAGCCAGCCCACGGA 

SEQ ID NO: 324 

>gi|718888|gb|T90375.1|T90375 yd43e04.sl Scares fetal liver spleen INFLS Homo sapiens 
15 cDNA clone IMAGE: 1 1 1006 3', mRNA sequence 

ATNATTTTTGTAGGTACAATAAATCTGATTGATTTTTATTACACATCTTAGTTTAG 
AATCACTTTTACATTCCTAGACAAAGAGATGATACAAATAAATATCAATTGTAAA 
ACTTAGAGCCCCAAGTATTGATTGGCGTATTCTTTGTCTAAAGGTAGCCAAAGAG 
AAGGTCAAGATCAGTAATAACTTCAAGGAGCCATGAAGCCCACTGCCTCCTGCCT 
20 GCCCCAGGGATCACTCCTTTCATAAATAACCCCAGAAGCATTTCATTCAGGGAAA 
CAAGGGGCAGGCAGGAAAGGGTGACAGNTTTCTGGAACAGGTACCAAAACAAG 
' '! • GGCTTGGGTGGATAGGAG AATCACGNGGGGNCGACTTTTTCTTTGGGCGAGGTTC". . 
j;„i.-.-,.j-:GCTGAGGGGGCTTTTT(.;<' .^vv;.,, ' ;r , : .-.i: -.'l.^ 

25 SEQ ID NO: 325 v ■ ' a 

>gi|2197196|gb|U81233.1[HSU81233 Human cystatin E mRNA, complete cds 
CCGACGGCACTGACGGCCATGGCGCGTTCGAACCTCCCGCTGGCGCTGGGCCTG 
GCCCTGGTCGCATTCTGCCTCCTGGCGCTGCCACGCGATGCCCGGGCCCGGCCGC 
AGGAGCGCATGGTCGGAGAACTCCGGGACCTGTCGCCCGACGACCCGCAGGTGC 

30 AGAAGGCGGCGCAGGCGGCCGTGGCCAGCTACAACATGGGCAGCAACAGCATCT 
ACTACTTCCGAGACACGCACATCATCAAGGCGCAGAGCCAGCTGGTGGCCGGCA 
TCAAGTACTTCCTGACGATGGAGATGGGGAGCACAGACTGCCGCAAGACCAGGG 
TCACTGGAGACCACGTCGACCTCACCACTTGCCCCCTGGCAGCAGGGGCGCAGC 
AGGAGAAGCTGCGCTGTGACTTTGAGGTCCTTGTGGTTCCCTGGCAGAACTCCTC 

35 TCAGCTCCTAAAGCACAACTGTGTGCAGATGTGATAAGTCCCCGAGGGCGAAGG 
CCATTGGGTTTGGGGCCATGGTGGAGGGCACTTCACGTCCGTGGGCCGTATCTGT 
CACAATAAATGGCCAGTGCTGCTTCTTGCAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 326 

40 >gi|199842|gblM84683.1|MUSMUClA Mus musculus episiaUn (Mucl) mRNA, complete 
cds 

TGTTCACCACCACCATGACCCCGGGCATTCGGGCTCCTTTCTTCCTGCTGCTACTT 
CTAGCAAGTCTAAAAGGTTTTCTTGCCCTTCCAAGTGAGGAAAACAGTGTCACCT 
CATCTCAGGACACCAGCAGTTCCTTAGCATCGACTACCACTCCAGTCCACAGCAG 
45 CAACTCAGACCCAGCCACCAGACCTCCAGGGGACTCCACCAGCTCTCCAGTCCA 
GAGTAGCACCTCTTCTCCAGCCACCAGAGCTCCTGAAGACTCTACCAGTACTGCA 
GTCCTCAGTGGCACCTCCTCCCCAGCCACCACAGCTCCAGTGAACTCCGCCAGCT 
CTCCAGTAGCCCATGGTGACACCTCTTCCCCAGCCACTAGCCTTTCAAAAGACTC 
CAACAGCTCTCCAGTAGTCCACAGTGGCACCTCTTCAGCTCCGGCCACCACAGCT 
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CCAGTGGATTCCACCAGCTCTCCAGTAGTCCACGGTGGTACCTCGTCCCCAGCCA 
CCAGCCCTCCAGGGGACTCCACCAGCTCTCCAGACCATAGTAGCACCTCTTCTCC 
AGCCACCAGAGCTCCCGAAGACTCTACCAGTACTGCAGTCCTCAGTGGCACCTCC 
TCCCCAGCCACCACAGCTCCAGTGGACTCCACCAGCTCTCCAGTAGCCCATGATG 
5 ACACCTCTTCCCCAGCCACTAGCCTTTCAGAAGACTCCGCCAGCTCTCCAGTAGC 
CCACGGTGGCACCTCTTCTCCAGCCACCAGCCCTCTAAGGGACTCCACCAGTTCT 
CCAGTCCACAGTAGTGCCTCCATCCAAAACATCAAGACTACATCAGACTTAGCTA 
GCACTCCAGACCACAATGGCACCTCAGTCACAACTACCAGCTCTGCACTGGGCTC 
AGCCACCAGTCCAGACCACAGTGGTACCTCAACTACAACTAACAGCTCTGAATC 

10 AGTCTTGGCCACCACTCCAGTTTACAGTAGCATGCCATTCTCTACTACCAAAGTG 
ACGTCAGGCTCAGCTATCATTCCAGACCACAATGGCTCCTCGGTGCTACCTACCA 
GTTCTGTGTTGGGCTCAGCTACCAGTCTAGTCTATAATACCTCTGCAATAGCTAC 
AACTCCAGTCAGCAATGGCACTCAGCCTTCAGTGCCAAGTCAATACCCTGTTTCT 
CCTACCATGGCCACCACCTCCAGCCACAGCACTATTGCCAGCAGCTCTTACTATA 

1 5 GCACAGTACCATTTTCTACCTTCTCC AGTAACAGTTC ACCCC AGTTGTCTGTTGGG 
GTCTCCTTCTTCTTCTTGTCTTTTTACATTCAAAACCACCCATTTAATTCTTCTCTG 
GAAGACCCCAGCTCCAACTACTACCAAGAACTGAAGAGGAACATTTCTGGATTG 
TTTCTGCAGATTTTTAACGGAGATTTTCTGGGGATCTCTAGCATCAAGTTCAGGTC 
AGGCTCCGTGGTGGTAGAATCGACTGTGGTTTTCCGGGAGGGTACTTTTAGTGCC 

20 TCTGACGTGAAGTCACAGCTTATACAGCATAAGAAGGAGGCAGATGACTATAAT 
CTGACTATTTCAGAAGTCAAAGTGAATGAGATGCAGTTCCCTCCCTCTGCCCAGT 
..• :CCCGGCCGGGGGTACCAGGCTGGGGCAT:TGCCCTGCTGGTGCTGGTCTGTATTTT 
V , .GGTTGCTTTGGCTATCGTGTATTTGGTTGGeGTGGCAGTGTGCCAGTGGeGGCGAA 
AGAGCTATGGGC AGCTGGAC ATCTTTCGAACCGAGGACACCTACCATGGTATGAG 

25 TGAATACCCTACCTACCACACTGACGGACGCTACGTGCCCCCTGGCAGTACCAAG 
CGTAGCCCCTATGAGGAGGTTTCGGCAGGTAATGGCAGTAGCAGTCTCTGTTATA 
CCAACCGAGCTGTGGTGACCACTTCTGCCAACTTGTAGGAGGAAGTCACGCCACC 
CACTTGGGGCAGCTTTGGCGGTCTGCTCCCTCAGTGGTCACTGCCAGACCCCTGC 
ACTCTGATCTGGGCTGGTGAGCCAGGAGTTCTGGTAGGCTGTTCATGCCGTTTGT 

30 CAAGCGCCTCAACTACGTAAGCGTGGTGAAGCCCAGCCCTGCCGTGGGGGACAC 
TGGGGCAGTTAGTGGTGGCTCTCAGAAGGACTGGCCTGGAAAACTGGAGACAGG 
GATGGGAACCCAAACATAGCT 

SEQ ID NO: 327 
35 >1484836T6 

TGCTATTCCATGTATGTCATAGGTGTGAAACCTTAAATCTTTCCAACAGCCACTG 
CGTTATGGAGACTGTATCATCCTTATCTTGATCTTACAGGTGAGAAATCTGCAGT 
GAAGAAAGGTAGATCCCAAGGGGACAGCGAGAGTAAGCAGCGGACTGGGGATT 
CCAGACACGTGGCTGGNCCTCTGCAGGAAGAAATCAAACGTGTGGAAGGGTTGG 
40 GGAGAGGAGATGCCTAGAAGGGATTTTCCTGTATTCTCTTAGTGGTGGGGGTAAG 
ACCGAGGACCGAAGTCCTGACTCATCACGTGCTGCCCAGTGATGCAAGGATGGA 
GGTGGGGTAAAACGAGGGAGAATCAGGACCCTCACGTGGCTGCGTTTATTAAGC 
ATCAGGGTCAGAGCTGGGCAGGNNANGNGGGGAGGCAAGGTCTAGGTGAGAGA 
CGTTCTGGAACCAGCCAGTGGGGTGGTAA 

45 

SEQ ID NO: 328 

>gi|654754|gb|T52894.1|T52894 ya81f08.sl Stratagene ovary (#937217) Homo sapiens 
cDNA clone IMAGE:68103 3' similar to similar to gb.M31211 MYOSIN LIGHT CHAIN 1, 
SLOW-TWITCH MUSCLE A ISOFORM (HUMAN), mRNA sequence 
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AAGAGAGGAACCCAGTCTTTATTTTGAAACAATAGGTGGCCTCCTGGTGGCTGGA 
ACGTGCTTTCGCCTGCGGGGCCCAGTGTCCGGACCCCACTGGATCTGCAGCACTC 
AGACGCTTAGGATGTGTTTCAAGAAGGCCTCGTAGTTGATGCAGCCGTTGCTGTC 
CTCGTGTCCTGCCAGAACGGTCTCCACCTCCTCCTCAGTCATCTTCTCTCCAAGGG 
5 TGGTGAGAACATGTCTGAGCTCTGCTCCCATGACTTTGCCGTTCCCCTCCTTGTCA 
AACACACGAAACCCCTCCAAGTAGTCCTCATATGTGCCTTGGCCTCGGTTCTTGG 
CCACTGCTGGGAGCATGGGCAGGAAAGTCTCAAAGTCCACACGCCGCGANTTCA 
GCTCATCACTCTTGGGGTTCCCAGGGACCTTGAGCACCTNGGCGTT 

10 SEQ ID NO: 329 

>gi|758680|gb|M23699.1|HUMAMYSA2AHomo sapiens serum amyloid A2-alpha (SAA2) 
mRNA, complete cds 

ATGAAGCTTCTCACGGGCCTGGTTTTCTGCTCCTTGGTCCTGAGTGTCAGCAGCC 
GAAGCTTCTTTTCGTTCCTTGGCGAGGCTTTTGATGGGGCTCGGGACATGTGGAG 
15 AGCCTACTCTGACATGAGAGAAGCCAATTACATCGGCTCAGACAAATACTTCCAT 
GCTCGGGGGAACTATGATGCTGCCAAAAGGGGACCTGGGGGTGCCTGGGCCGCA 
GAAGTGATCAGCAATGCCAGAGAGAATATCCAGAGACTCACAGGCCATGGTGCG 
GAGGACTCGCTGGCCGATCAGGCTGCCAATAAATGGGGCAGGAGTGGCAGAGAC 
CCCAATCACTTCCGACCTGCTGGCCTGCCTGAGAAATACTGA 

20 

SEQ ID NO: 330 

= .,;} . ■ ; v;%2656 BLOOD 230638.6 U32986 gl 136227 Hitoaia xeroderma pigtnentdsum- group 'E UV- ■ 
J :. dariiagedDNAbindingfactof j3iRNA^ ■ . 

• vv GGCGGTCGTAGTCCTCOTGGCCCGGGGGGTGTCCCACAGGGGCAGCTCCACCTGC 

25 TTGCCGTCCACCTCAATGTCTCTGGGGCGGAGGCAGCGGCAGTGGAGTTCGCTGC 
GCGGCTGTTGGGGGCCACCTGTCTTTTCGCTTGTGTCCCTCTTTCTAGTGTCGCGC 
TCGAGTCCCGACGGGCCGCTCCAAGCCTCGACATGTCGTACAACTACGTGGTAAC 
GGCCCAGAAGCCCACCGCCGTGAACGGCTGCGTGACCGGACACTTTACTTCGGC 
CGAAGACTTAAACCTGTTGATTGCCAAAAACACGAGATTAGAGATCTATGTGGTC 

30 ACCGCCGAGGGGCTTCGGCCCGTCAAAGAGGTGGGCATGTATGGGAAGATTGCG 
GTCATGGAGCTTTTCAGGCCCAAGGGGGAGAGCAAGGACCTGCTGTTTATCTTGA 
CAGCGAAGTACAATGCCTGCATCCTGGAGTATAAACAGAGTGGCGAGAGCATTG 
ACATCATTACGCGAGCCCATGGCAATGTCCAGGACCGCATTGGCCGCCCCTCAGA 
GACCGGCATTATTGGCATCATTGACCCTGAGTGCCGGATGATTGGCCTGCGTCTC 

35 TATGATGGCCTTTTCAAGGTTATTCCACTAGATCGCGATAATAAAGAACTCAAGG 
CCTTCAACATCCGCCTGGAGGAGCTGCATGTCATTGATGTCAAGTTCCTATATGG 
TTGCCAAGCACCTACTATTTGCTTTGTCTACCAGGACCCTCAGGGGCGGCACGTA 
AAAACCTATGAGGTGTCTCTCCGAGAAAAGGAATTCAATAAGGGCCCTTGGAAA 
CAGGAAAATGTCGAAGCTGAAGCTTCCATGGTGATCGCAGTCCCAGAGCCCTTTG 

40 GGGGGGCCATCATCATTGGACAGGAGTCAATCACCTATCACAATGGTGACAAAT 
ACCTGGCTATTGCCCCTCCTATCATCAAGCAAAGCACGATTGTGTGCCACAATCG 
AGTGGACCCTAATGGCTCAAGATACCTGCTGGGAGACATGGAAGGCCGGCTCTT 
CATGCTGCTTTTGGAGAAGGAGGAACAGATGGATGGCACCGTCACTCTCAAGGA 
TCTCCGTGTAGAACTCCTTGGAGAGACCTCTATTGCTGAGTGCTTGACATACCTT 

45 GATAATGGTGTTGTGTTTGTCGGGTCTCGCCTGGGTGACTCCCAGCTTGTGAAGC 
TCAACGTTGACAGTAATGAACAAGGCTCCTATGTAGTGGCCATGGAAACCTTTAC 
CAACTTAGGACCCATTGTCGATATGTGCGTGGTGGACCTGGAGAGGCAGGGGCA 
GGGGCAGCTGGTCACTTGCTCTGGGGCTTTCAAGGAAGGTTCTTTGCGGATCATC 
CGGAATGGAATTGGAATCCACGAGCATGCCAGCATTGACTTACCAGGCATCAAA 
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GGATTATGGCCACTGCGGTCTGACCCTAATCGTGAGACTGATGACACTTTGGTGC 
TCTCTTTTGTGGGCCAGACAAGAGTTCTCATGTTAAATGGAGAGGAGGTAGAAG 
AAACCGAACTGATGGGTTTCGTGGATGATCAGCAGACTTTCTTCTGTGGCAACGT 
GGCTCATCAGCAGCTTATCCAGATCACTTCAGGATCGGTGAGGTTGGTCTCTCAA 
5 GAACCCAAAGCTCTGGTCAGTGAATGGAAGGAGCCTCAGGCCAAGAACATCAGT 
GTGGCCTCCTGCAATAGCAGCCAGGTGGTGGTGGCTGTAGGCAGGGCCCTCTACT 
ATCTGCAGATCCATCCTCAGGAGCTCCGGCAGATCAGCCACACAGAGATGGAAC 
ATGAAGTGGCTTGCTTGGACATCACCCCATTAGGAGACAGCAATGGACTGTCCCC 
TCTTTGTGCCATTGGCCTCTGGACGGACATCTCGGCTCGTATCTTGAAGTTGCCCT 

1 0 CTTTTGAACTACTGCAC AAGGAGATGCTGGGTGGAGAGATC ATTCCTCGCTCCAT 
CCTGATGACCACCTTTGAGAGTAGCCATTACCTCCTTTGTGCCTTGGGAGATGGA 
GCGCTTTTCTACTTTGGGCTCAACATTGAGACAGGTCTGTTGAGCGACCGTAAGA 
AGGTGACTTTGGGCACCCAGCCCACCGTATTGAGGACTTTTCGTTCTCTTTCTACC 
ACCAACGTCTTTGCTTGTTCTGACCGCCCCACTGTCATCTATAGCAGCAACCACA 

15 . AATTGGTCTTCTCAAATGTCAACCTCAAGGAAGTGAACTACATGTGTCCCCTCAA 
TTCAGATGGCTATCCTGACAGCCTGGCGCTGGCCAACAATAGCACCCTGACCATT 
GGCACCATCGATGAGATCCAGAAGCTGCACATTCGCACAGTTCCCCTCTATGAGT 
CTCCAAGGAAGATCTGCTACCAGGAAGTGTCCCAGTGTTTCGGGGTCCTCTCCAG 
CCGCATTGAAGTCCAAGACACGAGTGGGGGGCACGACAGCCTTGAGGCCCAGCG 

20 CTAGCACCCAGGCTCTGTCCAGCAGTGTAAGCTCCAGCAAGCTGTTCTCCAGCAG 
CACTGCTCCTCATGAGACCTCCTTTGGAGAAGAGGTGGAGGTGCACAACCTACTT 
• .• . .ATCATTGACGAACAGACCTTTGAAGTGGTTCATGCCCACGAGTTTCTGCAGAATG .- : 
- -, ^ AATATGCCGTCAGTGTGGTTTe©TGOAAGCTGGGC.\.\ACTAGCCGAAGACTTAGTT. 
. CATTGTGGGGAGAGCA.\TGGTjGTATCCTGAAGAGGCAGAGCCCAAGCAGGGTCG 

25 CATTGTGGTCTTTCAGTATTGGGATGGAAAACTACAGACTGTGGCTGAAAAGGAA 
GTGAAAGGGGGCGTGTACTCTATGGTGGAATTTAAGGGGAAGCTGTTAGCCAGC 
ATCAATAGCACGGTGGGGCTGTATGAGTGGACAACAGAGAAGGAGCTGCGCACT 
GAGTGCAACCACTACAACAACATCATGGCCCTCTACCTGAAGACCAAGGGCGAC 
TTCATGCTGGTGGGGGACCTTATGCGGTCAGTGCTGCTGCTTGCCTACAAGCCGA 

30 TGGAAGGAAACTTTGAAGAGATTGCTGGAGACTTTAATGCCAAGTGGATGAGTG 
CTGTGGAAATCTTGGATGATGAGAATTTTCTGGGGGGTGAAAATGCCTTTAACTT 
GTTTGTGTGTCAAAAGGATAGCGCTGCCACCACTGACGAGGAGCGGCAGCACCT 
CCAGGAGGTTGGTCTTTTCGACCTGGGCGAGTTTGTCAATGTCTTTTGCCACGGCT 
CTCTGGTAATGGAGAATGTGGGTGAGAGTTGCACCGGCAGACAAGGCTCGGTGCT 

35 CTTCGGCACGGTCAACGGCATGATAGGGCTGGTGAGCTCACTGTCAGAGAGCTG 
GTACAACCTCCTGCTGGACATGCAGAATCGACTCAATAAAGTCATCAAAAGTGT 
GGGGAAGATCGAGCACTGGTTCTGGAGATCGTTTCAGACCGAGGGGAAGACAGA 
ACCAGCGACAGGTTTCATCGACGGTGACTTGATTGAGAGTTTCCTGGATATTAGG 
CGCCCCAAGATGCAGGAGGTGGTGGCAAACCTACAGTATGACGATGGCAGCGGT 

40 ATGAAGCGAGAGGGCACTGCAGACGACCTGATCAAGGTTGTGGAGGAGGTAACT 
CGGATCGATTAGCGAAGGGCAGGGGGCCGGTTTGCTGAGCCTCCCCAAAGGCTTT 
GCCCTGCTGCCCTCCCCGTCCTCTCCACGATCGTCTTCTTGGCCATGGGAGGCCTT 
TCCCTAAGCCAGCTGCCCCCAGAGCCACAGTTCCCCTATGTGGAAGTGGGGCGG 
GCTTCATAGAGACTTGGGAATGAGCTGAAGGTGAAACATTTTCTGCCTGGATTTT 

45 TACCAGTCTCACATGATTCCAGGGATCACCTTAGACCAGCAAGGCTTGATTGGTG 
TTGCCAGTTGTCCTGCTTCCGGGGAAGGATTTTGCAGTTCTTTGGCTGAAAGGAA 
GCTGTGCGTGGTNTNTGTGTGTATGTNTGTGTGTGTATGTGTATCTCACACTCATG 
CATTGTCCTCTTTTTATTTAGATTGGCAGTGTAGGGAGTTGTGGGTAGTGGGGAA 
GAGGGTTAGGAGGGTTTCATTGTCTGTGAAGTGAGACCTTCCTTTTACTTTTCTTC 
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TATTGCCTCTGAGAGCATCAGGCCTAGAGGCCTGACTGCCAAGCCATGGGTAGCC 
TGGGTGTAAAACCTGGAGATGGTGGATGATCCCCACGCCACAGCCCTTTTGTCTC 
TGCAAACTGCCTTCTTCGGAAAGAAGAAGGTGGGAGGATGTGAATTGTTAGTTTC 
TGAGTTTTACCAAATAAAGTAGAATATAAGAAGAAAGGTAAAAAAA 

5 

SEQIDNO: 331 

>2742 BLOOD 334388.1 D14660 g285944 Human mRNA for KIAA0104 gene, complete 
cds. 0 

ACGTGAGCTAGCTGGCATGGCGGCCTGCATTGCAGCGGGGCACTGGGCTGCAAT 

10 GGGCCTAGGCCGGAGTTTCCAAGCCGCCAGGACTCTGCTCCCCCCGCCGGCCTCT 
ATCGCCTGCAGGGTCCACGCGGGGCCTGTCCGGCAGCAGAGCACTGGGCCTTCC 
GAGCCCGGTGCGTTCCAACCGCCGCCGAAACCGGTCATCGTGGACAAGCACCGC 
CCCGTGGAACCGGAACGCAGGTTCTTGAGTCCTGAATTCATTCCTCGAAGGGGAA 
GAACAGATCCTCTGAAATTTCAAATAGAAAGAAAAGATATGTTAGAAAGGAGAA 

1 5 AAGTACTCC ACATTCC AGAGTTCTATGTTGGAAGTATTCTTCGTGTTACTACAGCT 
GACCCATATGCCAGTGGAAAAATCAGCCAGTTTCTGGGGATTTGCATTCAGAGAT 
CAGGAAGAGGACTTGGAGCTACTTTCATCCTTAGGAATGTTATCGAAGGACAAG 
GTGTCGAGATTTGCTTTGAACTTTATAATCCTCGGGTCCAGGAGATTCAGGTGGT 
CAAATTAGAGAAACGGCTGGATGATAGCTTGCTATACTTACGAGATGCCCTTCCT 

20 GAATATAGCACTTTTGATGTGAATATGAAGCCAGTAGTACAAGAGCCTAACCAA 
AAAGTTCCTGTTAATGAGCTGAAAGTAAAAATGAAGCCTAAGCCCTGGTCTAAA 
CGCTGGGAAGGTCCAAATiTTTAATATTAAAGGAATCAGATTT.GATCTTTGTTTAA ■ 

■ , . CTGAACAGCAAATGAAAGAAGGTGAGAAGTGGAATCAGCCATGGCTTGAATTTG 
ATATGATGAGGGAATATGATAGTTCAAAAATTGAAGCTGCAATATGGAAGGAAA 

25 TTGAAGCGTCGAAAAGGTCTTGATTCTGAGAATGAATTTGGTTAGTTGCAGAAGA 
TACATTGGCTCTAAGAGGATATATTTTGAGACCAATTTAATTTCATTTATAAGAA 
CATAGTAATTAAGTGAACTAAGCATTCATTGTTTTATTAATACTTTTTTTCTAAAA 
TAAAACTTGTACACCAGTTTATTACTCTAAAAAGAGAATTACACATGCCAAATGG 
ACCAATGTCCATTTGCTTATTGGAGGCAAAGCTACAATAGAAGTCAGAGCATCAC 

30 CAGAATGGTCTTTAATGAGCATGGAACCTGAGCAAAGGGAATAGGTGGGATGAA 
TTTTTTTTTTAATTGTGAAACAATTCATAAGCACAATATGATTTACAGAATAATAA 
ACATTCATGTACCCACTATCAGGTTAAGAAATAGAACATTTATTAATATGTAGGA 
ATGTTAAGAAATAAAACATTTAATAAGATCTCAGAAGACTCCAGTAAATCTGCA 
ATTGTATCTCTCTCCTTTTTAAATGTAAATATCATCTTGACTTGTTAATTATTCCCT 

35 TGCATTTCTTTTAGTTTACTGCCAACACATATATTCTTCAACAATATATTTAATTTT 
GAAAAACCTGAAAAAAAAAACCTGTTAGCAAGTATAAAGGGGCAGTATTACTAT 
TATTGCATGAAGGCTTCAAGGGAAACGTTACAGTCTTTGGGCCCTAGAGGGGCTT 
CAGCTTCCTCTGAGAGTTTACAGGGGGCCAATTTTTGAGGCAAATTCATGGGCTA 
AGGTTTATGGAGTGGAGTTCTTGCCAAAACAGGAAAGGGCTCACCAACAAGGGT 

40 GATCTGGNGCAGGGGTTTATTACTGGGGGATACCTGGGATTGTTCGCAAGAAATT 
GGTGGGTTAGGAGGGGAAAGTAAAC 

SEQ ID NO: 332 

>2772 BLOOD 344645.4 AP'026086 §2655140 Human peroxisome biogenesis disorder 
45 protein 1 (PEXl) mKNA, complete cds. 0 

CCGGGTCCCGGGTCCTTTGCGGCGCTAGGGTGGGCGAACCCAGAGCGACGCTCC 
GGGACGATGTGGGGCAGCGATCGCCTGGCGGGTGCTGGGGGAGGCGGGGCGGC 
AGTGACTGTGGCCTTCACCAACGCTCGCGACTGCTTCCTCCACCTGCCGCGGCGT 
CTCGTGGCCCAGCTGCATCTGCTGCAGAATCAAGCTATAGAAGTGGTCTGGAGTC 
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ACCAGCCTGCATTCTTGAGCTGGGTGGAAGGCAGGCATTTTAGTGATCAAGGTGA 
AAATGTGGCTGAAATTAACAGACAAGTTGGTCAAAAACTTGGACTCTCAAATGG 
GGGACAGGTATTTCTCAAGCCATGTTCCCATGTGGTATCTTGTCAACAAGTTGAG 
GTGGAACCCCTCTCAGCAGATGATTGGGAGATACTGGAGCTGCATGCTGTTTCCC 
5 TTGAACAACATCTTCTAGATCAAATTCGAATAGTTTTTCCAAAAGCCATTTTTCCT 
GTTTGGGTTGATCAACAAACGTACATATTTATCCAAATTGTTGCACTAATACCAG 
CTGCCTCTTATGGAAGGCTGGAAACTGACACCAAACTCCTTATTCAGCCAAAGAC 
ACGCCGAGCCAAAGAGAATACATTTTCAAAAGCTGATGCTGAATATAAAAAACT 
TCATAGTTATGGAAGAGACCAGAAAGGAATGATGAAAGAACTTCAAACCAAGCA 

1 0 ACTTCAGTCAAATACTGTGGGAATCACTGAATCTAATGAAAACGAGTCAGAGAT 
TCCAGTTGACTCATCATCAGTAGCAAGTTTATGGACTATGATAGGAAGCATTTTT 
TCCTTTCAATCTGAGAAGAAACAAGAGACATCTTGGGGTTTAACTGAAATCAATG 
CATTCAAAAATATGCAGTCAAAGGTTGTTCCTCTAGACAATATTTTCAGAGTATG 
CAAATCTCAACCTCCTAGTATATATAACGCGTCAGCAACCTCTGTTTTTCATAAA 

15 CACTGTGCCATTCATGTATTTCCATGGGACCAGGAATATTTTGATGTAGAGCCCA 
GCTTTACTGTGACATATGGAAAGCTAGTTAAGCTACTTTCTCCAAAGCAACAGCA 
AAGTAAAACAAAACAAAATGTGTTATCACCTGAAAAAGAGAAGCAGATGTCAGA 
GCCACTAGATGAAAAAAAAATTAGGTCAGATCATAATGAAGAAGATGAGAAGGC 
CTGTGTGCTACAAGTAGTCTGGAATGGACTTGAAGAATTGAACAATGCCATCAA 

20 ATATACCAAAAATGTAGAAGTTCTCCATCTTGGGAAAGTCTGGATTCCAGATGAC 
CTGAGGAAGAGACTAAATATAGAAATGCATGCCGTAGTCAGGATAACTCCAGTG 
, ;. GAAGTTAGCCCTAAAATTCCAAGATCTGTAAAGTTACAACCTAGAGAGAATTTAG , 
■ •vGTAAAGAGATAAGTGAAGAAGAGATA.AA^AGTGTATTTTATTCATGGGTACAGG.'; 
- AGTGTACTAGCACCATGCTTCGTTTGGTAATATGAGAGGAAGAATTTATTAAGGT .5 

25 GGAAACTAAAGATGGACTGAAGGAATTTTCTCTGAGTATAGTTCATTGTTGGGAA:^ 
AAAGAAAAAGATAAAAATATTTTTGTGTTGAGTGCGAATTTGGTGGAGAAGAGTA 
CAATACAAGTCCTTGTAGATGCTATGGTAAAAGAAGAAAACAGTGAGGAAATTG 
AGTTTATTCTTCCTTTTTTAAAGCTGAGGTCTTTGGGAGGAGTGAATTCCTTAGGG 
GTATGGTCGTTGGAGGAGATGAGTGAGAGGGTGGTGGGAGGGGGTTTGTGTGGGG 

30 AGCTGATGTGTGTTGTTGCAGGAGTTAGGAATGGAGCTGTTTTAGTCAGAGGAGG 
AAAGGGAAGTGGAAAATGAAGTTTAGGGAAAGGAATGTGTAAAGAAGGATTTGA 
CAAACTGGATGCCCATGTGGAGAGAGTTGACTGTAAAGGTTTACGAGGAAAAAG 
GGTTGAAAACATAGAAAAAAGGGTAGAGGTGGGTTTGTGAGAGGGAGTGTGGAT 
GGAGGCATGTGTTGTGGTGGTGGATGACGTTGAGCTCATTGGTGGAGTGGCTGCTG 

35 TCCCGGAACATGAGCACAGTCCTGATGCGGTGCAGAGGGAGGGGGTTGGTGATG 
GTTTGAATGATATGATAAAAGAGTTTATGTCGATGGGAAGTTTGGTTGGAGTGAT 
TGGGAGAAGTGAGTGTGAGGAATGTGTAGATGGTTTAGTTGTTTGTGCTGAAGGAG 
TTGAGATATTTGAGTGGGTGGAACAGATTCAGGGTCCTAATGAGGAACAAAGATG 
TGAAATTCTGTGTAATGTAATAAAAAATAAATTGGACTGTGATATAAACAAGTTC 

40 AGGGATCTTGAGGTGGAGCATGTAGCTAAAGAAAGTGGAGGGTTTGTGGGTAGA 
GATTTTAGAGTAGTTGTGGATGGAGGGATAGATTGTGGAGTGTGTGGTGAGAGTAT 
ATGGAGGAGAGAAAAATTAGTTTTAACAAGATTGGAGTTGGAAAAGGGTCTGGGG 
GGATTTCTTCCTGCGTCTTTGCGAAGTGTCAACCTGCATAAACCTAGAGACCTGG 
GTTGGGAGAAGATTGGTGGGTTAGATGAAGTTAGGGAGATAGTGATGGATAGTAT 

45 GCAGTTACCTGCCAAGTATCCAGAATTATTTGCAAACTTGCCCATACGACAAAGA 
ACAGGAATACTGTTGTATGGTCCGCCTGGAACAGGAAAAACGTTACTAGCTGGG 
GTAATTGCAGGAGAGAGTAGAATGAATTTTATAAGTGTGAAGGGGGCAGAGTTA 
GTGAGGAAATACATTGGAGGAAGTGAAGAAGGTGTTGGGGATATTTTTATTAGAG 
GAGAGGGTGGAAAGGGCTGCATTGTTTTGTTTGATGAATTTGAATGGATTGGTGGT 
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CGGCGGGGTCATGATAATACAGGAGTTACAGACCGAGTAGTTAACCAGTTGCTG 
ACTCAGTTGGATGGAGTAGAAGGCTTACAGGGTGTTTATGTATTGGCTGCTACTA 
GTCGCCCTGACTTGATTGACCCTGCCCTGCTTAGGCCTGGTCGACTAGATAAATG 
TGTATACTGTCCTCCTCCTGATCAGGTGTCACGTCTTGAAATTTTAAATGTCCTCA 
5 GTGACTCTCTACCTCTGGCAGATGATGTTGACCTTCAGCATGTAGCATCAGTAAC 
TGACTCCTTTACTGGAGCTGATCTGAAAGCTTTACTTTACAATGCCCAATTGGAG 
GCCTTACATGGAATGCTGCTCTCGAGTGGACTCCAGGATGGAAGTTCCAGCTCTG 
ATAGTGACCTAAGTCTGTCTTCAATGGTCTTTCTTAACCATAGCAGTGGCTCTGAC 
GATTCAGCTGGAGATGGAGAATGTGGCTTAGATCAGTCCCTTGTTTCTTTAGAGA 

10 TGTCCGAGATCCTTCCAGATGAATCAAAATTCAATATGTACCGGCTCTACTTTGG 
AAGCTCTTATGAATCAGAACTTGGAAATGGAACCTCTTCTGATTTGAAGCTCACA 
TTGTCTCTCTGCACCAAGCTCCATGACTCAGGATTTGCCTGGAGTTCCTGGGAAA 
GACCAGTTGTTTTCACAGCCTCCAGTGTTAAGGACAGCTTCACAAGAGGGTTGCC 
AAGAACTTACACAAGAACAAAGAGATCAACTGAGGGCAGATATCAGTATTATCA 

1 5 AAGGC AGATACCGGAGCC AAAGTGGAGAGGACGAATCCATGAACC AACC AGGA 
CCAATCAAAACCAGACTGGCTATTAGTCAGTCACATTTAATGACTGCACTTGGTC 
ACACAAGACCATCCATTAGTGAAGATGACTGGAAGAATTTTGCTGAGCTATATG 
AAAGCTTTCAAAATCCAAAGAGGAGAAAAAATCAAAGTGGAACAATGTTTCGAC 
CTGGACAGAAAGTAACTTTAGCATAAAATATACTTCTTTTTGATTTGGTTCTGTTA 

20 AGTTTTTTGATGGCTTTTCCATATGTTGTAACAGGAAAAAAATGGTGTCTATGAA 
TTTCTTCTTAATTTAACAAATTTGGTTAATTTATAAAATCACAGATTGGTAAATGC 
' '■-....TATAATTAT.GTAATGATCAGGATTGAGATTAATACTGTAGTATAAATTGG • 

, ' ^ L 'TATAACAGATaCGGATATTTTATTTGCTAAAATCTAAATTCAGTCTTTAATGAAATA .. 
■ / ATATTAGCGAAATGGTGGAAGTAATTTATTTGTTTTGAGGA/sAAGATAATAAAGA 
.25 ATGTAATTAAATTTAAATTTCTTGGAATTCCCAGTTGTATATTCATCACCTTTGTA 
GCATTTGACAAATTTTATGCTTAGCAGCTTCTTCACTGTTTTGAAATAAAATATCC 
TATTACCTACTG 

SEQ ID NO: 333 

30 >2812 BLOOD 1091854.1 X53416 g28242 Human mKNA for actin-binding protein 
(filamin) (ABP-280). 0 

GCGCCTGGCGCGGGCGCGGGCGCGAAGGCGATCCGGGCGCCACCCCGCGGTCAT 
CGGTCACCGGTCGCTCTCAGGAACAGCAGCGCAACCTCTGCTCCCTGCCTCGCCT 
CCCGCGCGCCTAGGTGCCTGCGACTTTAATTAAAGGGCCGTCCCCTCGCCGAGGC 

35 TGCAGCACCGCCCCCCCGGCTTCTCGCGCCTCAAAATGAGTAGCTCCCACTCTCG 
GGCGGGCCAGAGCGCAGCAGGGCGCGGCTCCGGGCGGCGGCGTCGACACGCGG 
GACGCCGAGATGCCGGCCACCGAGAAGGACCTGGCGGAGGACGCGCCGTGGAA 
GAAGATCCAGCAGAACACTTTCACGCGCTGGTGCAACGAGCACCTGAAGTGCGT 
GAGCAAGCGCATCGCCAACCTGCAGACGGACCTGAGCGACGGGCTGCGGCTTAT 

40 CGCGCTGTTGGAGGTGCTCAGCCAGAAGAAGATGCACCGCAAGCACAACCAGCG 
GCCCACTTTCCGCCAAATGCAGCTTGAGAACGTGTCGGTGGCGCTCGAGTTCCTG 
GACCGCGAGAGCATCAAACTGGTGTCCATCGACAGCAAGGCCATCGTGGACGGG 
AACCTGAAGCTGATCCTGGGCCTCATCTGGACCCTGATCCTGCACTACTCCATCT 
CCATGCCCATGTGNN>MISIN]SnS[NNNNimi^ 

45 AAGCAGAGGCTCCTGGGCTGGATCCAGAACAAGCTGCCGCAGCTGCCCATCACC 
AACTTCAGCCGGGACTGGCAGAGCGGCCGGGCCCTGGGCGCCCTGGTGGACAGC 
TGTGCCCCGGGCCTGTGTCCTGACTGGGACTCTTGGGACGCCAGCAAGCCCGTTA 
CCAATGCGCGAGAGGCCATGCAGCAGGCGGATGACTGGCTGGGCATCCCCCAGG 
TGATCACCCCCGAGGAGATTGTGGACCCCAACGTGGACGAGCACTCTGTCATGA 
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CCTACCTGTCCCAGTTCCCCAAGGCCAAGCTGAAGCCAGGGGCTCCCTTGCGCCC 
CAAACTGAACCCGAAGAAAGCCCGTGCCTACGGGCCAGGCATCGAGCCCACAGG 
CAACATGGTGAAGAAGCGGGCAGAGTTCACTGTGGAGACCAGAAGTGCTGGCCA 
GGGAGAGGTGCTGGTGTACGTGGAGGACCCGGCCGGACACCAGGAGGAGGCAA 
5 AAGTGACCGCCAATAACGACAAGAACCGCACCTTCTCCGTCTGGTACGTCCCCGA 
GGTGACGGGGACTCATAAGGTTACTGTGCTCTTTGCTGGCCAGCACATCGCCAAG 
AGCCCCTTCGAGGTGTACGTGGATAAGTCACAGGGTGACGCCAGCAAAGTGACA 
GCCCAAGGTCCCGGCCTGGAGCCCAGTGGCAACATCGCCAACAAGACCACCTAC 
TTTGAGATCTTTACGGCAGGAGCTGGCACGGGCGAGGTCGAGGTTGTGATCCAG 

1 0 GACCCCATGGGACAGAAGGGCACGGTAGAGCCTCAGCTGGAGGCCCGGGGCGA 
CAGCACATACCGCTGCAGCTACCAGCCCACCATGGAGGGCGTCCACACCGTGCA 
CGTCACGTTTGCCGGCGTGCCCATCCCTCGCAGCCCCTACACTGTCACTGTTGGC 
CAAGCCTGTAACCCGAGTGCCTGCCGGGCGGTTGGCCGGGGCCTCCAGCCCAAG 
GGTGTGCGGGTGAAGGAGACAGCTGACTTCAAGGTGTACACAAAGGGCGCTGGC 

1 5 AGTGGGGAGCTGAAGGTC ACCGTGAAGGGCCCCAAGGGAGAGGAGCGCGTGAA 
GCAGAAGGACCTGGGGGATGGCGTGTATGGCTTCGAGTATTACCCCATGGTCCCT 
GGAACCTATATCGTCACCATCACGTGGGGTGGTCAGAACATCGGGCGCAGTCCCT 
TCGAAGTGAAGGTGGGCACCGAGTGTGGCAATCAGAAGGTACGGGCCTGGGGCC 
CTGGGCTGGAGGGCGGCGTCGTTGGCAAGTCAGCAGACTTTGTGGTGGAGGCTA 

20 TCGGGGACGACGTGGGCACGCTGGGCTTCTCGGTGGAAGGGCCATCGCAGGCTA 
AGATCGAATGTGACGACAAGGGCGACGGCTCCTGTGATGTGCGCTACTGGCCGC 
■ , , -.. • . AGGAGGCTGGGGAGTATGGCGTTCAGGTGCTGTGGAAGAGCGAAGACATCCGCC . 
• \- -. TGAGGGGCTTCATGGCTGACATeGGTGACGCGCCCCAGGACTTCGAGGGAGACAG 
, GGTGAAGGCACGTGGGGGTGGATTGGAGAAGACAGGTGTGGCCGTGAAGAAGCC 

25 AGCAGAGTTCACAGTGGATGCCAAGCACGGTGGCAAGGCCCCAGTTCGGGTCCA 
AGTGGAGGACAATGAAGGCTGCCCTGTGGAGGGGTTGGTCAAGGACAAGGGCAA 
TGGCACTTACAGCTGCTCCTACGTGCCCAGGAAGCCGGTGAAGCACACAGCGAT 
GGTGTCCTGGGGAGGCGTCAGCATCCCCAACAGCCCCTTCAGGGTGAATGTGGG 
AGCTGGGAGCCACGGCAACAAGGTCAAAGTATAGGGGGGCGGAGTAGCGAAGAG 

30 AGGGCTCAAGGGGCACGAGGCCACCTACTTCACTGTGGAGTGCGCCGAGGGTGG 
CCAGGGGGAGGTCAGCATGGGCATCAAGTGTGGCGCTGGAGTGGTAGGCGCCGC 
CGAAGCTGACATCGACTTCGACATCATCCGCAATGACAATGACACCTTCACGGTC 
AAGTAGAGGCCCGGGGGGGGTGGCAGCTAGACCATTATGGTGGTCTTTGCTGACC 
AGGCGACGCCCACCAGCCCCATCCGAGTCAAGGTGGAGCCCTGTCATGACGCCA 

35 TAAGGTGAAGGCCGAGGGCCCTGGCCTCAGTCGCACTGGTGTCGAGCTTGGCAA 
GGCGACGCACTTGACAGTAAATGCGAAAGGTGCTGGGAAAGGGAAGGTGGAGGT 
GCAGTTGTCAGGACTCACGAAGGGGGATGGAGTGGGAGATGTGGACATCATGGA 
CCACCATGACAACACCTAGACAGTCAAGTACACGCCTGTCCAGCAGGGTCCAGT 
AGGCGTCAATGTCACTTATGGAGGGGATCCCATCCCTAAGAGCCCTTTCTCAGTG 

40 GCAGTATGTCGAAGGCTGGAGGTGAGCAAGATCAAGGTGTGTGGCCTGGGAGAG 
AAGGTGGAGGTTGGGAAAGACCAGGAGTTCACAGTCAAATCAAAGGGTGGTGGT 
GGTGAAGGCAAAGTGGCATCCAAGATTGTGGGGGGCTCGGGTGCAGGGGTGCCC 
TGCAAGGTGGAGCCAGGCCTGGGGGCTGACAACAGTGTGGTGCGCTTCCTGCCC 
CGTGAGGAAGGGCCCTATGAGGTGGAGGTGACGTATGACGGCGTGCCGTGCCTG 

45 GCAGCCCTTTCTGTGGAAGGTGTGGCCCCCACCAAGCCTAGCAAGGTGAAGGCGT 
TTGGGCCGGGGCTGCAGGGAGGCAGTGCGGGCTCCCCCGCCCGCTTCACCATCG 
AGAGCAAGGGCGCCGGCACAGGTGGCCTGGGCCTGAGGGTGGAGGGCCCCTGTG 
AGGCGCAGGTGGAGTGCTTGGACAATGGGGATGGGACATGTTCCGTGTCCTACGT 
GCCCACCGAGCCCGGGGACTACAACATCAACATCGTCTTGGCTGACACCCACATC 
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CCTGGCTCCCCATTCAAGGCCCACGTGGTTCCCTGCTTTGACGCATCCAAAGTCA 
AGTGCTCAGGCCCCGGGCTGGAGCGGGCCACCGCTGGGGAGGTGGGCCAATTCC 
AAGTGGACTGCTCGAGCGCGGGCAGCGCGGAGCTGACCATTGAGATCTGCTCGG 
AGGCGGGGCTTCCGGCCGAGGTGTACATCCAGGACCACGGTGATGGCACGCACA 
5 CCATTACCTACATTCCCCTCTGCCCCGGGGCCTACACCGTCACCATCAAGTACGG 
CGGCCAGCCCGTGCCCAACTTCCCCAGCAAGCTGCAGGTGGAACCTGCGGTGGA 
CACTTCCGGTGTCCAGTGCTATGGGCCTGGTATTGAGGGCCAGGGTGTCTTCCGT 
GAGGCCACCACTGAGTTCAGTGTGGACGCCCGGGCTCTGACACAGACCGGAGGG 
CCGCACGTCAAGGCCCGTGTGGCCAACCCCTCAGGCAACCTGACGGAGACCTAC 

1 0 GTTCAGGACCGTGGCGATGGCATGTACAAAGTGGAGTACACGCCTTACGAGGAG 
GGACTGCACTCCGTGGACGTGACCTATGACGGCAGTCCCGTGCCCAGCAGCCCCT 
TCCAGGTGCCCGTGACCGAGGGCTGCGACCCCTCCCGGGTGCGTGTCCACGGGCC 
AGGCATCCAAAGTGGCACCACCAACAAGCCCAACAAGTTCACTGTGGAGACCAG 
GGGAGCTGGCACGGGGCGGCCTGGGCCTGGCTGTAGAGGGCCCCTCCGAGGCCA 

1 5 AGATGTCCTGCATGGATAACAAGGACGGCAGCTGCTCGGTCGAGTACATCCCTTA 
TGAGGCTGGCACCTACAGCCTCAACGTCACCTATGGTGGCCATCAAGTGCCAGGC 
AGTCCTTTCAAGGTCCCTGTGCATGATGTGACAGATGCGTCCAAGGTCAAGTGCT 
CTGGGGCCCGGCCTGAGCCCAGGCATGGTTCGTGCCAACCTCCCTCAGTCCTTCC 
AGGTGGACACAAGCAAGGCTGGTGTGGCCCCATTGCAGGTCAAAGTGCAAGGGC 

20 CCAAAGGCCTGGTGGAGCCAGTGGACGTGGTAGACAACGCTGATGGCACCCAGA 
CCGTCAATTATGTGCCCAGCCGAGAAGGGCCCTACAGCATCTCAGTACTGTATGG 
'■J. ,• - ' AGATGAAGAGGTAGGGCGGAGGCCCTTGAAGGTCAAGGTGGTGGGTAGTCATGA ; 
• • • i !. TGCCAGGAAGGTGAAGGCCAGTGGCCCCGGGCTGAAGAGGAGTGGGGTGCGTGC 
. :'©AGGCTGCCCGTGGAGTTGAGGATGGATGGAAAGGAGGGGGGGGAGGGCGTGGT 

25 GGCTGTCCAGATCACGGATCCCGAAGGGAAGCCGAAGAAGACACACATCCAAGA 
CAACCATGAGGGGACGTATACAGTGGGCTAGGTGGGAGACGTGACAGGTGGGTA 
CACCATCGTCATGAAGTACGGTGGTGAGGAGATCCGGTTCTGCCCGTACCGCGTG 
CGTGCCGTGCCCACCGGGGACGCCAGCAAGTGCACTGTCACAGTGTCAATCGGA 
GGTCAGGGGGTAGGTGGTGGCATGGGGGCCAGCATTGAGATTGGGGAGGAGAGG 

30 GTGATGACTGTGGAGAGTAAGGGGGCAGGGAAAGGCAAAGTGAGGTGGACCGTG 
TGGACGGCTGATGGGTCAGAGGTGGATGTGGACGTGGTGGAGAATGAGGACGGC 
ACTTTCGACATCTTCTACACGGCCCCCCAGCCGGGCAAATACGTCATCTGTGTGC 
GCTTTGGTGGGGAGGAGGTGCGGAAGAGCCGCTTGGAAGTGAGGGCTCTGGCTGG 
GGACCAGCGGTCGGTGCAGGCCGGTCTACGGTGTCAGGAGGTGGGCCCACAGTAC 

35 AGGTACGCCCAGGGCGGGCAGGAGACTTGGGCCCCGGAGAGGCCCCTGGTGGGT 
GTCAATGGGGTGGATGTGACCAGCCTGAGGCCCTTTGACCTTGTCATCCCCTTCA 
GGATCAAGAAGGGGGAGATGACAGGGGAGGTTGGGATGCCGTCAGGCAAGGTGG 
CGGAGGGCAGGATCAGTGACAACAAAGACGGGAGGGTGAGGGTGCGGTATGCAC 
CGAGCGAGGCTGGCCTGCACGAGATGGACATCCGCTATGACAACATGCACATCC 

40 CAGGAAGCGGGTTGGAGTTGTATGTGGATTACGTGAAGTGTGGGCATGTGACTGC 
GTATGGGCGTGGGCTCAGCCATGGAGTAGTGAACAAGCCTGCCACCTTCACCGTC 
AAGACGAAGGATGGAGGAGAGGGGGGGGTGTGTGTGGGCATTGAGGGGGGGTGC 
AAAGCAGAAATCAGCTGCAGTGACAACCAGGATGGGACATGCAGCGTGTCCTAC 
CTGCCTGTGCTGCCGGGGGAGTACAGCATTGTAGTCAAGTACAATGAACAGCAC 

45 GTCCCAGGCAGCCCGTTCAGTGCTGGGGTCACAGGTGACGACTCCATGCGTATGT 
CCCACCTAAAGGTCGGCTCTGCTGCCGACATCCCCATCAACATCTCAGAGACGGA 
TGTGAGCCTGCTGACGGCCAGTGTGGTGCCGCCCTCGGGCCGGGAGGAGGCCTGT 
TTGCTGAAGGGGCTGCGTAATGGCCACGTGGGGATTTCATTCGTGCCCAAGGAGA 
GGGGGGAGCACGTGGTGGATGTGAAGAAAAATGGCCAGCAGGTGGCCAGCAGCC 
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CCATCCCGGTGGTGATCAGCCAGTCGGAAATTGGGGATGCCAGTCGTGTTCGGGT 
CTCTGGTCAGGGCCTTCACGAAGGCCACACCTTTGAGCCTGCAGAGTTTATCATT 
GATACCCGCGATGCAGGCTATGGTGGGCTCAGCCTGTCCATTGAGGGCCCCAGC 
AAGGTGGACATCAACACAGAGGACCTGGAGGACGGGACGTGCAGGGTCACCTAC 
5 TGCCCCACAGAGCCAGGCAACTACATCATCAACATCAAGTTTGCCGACCAGCAC 
GTGCCTGGCAGCCCCTTCTCTGTGAAGGTGACAGGCGAGGGCCGGGTGAAAGAG 
AGCATCACCCGCAGGCGTCGGGCTCCTTCAGTGGCCAACGTTGGTAGTCATTGTG 
ACCTCAGCCTGAAAATCCCTGAAATTAGCATCCAGGATATGACAGCCCAGGTGA 
CCAGCCCATCGGGCAAGACCCATGAGGCCGAGATCGTGGAAGGGGAGAACCAC 

1 0 ACCTACTGCATCCGCTTTGTTCCCGCTGAGATGGGCACACACACAGTCAGCGTGA 
AGTACAAGGGCCAGCACGTGCCTGGGAGCCCCTTCCAGTTCACCGTGGGGCCCCT 
AGGGGAAGGGGGAGCCCACAAGGTCCGAGCTGGGGGCCCTGGCCTGGAGAGAG 
CTGAAGCTGGAGTGCCAGCCGAATTCAGTATCTGGACCCGGGAAGCTGGTGCTG 
GAGGCCTGGCCATTGCTGTCGAGGGCCCCAGCAAGGCTGAGATCTCTTTTGAGGA 

15 CCGCAAGGACGGCTCCTGTGGTGTGGCTTATGTGGTCCAGGAGCCAGGTGACTAC 
GAAGTCTCAGTCAAGTTCAACGAGGAACACATTCCCGACAGCCCCTTCGTGGTGC 
CTGTGGCTTCTCCGTCTGGCGACGCCCGCCGCCTCACTGTTTCTAGCCTTCAGGAG 
TCAGGGCTAAAGGTCAACCAGCCAGCCTCTTTTGCAGTCAGCCTGAACGGGGCC 
AAGGGGGCGATCGATGCCAAGGTGCACAGCCCCTCAGGAGCCCTGGAGGAGTGC 

20 TATGTCACAGAAATTGACCAAGATAAGTATGCTGTGCGCTTCATCCCTCGGGAGA 
ATGGCGTTTACCTGATTGACGTCAAGTTCAACGGCACCCACATCCCTGGAAGCCC 

• .{CTTCAAGATCCGAGTTGGGGAGCCTGGGGATGGAGGGGACGCAGGCTTGGTGTC f 

. •. ; • :TGCTTAGGGAGCAGGTGTGGAAGGCGGTGTGAGAGGGAACCGAGCTGAGTTGGT . 
■ GGTGAACACGAGGAATGCGGGAGCTGGTGGCGTGTGGGTGACCATTGAGGGCGG 

25 CTCCAAGGTGAAGATGGATTGCCAGGAGTGCCCTGAGGGCTACCGCGTCACCTA 
TAGCCCGATGGGACCTGGCAGCTACCTCATGTCCATCAAGTACGGCGGCCCCTAC 
CACATTGGGGGCAGCCCCTTCAAGGCCAAAGTCACAGGCCCCGGTCTCGTCAGC 
AACCACAGCCTCCACGAGACATCATCAGTGTTTGTAGACTCTCTGACCAAGGCCA 
CGTGTGCCCGCCAGCATGGGGCCCGGGGTCGTGGGGGTGCTGAGGCCAGCAAGGT 

30 GGTGGGGAAGGGCGTGGGGCTGAGCAAGGGGTAGGTAGGGCAGAAGAGCAGGTT 
CACAGTAGACTGCAGCAAAGCAGGCAACAACATGCTGCTGGTGGGGGTTCATGG 
CCCAAGGACCCCCTGCGAGGAGATCCTGGTGAAGCACGTGGGCAGCCGGCTCTA 
CAGCGTGTCCTACCTGGTCAAGGACAAGGGGGAGTAGACACTGGTGGTGAAATG 
GGGGGACGAGCACATCCCAGGCAGCCCCTACCGCGTTGTGGTGGCCTGAGTCTG 

35 GGGCCCGTGCCAGCCGGCAGCCCCCAAGCCTGCCCCGCTACCCAAGCAGCCCCG 
CGGTCTTCCGCTCAAGCCCGGGGCAGGGCGCGCTGGGGGCCCGGCTGTCAGTGGA 
GCCGCCCCTGCCCTGTGCCGTGCTGCGCTCACCTGCCTCCCCAGCCAGCCGCTGA 
CCTCTCGGCTTTCACTTGGGCAGAGGGAGCCATTTGGTGGCGCTGCTTGTCTTCTT 
TGGTTCTGGGAGGGGTGAGGGATGGGGGTCCTGTACACAACCACCCACTAGTTCT 

40 CTTCTCCAGCCAAGAGGAATAAAGTTTTGCTTCCATTCTCAAAA 



SEQ ID NO: 334 

>2827 BLOOD 006880.13 U87278 §4099426 Human spUcing factor SRp30c gene, exon 2. 0 
GGGCGACGGGCGCATCTACGTGGGGAACCTTCCGACCGAGGTGGGCGAGAAGGA 
45 CTTGGAGGACCTGTTCTACAAGTACGGCCGCATCCGCGAGATCGAGCTCAAGAA 
CAGGCACGGCCTCGTGCCCTTCGCCTTCGTGCGCTTCGAGGACCCCCGAGATGCA 

GAGGATGCTATTTATGGAAGAAATGGTTATGATTATGGCCAGTGTCGGCTTCGTG 
TGGAGTTCGCGAGGACTTATGGAGGTCGGGGTGGGTGGCGGCGTGGTGGGAGGA 
ATGGGCGTGCTACAAGAAGATCTGATTTCCGAGTTCTTGTTTCAGGTATGTTCCTT 
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TCAAACAGAATGAGATGATACATGTAAAATACTTAACACAGACTCTGTGTTCCAA 
GAAATGATAGCTGTTATTCTTCAGTGCATGGGACACGGGGGCTTTCTTTTCAATA 
GCCTGTGTGAAGCCTTGCCCTGGATTGCCAATGAGGAAAGTATCCTGCAAATGAA 
ATTGCGCTGGGAGTGCAGCCTTGGAAGAACATAACCATATTTCTTGTAAAGGAGT 
5 TTTCTAGTGGTGAGAAGGAAAGATGATGGGAAAACTTGAGCTACAATTCTAAAG 
ATGCTTCTTTTGGAATATACTTGGCATCAGACATGGTAGAAAGGCATTCAAGGAG 
CCAGATTTGAACAACTTACCCAGCCTTGGATCCTGAAGAAGATCAGATTTTGTGG 
TGGTTTTAGAATTAAATATTTTTTAAAACCCCGTAACTTAAGAGTCTTAGAGATTT 
TATTGGAAAGTATAGACTATTTCTGTCTAGTGTTTATAAGTGATGAAATGCTAAA 

10 CTGGGAGGTTTATCTATCTTCAAAATATTAACACACTGGAAAGACCTGGGGCCTT 
CTGCATATTGCATGGGAGTTTTAGGGCCCTGGTGGAATGAAATAAATCGAGGAG 
CCTGGCACCTTTTTAAGATGTGAATGTCACACAATCACAGCATACTCCCATGTGC 
TTAAGAGTGATACTCTCAGTATCTGCCTATCTTGTGTCCCTTTGTAATTTTTTAAC 
CCCAGAACTCTATTCCCTCCTTCAGGATGTCATACATTATCTTTTTTTCTCTCCATG 

1 5 CTGCTCTGAAATCCTGCTTAGAAAACTATTAGGAAATGGCTGC AGTCCTGAGCTG 
TGAGCGGTAAACACAGCCTTTGAGAGCAGGAGCACATTTCCCTTTCATGACATCA 
GGTAGGGTTGTATGACTCCCGACTAGTTTTAGCATCTGAGTCTTACCTTCCCCCCC 
ACTGTATTGAAGAATGTTGGTGATCTTTTAAGAGGTACTCTGTATAGTTTGTCATT 
CATACCTACAAGAAAACAAACTTTAGATTTTTTGTTGTTGTGTTGTTACCTTCAGC 

20 TACTCTTTGGTTATTTCATGTCTGGTTTCAAAATTCCCATGTCCTGTGAAACCCTG 
TCAAGCAATAAATAATTGGTACTGTTAAATTTCATAATGGAAAAAATTGGAACTC 
. . . AAAGaATTAGGAGTTTGGCATTGATTTTAAAGGACAAAGAAAGAGGCT^ ■ 
-•■ ;^ ■-•TGTGAAAGATACT.AAACGTGTAA.TGGGATGGACS.T^^^ , 
• ^ .TGGTCTGTGGAAGATGAACTTAAAACCAGCTTGTOVAAGTGGTTCATTTAC 

25 CATACTTCAGTGCTCTTTTCTGATTTCATGTGCCTTATCAAGGTTTATGATTTGGG 
GACCCTCAGGATTTAAGTGATCATGGAGAAAGGACCATAGGTATTGCTGGCTCTT 
AACAGGGCAGTTAACATAGCTGAAGGATGTGGGCTTTCTTATGTTCTCCATGCCT 
AGGACTTCCTCCGTCAGGCAGCTGGCAGGACCTGAAGGATCACATGCGAGAAGC 
TGGGGATGTCTGTTATGCTGATGTGCAGAAGGATGGAGTGGGGATGGTCGAGTA 

30 TCTCAGAAAAGAAGACATGGAATATGCCCTGCGTAAACTGGATGACACCAAATT 
CCGCTCTCATGAGGGTGAAACTTCCTACATCCGAGTTTATCCTGAGAGAAGCACC 
AGCTATGGCTACTCACGGTCTCGGTCTGGGTCAAGGGGCCGTGACTCTCCATACC 
AAAGCAGGGGTTCCCCACACTACTTCTCTCCTTTCAGGCCCTACTGAGACAGGTG 
ATGGGAATTTTTTCTTTATTTTTTAGGTTAACTGAGCTGCTTTGTGCTCAGAATCT 

35 ACATTCCAGATTGAGGATTTAGTGTCTTAGGAAATTTTTTTAATTTTTTTTTTTTTA 
AAGNAGAAAAAAACTACATAATTTCTACCAGGGCCATATTAGCAGTGAAACATT 
TTAAACTGCAGAAATTGTGGTTTGGGTTCAGAAACAAGTTGTATATTTTTCACCC 
CTGATTATGGGAAAAAAATCAGTTCTGTCTTGGTGGGTTGCTCTACTATGGAGAT 
CAACAGTTACTGTGACTGAGTCGGCCCATTCTGTTTAGAAATATATTTTAAATGTT 

40 TAGTGTTTCCTCGCTTTCCAAGTTACATTTTATCTTGAGCAGATTTAAAACGAGAT 
TAGCTGTAATAGGACTCCAGGATGTGGGCAGATGTCTACTTGTCAAAGGGAGAA 
TCCAAATACAAC 

SEQ DD NO: 335 

45 >2846 BLOOD 407165.16 AF048693 g3170416 Human transcription factor forkhead-like 7 
(FKHL7) gene, complete cds. 0 

GGCTACCCGGGCCAGCAGCAGAACTTCCACTCGGTGCGGGAGATGTTCGAGTCA 
CAGAGGATCGGCTTGAACAACTCTCCAGTGAACGGGAATAGTAGCTGTCAAATG 
GCCTTCCCTTCCAGCCAGTCTCTGTACCGCACGTCCGGAGCTTTCGTCTACGACTG 
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TAGCAAGTTTTGACACACCCTCAAAGCCGAACTAAATCGAACCCCAAAGCAGGA 
AAAGCTAAAGGAACCCATCAAGGCAAAATCGAAACTAAAAAAAAAAAATCCAA 
TTAAAAAAAACCCCTGAGAATATTCACCACACCAGCGAACAGAATATCCCTCCA 
AAAATTCAGCTCACCAGCACCAGCACGAAGAAAACTCTATTTTCTTAACCGATTA 
5 ATTCAGAGCCACCTCCACTTTGCCTTGTCTAAATAAACAAACCCGTAAACTGTTT 
TATACAGAGACAGCAAAATCTTGGTTTATTAAAGGACAGTGTTACTCCAGATAAC 
ACGTAAGTTTCTTCTTGCTTTTCAGAGACCTGCTTTCCCCTCCTCCCGTCTCCCCTC 
TCTTGCCTTCTTCCTTGCCTCTCACCTGTAAGATATTATTTTATCCTATGTTGAAGG 
GAGGGGGAAAGTCCCCGTTTATGAAAGTCGCTTTCTTTTTATTCATGGACTTGTTT 

10 TAAAATGTAAATTGCAACATAGTAATTTATTTTTAATTTGTAGTTGGATGTCGTGG 
ACCAAACGCCAGAAAGTGTTCCCAAAACCTGACGTTAAATTGCCTGAAACTTTAA 
ATTGTGCTTTTTTTCTCATTATAAAAAGGGAAACTGTATTAATCTTATTCTATCCT 
CTTTTCTTTCTTTTTGTTGAACATATTCATTGTTTGTTTATTAATAAATTACCATTC 
AGTTTGAATGAGACCTATATGTCTGGATACTTTAATAGAGCTTTAATTATTACGA 

15 AAAAAGATTTCAGAGATAAAACACTAGAAGTTACCTATTCTCCACCTAAATCTCT 
GAAAAATGGAGAAACCCTCTGACTAGTCCATGTCAAATTTTACTAAAAGTCTTTT 
TGTTTAGATTTATTTTCCTGCAGCATCTTCTGCAAAATGTACTATATAGTCAGCTT 
GCTTTGAGGCTAGTAAAAAGATATTTTTCTAAACAGATTGGAGTTGGCATATAAA 
CAAATACGTTTTCTCACTAATGACAGTCCATGATTCGGAAATTTTAAGCCCATGA 

20 ATCAGCCGCGGTCTTACCACGGTGATGCCTGTGTGCCGAGAGATGGGACTGTGCG 
GCC AGATATGC ACAGATAAATATTTGGCTTGTGTATTCCATATAAAATTGCAGTG 
■ ■ V .:> GATATTATACATCCCTGTGAGCCAGA'IGGTGAATAGATATTTTCCTATTATTTCAG 
.. -.. C ,:TGGTTTATAAAAGGAAAAATAAACGAGTT0?TTAAATGTATGTATA5AATTCTGCC • 

• r i, GGATTTACAATCGTTCATGTATTACATAGAAGGATTGGTTTTTTAAAAATATACTG 

25 CGGGTTGGAAAGGGATATTTAATCTTTGAGAAACTATTTTAGAAAATATGTTTGT 
AGAACAATTATTTTTGAAAAAGATTTAAAGCAATAACAAGAAGGAAGGCGAGAG 
GAGCAGAACATTTTGGTCTAGGGTGGTTTCTTTTTAAACCATTTTTTCTTGTTAAT 
TTACAGTTAAACCTAGGGGACAATCCGGATTGGCCCTCCCCCTTTTGTAAATAAC 
CCAGGAAATGTAATAAATTCATTATCTTAGGGTGATCTGCCCTGCCAATCAGACT 

30 TTGGGGAGATGGCGATTTGATTACAGACGTTCGGGGGGGTGGGGGGCTTGCAGT 
TTGTTTTGGAGATAATACAGTTTCCTGCTATCTGCCGCTCCTATCTAGAGGCAACA 
CTTAAGCAGTAATTGCTGTTGCTTGTTGTCAAAATTTGATCATTGTTAAAGGATTG 
CTGCAAATAAATACACTTTAATTTCAGTCCAAAAAAAAANAAAAAAAGGGC 

35 SEQ ID NO: 336 

>2898 BLOOD 257782.19 D49738 §736703 Human cytoskeleton associated protein (CG22) 
mKNA, complete cds. 0 

TTTTTTCTGGGTTTCTAGTGAATTTAATGCATGAGTCTCAAAAATCAATGGCAAA 
GGAAAAAATGAATAAAATTAAAATGGGGTCAGGAGAAAAGGGCCATGGGCACA 

40 CACAGGAGGGGCAGTCAGTGGCTGAGCTAGGAGCTGAAGCAGGGGAATTCCTTA 
GGTGTCATATCTCGTCCAACCCGTAGTCCTCCTCCGGGAAGTCCCCCACCGTCAC 
GACTGCTGGCTTGACAAAGGCGCCATACTTGGCCTGGCATTCGAAGTAGCGTTTC 
CCATTCACACTGCCATCATTTTTCCCCAGTGGCTCATCATAGCGGACACCAATCC 
AGTAGCCAGGCTTGAAATCTGTGAGACCTACATACATGACGGTGCCCCGGCGAG 

45 GGGATTGTCCCGCCGCCCGCACCTCACAGCGGCTGCCCACGGGGATGGAGCTGG 
CCTGGGCCTTCTCCTCGGCCAGGCGCTGGGCGGCCTCGGCCTCCTGCTGAGCCCG 
CTCCTCCTCGTTGTACCGGCCGAGCTTGCTGCGCTTCAGGAAAGAGCGGACCGTG 
TCTTGCCTCTGGTCGTAGGCTTCTTGTGAGATCGTGTACTTCTCCACCCGGGACAC 
GTCCTCATACTCACCAAGGCGGGCGCCACTGTGGTCAATGACGTGGATGCGGCA 
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GCCGTCATCTACAGGGTAGGAGCCCAGGAGCGCATCCTCTTGATCCAGCTTGCTG 
TAGAACTTGTCGTCAACTCCATACAGCTCCAGTTCCATGCAGGAAGCAGGGCTGC 
CCACCAGCAACTCCAGTTTACACTTGAACTCAGCGATGGTGAGGCTGCGGCTGTA 
TCGCTTCTCGGAGCGGAAGGTGTTGAGGGAGCTGCTGATGAAAACGGTCACCGT 
5 GGGTGCCGACACCCCCGTCACCTCCATCTTGCCGCGCCCTGCGGATGCCTGCAGC 
GCAGGTCCAGCCGCCTCACACCCGCTCCGCAGCCGCCGCC 

SEQ ID NO: 337 

>2901 BLOOD GB_AA504617 gi|2240777lgb|AA5046171AA504617 aa63b04.sl 
10 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE: 825 5 83 3' similar to TR:G642094 
G642094 AUTOANTIGEN P542 mKNA sequence [Homo sapiens] 

GCTGGGATGCGTTGGGGGAGGAGGCGCCTGCTGCCAGCTTTCCTCTGGTACCCGC 
TGTGGGGGTGGCATCCAGGGTTGGGTGCCCGGCTTGACAGGTACGTTAGTTTTGA 
CACGCCGGACCAAAGGGACTGTGACCCGGGGTCGCTTCACAGGGACCGCCCTGG 
15 GCACTGGCACGGGCGACAGACGGCCCCGGTAGTCGAAGAGCCTGTCGTAGA 

>2912 BLOOD 1162375.1 U09202 g852427 Human ornithine decarboxylase antizyme (Oaz) 
mRNA, complete cds. 0 

GTGCTGAGTGGCGGCACTCTACATCGAGATCCCGGGCGGCGGCTGCCCGAGGGG 
AGCAAGGACAGCTTTGCAGTTCTCCTGGAGTTCGCTGAGGAGCAGCTGCGAGCC 
20 GACCATGTCTTCATTTGCTTCCACAAGAACCGCGATGACAGAGCCGCCTTGCTCC 
GAACCTTCAGCTTTTTGGGCTTTGAGATTGTGAGACCGGGGCATCCCCTTGTCCC 
v. ' .GAAGAGACCGGAGGGTTGGTTCATGGGCTAGACGTTCGAGAG 

• SEQ ID NO: 338 .. ■ . • A. - -v, 

25 >2917 BLOOD 358853.44 Z19554"g37851 Human vimentin gene. 0 

GAGGGCGCGGGGAGGGGAGGGGCGGAGGGTGCGGGCTTGTGGGTAGGTCGCGATT 
GGCTGGGGGGGTGGGGGGGTGGGATGGGAGTGGGAGGGGAGGGTGTTTGGTAAG 
GGGGTTATAAAAAGAGGGGGGTGGGGGGGGTGGAGTGGTGTGGGACTGTGGGTGG 
GAGGTGGCGGGGCGAGAGAGGGAGCCGCGGTGGGACGAGCGAGAGCCACGGGGG 

30 GCTGCGTTGGGGTCTTGTGGGGGAGCGAGTCGGGGGGGACGGGGGGCGCCGAGGG 
GATGGGGACGGTGGGGAGCGATGTTGCAGGAGGTGGGTGTGGTGGTCCTGGTAGGG 
GAGGATGTTGGGCGGGCGGGGGAGGGGGAGGCGGGCGAGGTGGAGCGGGAGGTA 
GGTGAGTAGGTGGAGGCGGAGGTAGAGGGTGGGGAGGGGGGTGGGCCGGAGGAGG 
AGCGGGAGGGTGTAGGCGTGGTGGGGGGGGGGGGTGTATGGGAGGGGGTGGTGTG 

35 GCGTGGGCGTGGGGAGGAGGGTGGGGGGGGTGGGGGTGGTGGAGGAGTGGGTGG 
AGTTGTGGGTGGGGGAGGGGATGAACAGGGAGTTGAAGAAGAGCGGCACGAACG 
AGAAGGTGGAGGTGGAGGAGCTGAATGACCGGTTGGCGAAGTACATCGAGAAGG 
TGCGGTTCGTGGAGGAGGAGAATAAGATCCTGGTGGGGGAGGTCGAGGAGGTCA 
AGGGGCAAGGGAAGTGGGGGCTGGGGGAGGTCTAGGAGGAGGAGATGGGGGAG 

40 GTGCGGGGGCAGGTGGAGGAGGTAAGGAACGAGAAAGCCGGCGTGGAGGTGGAG 
GGCGAGAAGCTGGGGGAGGAGATGATGCGGGTGGGGGAGAAATTGCAGGAGGAG 
ATGCTTGAGAGAGAGGAAGGCGAAAAGAGGGTGGAATCTTTCAGACAGGATGTT 
GACAATGGGTGTGTGGCAGGTGTTGAGGTTGAAGGGAAAGTGGAATCTTTGCAAG 
AAGAGATTGCGTTTTTGAAGAAAGTCCAGGAAGAGGAAATCGAGGAGCTGGAGG 

45 GTGAGATTCAGGAAGAGGATGTGGAAATGGATGTGGATGTTTCGAAGGGTGAGGT 
CAGGGGTGGGGTGGGTGAGGTAGGTCAGGAATATGAAAGTGTGGGTGGGAAGAA 
GGTGCAGGAGGGAGAAGAATGGTAGAAATCCAAGTTTGCTGACCTCTGTGAGGG 
TGCCAACCGGAAGAATGACGCGCTGGGCCAGGGAAAGGAGGAGTGCACTGAGTA 
GGGGAGACAGGTGGAGTGGGTGAGGTGTGAAGTGGATGGGGTTAAAGGAAGGAA 
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TGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACTTTGCCGTTGAAGC 
TGCTAACTACCAAGACACTATTGGCCGCCTGCAGGATGAGATTCAGAATATGAA 
GGAGGAAATGGCTCGTCACCTTCGTGAATACCAAGACCTGCTCAATGTTAAGATG 
GCCCTTGACATTGAGATTGCCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGC 
5 AGGATTTCTCTGCCTCTTCCAAACTTTTCCTCCCTGAACCTGAGGGAAACTAATCT 
GGATTCACTCCCTCTGGTTGATACCCACTCAAAAAGGACACTTCTGATTAAGACG 
GTTGAAACTAGAGATGGACAGGTTATCAACGAAACTTCTCAGCATCACGATGAC 
CTTGAATAAAAATTGCACACACTCAGTGCAGCAATATATTACCAGCAAGAATAA 
AAAAGAAATCCATATCTTAAAGAAACAGCTTTCAAGTGCCTTTCTGCAGTTTTTC 

1 0 AGGAGCGCAAGATAGATTTGGAATAGGAATAAGCTCTAGTTCTTAACAACCGAC 
ACTCCTACAAGATTTAGAAAAAAGTTTACAACATAATCTAGTTTACAGAAAAATC 
TTGTGCTAGAATACTTTTTAAAAGGTATTTTGAATACTATTAAAACTGCTTTTTTT 
TTTCCAGCAAGTATCCAACCAACTTGGTTCTGCTTCAATAAATCTTTGGAAAAAC 
AAAGCAGTTTTAATAGTATTCAAAATACCTTTTAAAAAGTATTCTAGCACAAGAT 

15 TTTTCTGTAAACTAGATTATGTTGTAAACTTTTTTCTAAATCTTGTAGGAGTGTCG 
GTTGTTAAGAACTAGAGCTTATTCCTATTCCAAATCTATCTTGCGCTCCTGAAAA 
ACTGCAGAAAGGCACrrGAAAGCTGTTTCTTTAAGATATGGATTTCTTTTTTACCT 
TGCTGGTAATATATTGCTGCACTGAGTGTGTGCAATTTTTATTCAAGGTCATCGTG 
ATGCTGAGAAGTTTCGTTGATAACCTGTCCATCTCTAGTTTCAACCGTCTTAATCA 

20 GAAGTGTCCTTTTTGAGTGGGTATCAACCAGAGGGAGTGAATCCAGATTAGTTTC 
CCTCAGGTTCAGGGAGGAAAAGTTTGGAAGAGGCAGAGAAATCCTGCTCTCCTC 
GCGTTCCAGCTGCTAAGTAGCAAGACAGTATTGGeGGCCTGCAGGATGAGATTCA 
GAATATGAAGGAGGAAATGGGTCGTGACGTTCGTGAATACCAAGAGCTGCTGA-A 
TGTTAAGATGGCCCTTGAGATTGAGATTGCCACCTACAGGAAGCTGCTGGAAGGC 

25 GAGGAGAGCAGGATTTCTCTGCCTCTTCCAAACTTTTCCTCCCTGAACGTGAGGG 
AAACTAATCTGGGATTCACTCCCCTCTGGTTGATACCCACTCAAAAAGGACACTT 
CTGATTAAGACGGTTGAAACTAGAGATGGACAGGTTATCAACGAAACTTCTCAG 
CATCACGATGACCTTGAATAAAAATTGCACACACTCAGTGCAGCAATATATTACC 
AGCAAGAATAAAAAAGAAATTCATATCTTAAAGAAACAGCTTTCAAGTGCCTTT 

30 CTGCAGTTTTTCAGGAGCGCAAGATAGATTTGGAATAGGAATAAGCTCTAGTTCT 
TAACAACCGACACTCCTACAAGATTTAGAAAAAAGTTTACAACATAATCTAGTTT 
ACAGAAAAATCTTGTGCTAGAATACTTTTTAAAAGGTATTTTGAATACCATTAAA 
ACTGCTTTTTTTTTTCCAGCAAGTATCCAACCAACTTGTTTCTGCTTCAATAAATC 
TTTGGAAAAACTCAAAAA 

35 

SEQ ID NO: 339 

>2925 BLOOD 235943.40 J05581 gl88869 Human polymorphic epithelial mucin (PEM) 
mRNA, complete cds. 0 

CGCTCCACCTCTCAAGCAGCCAGCGCCTGCCTGAATCTGTTCTGCCCCCTCCCCA 
40 CCCATTTCACCACCACCATGACACCGGGCACCCAGTCTCCTTTCTTCCTGCTGCTG 
CTCCTCACAGTGCTTACAGTTGTTACAGGTTCTGGTCATGCAAGCTCTACCCCAG 
GTGGAGAAAAGGAGACTTCGGCTACCCAGAGAAGTTCAGTGCCCAGCTCTACTG 
AGAAGAATGCTGTGAGTATGACCAGCAGCGTACTCTCCAGCCACAGCCCCGGTT 
CAGGCTCCTCCACCACTCAGGGACAGGATGTCACTCTGGCCCCGGCCACGGAAC 
45 CAGCTTCAGGTTCAGCTGCCACCTGGGGACAGGATGTCACCTCGGTCCCAGTCAC 
CAGGCCAGCCCTGGGCTCCACCACCCCGCCAGCCCACGATGTCACCTCAGCCCCG 
GACAACAAGCCAGCCCCGGGCTCCACCGCCCCCCCAGCCCACGGTGTCACCTCG 
GCCCCGGACACCAGGCCGGCCCCGGGCTCCACCGCCCCCCCAGCCCATGGTGTC 
ACCTCGGCCCCGGACAACAGGCCCGCCTTGGGCTCCACCGCCCCTCCAGTCCACA 
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ATGTCACCTCGGCCTCAGGCTCTGCATCAGGCTCAGCTTCTACTCTGGTGCACAA 
CGGCACCTCTGCCAGGGCTACCACAACCCCAGCCAGCAAGAGCACTCCATTCTCA 
ATTCCCAGCCACCACTCTGATACTCCTACCACCCTTGCCAGCCATAGCACCAAGA 
CTGATGCCAGTAGCACTCACCATAGCACGGTACCTCCTCTCACCTCCTCCAATCA 
5 CAGCACTTCTCCCCAGTTGTCTACTGGGGTCTCTTTCTTTTTCCTGTCTTTTCACAT 
TTCAAACCTCCAGTTTAATTCCTCTCTGGAAGATCCCAGCACCGACTACTACCAA 
GAGCTGCAGAGAGACATTTCTGAAATGTTTTTGCAGATTTATAAACAAGGGGGTT 
TTCTGGGCCTCTCCAATATTAAGTTCAGGCCAGGATCTGTGGTGGTACAATTGAC 
TCTGGCCTTCCGAGAAGGTACCATCAATGTCCACGACGTGGAGACACAGTTCAAT 

10 CAGTATAAAACGGAAGCAGCCTCTCGATATAACCTGACGATCTCAGACGTCAGC 
GTGAGTGATGTGCCATTTCCTTTCTCTGCCCAGTCTGGGGCTGGGGTGCCAGGCT 
GGGGCATCGCGCTGCTGGTGCTGGTCTGTGTTCTGGTTGCGCTGGCCATTGTCTAT 
CTCATTGCCTTGGCTGTCTGTCAGTGCCGCCGAAAGAACTACGGGCAGCTGGACA 
TCTTTCCAGCCCGGGATACCTACCATCCTATGAGCGAGTACCCCACCTACCACAC 

15 CCATGGGCGCTATGTGCCCCCTAGCAGTACCGATCGTAGCCCCTATGAGAAGGTT 
TCTGCAGGTAATGGTGGCAGCAGCCTCTCTTACACAAACCCAGCAGTGGCAGCC 
ACTTCTGCCAACTTGTAGGGGCACGTCGCCCGCTGAGCTGAGTGGCCAGCCAGTG 
CCATTCCACTCCACTCAGGTTCTTCAGGGCCAGAGCCCCTGCACCCTGTTTGGGC 
TGGTGAGCTGGGAGTTCAGGTGGGCTGCTCACAGCCTCCTTCAGAGGCCCCACCA 

20 ATTTCTCGGACACTTCTCAGTGTGTGGAAGCTCATGTGGGCCCCTGAGGGCTCAT 
GCCTGGGAAGTGTTGTGGTGGGGGCTCCCAGGAGGACTGGCCCAGAGAGCCCTG 
■ AGATAGCGGGGATCCTGAACTGGACTGAAT:^^AAACGTGGTCTCGCACTGCGCCA ' 
n/;, AAAAAATTAAAAAvv • v.v ...r- .' ■. ■ . ■..•■/--•.'...■..■ 

25 SEQIDNO:340 ■ ,' • 

>2948 BLOOD 331753.1 AB002311 g2224566 Human mRNA forKIAA0313 gene, 
complete cds. 0 

GTCCTACGTAGATAACAGCTTCCGCCAGGCGGTGATGAAGAATCCCCCCGAAAG 
GACCCCCCAGGATCTGGAAATAGTATATTCCTATTTACATGGTATGGAAGCCTTA 

30 TCAAACTTGAGGGAGCATCAACTTAGGTTAATGTGTGAAACTGTGAGATATGAG 
AGACACGAAGCAAATGAAGTTTTATACTACCCTGATGATATTGGGACCTGCTGGT 
ATATCCTTCTTTCTGGTTCCGTGTTCATCAAGGAATCCATGTTTCTTCCAAGAAGC 
AGTTTTGGCAAGCGTTCTGCAGGAAGTTTTAGGCGTGGCTGTGAATGCATTGTTT 
TAGAGCCTTCTGAAATGATTGTGGTGGACTATATGGATGAAAATGAAGAATATTT 

35 TCAGCGGCAAGCTTCCCATAGACAGTCTCGAAGGAGATTTAGAAAAATCAACCA 
GAAAGGTGAAAGACAAACAATTATTGACACTGTGGATCCTTATCCCATGGGCAA 
ACCTCCTTTGCCTAGAGGCTATCACACGGAATGCACTAAATCTCAGCTTCCTGCA 
GATTTCACAAAACTGCATCTTACTGACAGTCTCCACCCACAGGTGACCCACGTTT 
CTTCTAGCCATTCAGGATGTAGTATCACTAGTGATTCTGGGAGCAGCAGTCTTTC 

40 TGATATCTACCAGGCCACAGAAAGCGAGGCTGGTGATATGGACCTGAGTGGGTT 
GCCAGAAACAGCAGTGGATTCCGAAGACGACGACGATGAAGAAGACATTGAGA 
GAGCATCAGATCCTCTGATGAGCAGGGACATTGTGAGAGACTGCCTAGAGAAGG 
ACCCAATTGACCGGACAGATGATGACATTGAACAACTCTTGGAATTTATGCACCA 
GTTGCCTGCTTTTGCCAATATGACAATGTCAGTGAGGCGAGAACTCTGTGCTGTG 

45 ATGGTGTTCGCAGTGGTGGAAAGAGCAGGGACCATAGTGTTAAATGATGGTGAA 
GAGCTGGACTCCTGGTCAGTGATTCTCAATGGATCTGTGGAAGTGACTTATCCAG 
ATGGAAAAGCAGAAATACTGTGCATGGGAAATAGTTTTGGTGTCTCTCCTACCAT 
GGACAAAGAATACATGAAAGGAGTGATGAGAACAAAGGTGGATGACTGCCAGT 
TTGTCTGCATAGCCCAGCAAGATTACTGCCGTATTCTCAATCAAGTAGAAAAGAA 
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CATGCAAAAAGTTGAAGAGGAAGGAGAGATTGTTATGGTGAAAGAACACCGAG 
AACTTGATCGAACTGGAACAAGAAAGGGACACATTGTCATCAAGGGTACCTCAG 
AAAGGTTAACAATGCATTTGGTGGAAGAGCATTCAGTAGTAGATCCAACATTCAT 
AGAAGACTTTCTGTTGACCTATAGGACTTTTCTTTCTAGCCCAATGGAAGTGGGC 
5 AAAAAGTTATTGGAGTGGTTTAATGACCCGAGCCTCAGGGATAAGGTTACACGG 
GTAGTATTATTGTGGGTAAATAATCACTTCAATGACTTTGAAGGAGATCCTGCAA 
TGACTCGATTTTTAGAAGAATTTGAAAACAATCTGGAAAGAGAGAAAATGGGTG 
GACACCTAAGGCTGTTGAATATCGCGTGTGCTGCTAAAGCAAAAAGAAGATTGA 
TGACGTTAACAAAACCATCCCGAGAAGCTCCTTTGCCTTTTATCTTACTTGGAGG 

10 CTCTGAGAAGGGATTTGGAATCTTTGTTGACAGTGTAGATTCAGGTAGCAAAGCA 
ACTGAAGCAGGCTTGAAACGGGGGGATCAGATATTAGAAGTAAATGGCCAAAAC 
TTTGAAAACATTCAGCTGTCAAAAGCTATGGAAATTCTTAGAAATAACACACATT 
TATCTATCACTGTGAAAACCAATTTATTTGTATTTAAAGAACTTCTAACAAGATT 
GTCAGAAGAGAAAAGAAATGGTGCCCCCCACCTTCCTAAAATTGGTGACATTAA 

1 5 AAAGGCC AGTCGCTACTCC ATTCCAGATCTTGCTGTAGATGTAGAAC AGGTGATA 
GGACTTGAAAAAGTGAACAAAAAAAGTAAAGCCAACACTGTGGGAGGAAGGAA 
CAAGCTGAAAAAGATACTCGACAAGACTCGGATCAGTATCTTGCCACAGAAACC 
ATACAATGATATTGGGATTGGTCAGTCTCAAGATGACAGCATAGTAGGATTAAG 
GCAGACAAAGCACATCCCAACTGCATTGCCTGTCAGTGGAACCTTATCATCCAGT 

20 AATCCTGATTTATTGCAGTCACATCATCGCATTTTAGACTTCAGTGCTACTCCTGA 
CTTGCCAGATCAAGTGCTAAGGGTTTTTAAGGCTGATCAGCAAAGCCGCTACATC 
• ■-■..■.^ATGATCAGTAAGGACACTACAGCAAAGGAAGTGGTCATTCAGGCTATCAGGGAG 
•v , TTTGCTGTTACTGGGACGGCGGATGAATATTCACTATGTGAGGTCTCTGTGAGACG 
• .TGAGGGAGTAATCAAACAAAGAAGACTTCCAGATCAGCTTTCGAAAGTTGCAGA 

25 r CAGAATACAACTGAGTGGAAGGTATTATCTGAAAAACAACATGGAAACAGAAAC 
TCTTTGTTCAGATGAAGATGCTCAGGAGTTGTTGAGAGAGAGTCAAATTTCCCTC 
CTTCAGCTCAGCACTGTGGAAGTTGCAACACAGCTCTCTATGCGAAATTTTGAAC 
TCTTTCGCAACATTGAACCTACTGAATATATAGATGATTTATTTAAACTCAGATC 
AAAAACCAGCTGTGCCAACCTGAAGAGATTTGAAGAAGTCATTAACCAGGAAAC 

30 ATTTTGGGTAGCATCTGAAATTCTCAGAGAAACAAACCAGCTGAAGAGGATGAA 
GATCATTAAGCATTTCATCAAGATAGCACTGCACTGTAGGGAATGCAAGAATTTT 
AACTCAATGTTTGCAATCATCAGTGGCCTAAACCTGGCACCAGTGGCAAGACTGC 
GAACGACCTGGGAGAAACTTCCCAATAAATACGAAAAACTATTTCAAGATCTCC 
AAGACCTGTTTGATCCTTCCAGAAACATGGCAAAATATCGTAATGTTCTCAATAG 

35 TCAAAATCTACAACCTCCCATAATCCCTCTATTCCCAGTTATCAAAAAGGATCTC 
ACCTTCCTTCACGAAGGAAATGACTCAAAAGTAGACGGGCTGGTCAATTTTGAG 
AAGCTAAGGATGATTGCAAAAGAAATTCGTCACGTTGGCCGAATGGCTTCAGTG 
AACATGGACCCTGCCCTCATGTTCAGGACTCGGAAGAAGAAATGGCGGAGTTTG 
GGGTCTCTCAGCCAGGGTAGTACAAATGCAACAGTGCTAGATGTTGCTCAGACA 

40 GGTGGTCATAAAAAGCGGGTACGTCGTAGTTCCTTTCTCAATGCCAAAAAGCTTT 
ATGAAGATGCCCAAATGGCTCGAAAAGTGAAGCAGTACCTTTCCAATTTGGAGC 
TAGAAATGGACGAGGAGAGTCTTCAGACATTATCTCTGCAGTGTGAGCCAGCAA 
CCAACACATTGCCTAAGAATCCTGGTGACAAAAAGCCTGTCAAATCCGAGACCT 
CTCCAGTAGCTCCAAGGGCAGGGTCACAACAGAAAGCTCAGTCCCTGCCACAGC 

45 CCCAGCAGCAGCCACCACCAGCACATAAAATCAACCAGGGACTACAGGTTCCCG 
CCGTGTCCCTTTATCCTTCACGGAAGAAAGTGCCCGTAAAGGATCTCCCACCTTT 
TGGCATAAACTCTCCACAAGCTTTAAAAAAAATTCTTTCTTTGTCTGAAGAAGGA 
AGTTTGGAACGTCACAAGAAACAGGCTGAAGATACAATATCAAATGCATCTTCG 
CAGCTTTCTTCTCCTCCTACTTCTCCACAGAGTTCTCCAAGGAAAGGCTATACTTT 
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GGCTCCCAGTGGTACTGTGGATAATTTTTCAGATTCTGGTCACAGTGAAATTTCTT 
CACGATCCAGTATTGTTAGCAATTCGTCTTTTGACTCAGTGCCAGTCTCACTGCAC 
GATGAGAGGCGCCAGAGGCATTCTGTCAGCATCGTGGAAACAAACCTAGGGATG 
GGCAGGATGGAGAGGCGGACCATGATTGAACCTGATCAGTATAGCTTGGGGTCC 
5 TATGCACCAATGTCCGAGGGCCGAGGCTTATATGCTACAGCTACAGTAATTTCTT 
CTCCAAGCACAGAGGAACTTTCCCAGGATCAGGGGGATCGCGCGTCACTTGATG 
CTGCTGACAGTGGCCGTGGGAGCTGGACGTCATGCTCAAGTGGCTCCCATGATAA 
TATACAGACGATCCAGCACCAGAGAAGCTGGGAGACTCTTCCATTCGGGCATAC 
TCACTTTGATTATTCAGGGGATCCTGCAGGTTTATGGGCATCAAGCAGCCATATG 

10 GACCAAATTATGTTTTCTGATCATAGCACAAAGTATAACAGGCAAAATCAAAGT 
AGAGAGAGCCTTGAACAAGCCCAGTCCCGAGCAAGCTGGGCGTCTTCCACAGGT 
TACTGGGGAGAAGACTCAGAAGGTGACACAGGCACAATAAAGCGGAGGGGTGG 
AAAGGATGTTTCCATTGAAGCCGAAAGCAGTAGCCTAACGTCTGTGACTACGGA 
AGAAACCAAGCCTGTCCCCATGCCTGCCCACATAGCTGTGGCATCAAGTACTACA 

1 5 AAGGGGCTCATTGCACGAAAGGAGGGCAGGTATCGAGAGCCCCCGCCCACCCCT 
CCCGGCTACATTGGAATTCCCATTACTGACTTTCCAGAAGGGCACTCCCATCCAG 
CCAGGAAACCGCCGGACTACAACGTGGCCCTTCAGAGATCGCGGATGGTCGCAC 
GATCCTCCGACACAGCTGGGCCTTCATCCGTACAGCAGCCACATGGGCATCCCAC 
CAGCAGCAGGCCTGTGAACAAACCTGCAGTGGCATAAACCGAACGAGTCTGACC 

20 CGCGCCTCGCCCCCTATCAGTCCCAAGGGTTTTCCACCGAGGAGGATGAAGATGA 
ACAAGTTTCTGCTGTTTGAGGCACAGACTTTTCTGGAAGCAGAGCGAGCCACCTG 
- ■ .. 'AAAGGAGAGCAGAAGAAGAGGTGeTGAGCATTGGAGCCTTGGAAeT(SA€A.TTCT . 
... ,: GAGGACGGTGGAGCAGTTTGGGTCCTTCCCTGCCTTAAAAGCAGGATGGGGGTTG 



25 GCACTTTTCAGACTTTGTTGCTTGAAATGCACAGTGCAGCAATCTTCGAGCTCCC 
ACTGTTGCTGCCTGCCACATCACACAGTATCATTCCAAATTCCAAGATCATCACA 
ACAAGATGATTCACTCTGGCTGCACTTCTCAATGCCTGGAAGGATTTTTTTTAATC 
TTCCTTTTAGATTTCAATCCAGTCCTAGCACTTGATCTCATTGGGATAATGAGAAA 
AGCTAGCCATTGAACTACTTGGGGCCTTTAACCCACCAAGGAAGACAAAGAAAA 

30 ACAATGAAATCCTTTGAGTACAGTGCTTGTCCACTTGTTTACAATGTCCTCCTTTT 
AAAAAAAAAAATGAGTTTAAAGATTTTGTTCAGAGAGTAAATATATATCCATTTA 
ATGATTACAGTATTATTTTAAACCTTAAGTAGGGTTGCCAGCCTGGTTTCTGAAA 
AACCAAATATGCCGGACAGGGTGTGGCCACACCAAGAAGACGGGAAGACCTGG 
CTTGTGACCCTGGCTTCCCATGTCCTTCTGGTCTCACCCGCGAAGTGCCCTATCCT 

35 GGAAGTATGAAATGTTAGCCAATTAATACCAAGACACCTCATCTGCTCCTTCCCC 
AGTGGATGGGGTTCTTCTGTAAAACTGTTTGCACATGGCCAGGGGAGGGAACTA 
GGACCCTTGTGTCCTGTCTGAGCCTTATGGAGGCAGGACGGTGTCATTGGCGGAT 
GTGTCCTGCTCCATTGAGATGGATGGCAAACCCCATTTTTAAGTTATATTTCTTTG 
ATTTTTGTTAATTTAGAGGTGTAGGTTTTGTTTTTTGTTTTTTTGTTTTTTTTTAAG 

40 AGAAACATTTATAACTGGATAGCATTGCAGTGAAAGCAGCTTGGGATGTTGGAG 
CTAATGCCAGGTGTTTATACTGCTCTTTCAAGACAGCCTCCCTTTATTGAATTGGC 
ATTAGGGAATAAACAAGCCTTTAAACGTGATAAAAGATCAAAAACCTGGTTAGA 
CATGCCAGCCTTTGCAAGGCAGGTTAGTCACCAAAGACTAACCTCCAAGTGGCTT 
TATGGACGCTGCATATAGAGAAGGCCTAAGTGTAGCAACCATCTGCTCACAGCT 

45 GCTATTAACCCTATAATGACTGAAATGACCCCTCCACTCTATTTTTGTGTTGTTTT 
GCACAGACTCCGGAAAAGTGAAGGCTGCCAATCTGAGTAGTACTCAAATGTGAG 
GAACTGCTGGTCTTGGATTTTTTTTCCATTAAATTCAGCTGATCATATTGATCAGT 
AGATAAACGTAAATAGCTTCAAATTTTAAAAGTGGAATTGCAGTGTTTTTTCACT 
GTATCAAACAATGTCAGTGCTTTATTTAATAATTCTCTTCTGTATCATGGCATTTG 
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TCTACTTGCTTATTACATTGTCAATTATGCATTTGTAATTTTACATGTAATATGCA 
TTATTTGCCAGTTTTATTATATAGGCTATGGACCTCATGTGCATATAGAAAGACA 
GAAATCTAGCTCTACCACAAGTTGCACAAATGTTATCTAAGCATTAAGTAATTGT 
AGAACATAGGACTGCTAATCTCAGTTCGCTCTGTGATGTCAAGTGCAGAATGTAC 
5 AATTAACTGGTGATTTCCTCATACTTTTGATACTACTTGTACCTGTATGTCTTTTA 
GAAAGACATTGGTGGAGTCTGTATCCCTTTTGTATTTTTAATACAATAATTGTACA 
TATTGGTTATATTTTTGTTGAAGATGGTAGAAATGTACTATGTTTATGCTTCTACA 
TCCAGTTTGTACAAGCTGGAAAATAAATAAATATAACATAAAGCCTTGCCTAT 

10 SEQIDNO:341 

>2957 BLOOD 425165.31 AF005898 g2209237 Human NaJBC-ATPase beta-3 subunit 

pseudogene, complete sequence. 0 

CTCGAGTACTCCCCGTAACGAGGAGGTGTTCTCGGCCGTCCCACCCTTCACTGCC 
GTCTCCGGGCTGCGCCGCCGGAGCCGGGACGCGCCTCCGCAGCCCTCGCCGGCTC 

1 5 CATCCCCGCGGCCGCAGCTCCTCTCGCCGTCCGCGCGCAC ACC ATGACGAAGAAC 
GAGAAGAAGTCCCTCAACCAGAGCCTGGCCGAGTGGAAGCTCTTCATCTACAAC 
CCGACCACCGGAGAATTCCTGGGGCGCACCGCCAAGAGCTGGGGTTTGATCTTG 
CTCTTCTACCTAGTTTTTTATGGGTTCCTGGCTGCACTCTTCTCATTCACGATGTG 
GGTTATGCTTCAGACTCTCAACGATGAGGTTCCAAAATACCGTGACCAGATTCCT 

20 AGCCCAGGACTCATGGTTTTTCCAAAACCAGTGACCGCATTGGAATATACATTCA 
GTAGGTCTGATCCAACTTCGTATGCAGGGTACATTGAAGACCTTAAGAAGTTTCT 
> •■V^A.^MACCATATAGTTI'AGAAGAACAGAAGAA.CeTGACAGTCTGTGGTGATGGAGC : 

i:y.-..:AGTTTTTGAA.GAGA^^ ^ 
. i ; i TTeAAGCATGCAGTGGTATGAATGATGCTGATTTTGGGTATTGTCAAGGAAAGGC • 
! 25 TTGTATTCTTGTGAAAATGAACAGAATAATTGGATTAAAGCCTGAAGGAGTGCCA 
AGGATAGATTGTGTTTCAAAGAATGAAGATATACCAAATGTAGGAGTTTATGCTC 
ATAATGGAATGATAGAGTTAAAATATTTCGGATATTATGGGAAAAAACTGCATGT 
TGGGTATCTACAGCCATTGGTTGCTGTTCAGGTCAGCTTTGCTCCTAACAACACT 
GGGAAAGAAGTAACAGTTGAGTGCAAGATTGATGGATCAGCGAACCTAAAAAGT 

30 GAGGATGATCGTGACAAGTTTTTGGGACGAGTTATGTTCAAAATCACAGCACGTG 
CATAGTATGAGTAGGATATCTCGACAGAGTAAATGTTGTGTTGTGTGTCTTCATTT 
TGTAACAGCTGGACCTTCCATTCTAGAATTATGAGACCACCTTGGAGAAAGGTGT 
GTGGTAGATGACATTGGGTTAGATCATAACGTGCTTGGAGATCATAGTGTTCAGT 
GTCCTCTGAAGTAACTGCCTGTTGCCTCTGCTGCCCTTTGAACCAGTGTACAGTCG 

35 CCAGATAGGGACCGGTGAACACCTGATTCCAAACATGTAGGATGGGGGTCTTGT 
CCTCTTTTTATGTGGTTTAATTGCGAAGTGTCTAAAGGTTAATATGCCGTGCTATG 
TAAATATTTTATGGATATAACAACTGTCATATTTTGATGTGAACAGAGTTTTAGG 
GATAAAATGGTACCGGGCGAACATCAAGTGAGTTTATAGCTGCAAGAAATGTGG 
TATGTGGAGAAGTTCTGTATGTGAGCTTCCGTTATCTACCTGGCCCCTGTAGGAA 

40 TTCGAGTTTGAGACCCCCTAGTGCATACGAACTCTGGGAATCCTACAAATTCTAC 
AGGGAGCTGTGGACTGGGAATCTCAGAAGCAAA 

SEQ ID NO: 342 

>2959 BLOOD 977665.8 U76421 g2039299 Human dsRNA adenosine deaminase 
45 DRADA2b (DRADA2b) mENA, complete cds. 0 

GAGCCCTGGGCGGGGCGGCTGTTGGGGGGAATGGGTTCGGGGTGCCCTGGGCAG 
GGGGCTAGTGGGGGGCGGCTGTGAGGAGGAGTTGGGTTCAGGGAGCCGTGGGCG 
GGGTGGCTGTCAGGGGGAAGTGGGTTCCGGGAGCCGTGGGCCGGGGCAGGGGGC 
GGCTGTAGGAAGGAAGTGGTTTCGGGGAGCCGTGGGGGGGGCGGCTGTGGGGAG 



266 



wo 02/074979 



PCT/US02/08456 



GAAGGTGACGTGCAGGGGACCAGAGGCTCTGCACTGCTCCTAGGACAGCTCATC 
TGTAATCAGAAAAAAAATAAACAAAATACAGAACGCTGACTCCTCCGTGAGACA 
GATCGGGGACCTTAGCACTTTAATCCCTCCCTTCTGAGCGCTCGGTGTGCACTTTT 
AGACTATAGCTGTTTCATTGACGTGTCACTCTCCATCCAGTGTCCTTGATGTGGCT 
5 TTTAGAGACTTAGCAGAAAATTCGACACAAGCAGGAACTTGATTTTTTAAGAAA 
AAATATTACATTTTGAGGACATTTTGACAAGTAGGGGAAGAGAGGGCTTCTGTTG 
TTTTGTTTTGTTTTGTTTTGTTAACTAAACCTGAAGTATTAATTCCACAAAGACAC 
TGTCCCTCAGGACCACTCAGGTACAGCTCTGCCAGGGACAGAGTCCTGCTAGTGG 
GAGGTCTCAGGTGGGGCGGTGTGTTCTGTGCCATGAGGCAGCGACAGGTCCAGA 

10 TGGATGTCGTCACCACCTTCCTCAGCTCTCATCACCTGGTCGTACGCCAGGCCCA 
CCTCTTCCCAGCAAGGGACGCCAAAGAACTGCAGTTTTTATTCTGAGTCTTAATT 
TAACTTTTCATCATCTTTTCCTATTTTGGAGAATTTTTTGTAATTAAAAGCAATTA 
TTTTAAAATGTGCAAGCCAGTATCTCACAAGGCATGGATTTCTGTGGAATTTATT 
TTTATTCAAATAACCATATTTATCTCCAGGCTGTGGAATCGCCACTTTCTTTGTGA 

1 5 AGACAGTGTCTCTCCTTGTAATCTCACACAGGTACACTGAGGAGGGGACGGCTCC 
GTCTTCACATTGTGCACAGATCTGAGGATGGGATTAGCGAAGCTGTGGAGACTGC 
ACATCCGGACCTGCCCATGTCTCAAAACAAACACATGTACAGTGGCTCTTTTTCC 
TTCTCAAACACTTTACCCCAGAAGCAGGTGGTCTGCCCCAGGCATAAAGAAGGA 
AAATTGGCCATCTTTCCCACCTCTAAATTCTGTAAAATTATAGACTTGCTCAAAA 

20 GATTCCTTTTGATCATCCCCACGCTGTGTAAGTGGAAAGGGCATTGTGTTCCGTG 
TGTGTCCAGTTTACAGCGTCTCTGCCCCCTAGCGTGTTTTGTGACAATCTCCCTGG 
. : GTGAGGAGTGGGTGCACCCAGCCCCGAGGCCAGTGGTTGCTCGGGGGGETGGGT .. 
'• '■iGTGAGTTTCTAGTGTTCACTTGATGCGGGGGAA.TAGAATTAGAGAA.AAGTGTGAGC . ■ 

TGGeGGGTTGCAGGGACTGGTGGAGGTGGATGGGAGGTCCGACTGGACGATGAC 

25 TTAGTTGTAAGGGTGTGTCGGCTTTTTCAGTCTCATGTGAAAATCCTCCTGTCTCT 
GGCAGCACTGTCTGCACTTTCTTGTTTACTGTTTGAAGGGACGAGTACCAAGCCA 
CAAGAACACTTCTTTTGGCCACAGCATAAGCTGATGGTATGTAAGGAACCGATG 
GGCCATTAAACATGAACTGAACGGTTAAAAGCACAGTCTATGGAACGCTAATGG 
AGTCAGCCCCTAAAGCTGTTTGCTTTTTCAGGCTTTGGATTACATGCTTTTAATTT 

30 GATTTTAGAATCTGGACACTTTCTATGAATGTAATTCGGCTGAGAAACATGTTGC 
TGAGATGCAATCCTCAGTGTTCTCTGTATGTAAATCTGTGTATACACCACACGTT 
ACAACTGCATGAGCTTCCTCTCGCACAAGACCAGCTGGAACTGAGCATGAGACG 
CTGTCAAATACAGACAAAGGATTTGAGATGTTCTCAATAAAAAGAAAATGTTTC 
ACT 

35 

SEQ ID NO: 343 

>2971 BLOOD 198145.6 U51205 gl 730283 Human COP9 homolog (HCOP9) mRNA, 
complete cds. 0 

CGGGCGCGACGCCTGTAGGGACAGTCTGGGGTTTGGCTGTCCGGACGGTGCAGC 
40 GGCGAGGCCGGCCGCGAAGATGCCAGTGGCGGTGATGGCGGAAAGCGCCTTTAG 
TTTCAAAAAGTTGCTGGATCAGTGCGAGAACCAGGAGCTCGAGGCCCCTGGAGG 
AATTGCTACACCCCCAGTGTATGGTCAGCTTCTAGCTTTATATTTGCTCCATAATG 
ACATGAATAATGCAAGATATCTTTGGAAAAGAATACCACCTGCTATAAAATCTGC 
AAATTCTGAACTTGGGGGAATTTGGTCAGTAGGACAAAGAATCTGGCAGAGAGA 
45 TTTCCCTGGGATCTATACAACCATCAACGCTCACCAGTGGTCTGAGACGGTCCAG 
CCAATTATGGAAGCACTTAGAGATGCAACAAGGAGACGCGCCTTTGCCCTGGTCT 
CTCAAGCGTATACTTCAATCATCGCCGATGATTTTGCAGCCTTTGTTGGACTTCCT 
GTAGAAGAGGCTGTGAAAGGCATATTAGAACAAGGATGGGAAGCTGATTCCACC 
ACAAGAATGGTTCTGCCCAGAAAGCCAGTTGCAGGGGCCCTGGATGTTTCCTTTA 
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ACAAGTTTATTCCCTTATCAGAGCCTGCTCCAGTTCCCCCAATACCCAATGAACA 
GCAGTTAGCCAGACTGACGGATTATGTGGCTTTCCTTGAAAACTGATTTATCACT 
CTGAGTTCAAGATTCATCTTCAGAATCCTGTATACTGACAAACGTAGAAATGTAA 
AGTTTGTATTTTCAATTTATTGGATGGCTTAAGCACCTCAGCATTCCTTACTATGT 
5 GATAAAATACATATAGAATATAAGATATACTATATACATTTTGTCCATAAACGTT 
ATGCTGAATAGTTGTTGAAACAGTTCTCATTTTGTAGTATTTAATAATCTGGATGG 
AGCCTGTCAGTATTACAGTTAGTTTTCTAGTGACTCATAAAATAAGATTTCCTGTT 
TCATGTAGAATAGTGTTTGTCAACTGTCTTTTCTCTGTCCCAGCACATGCCGTACT 
CTTATATGTACCATTGGTTGATAATTATAATGATTCATTTGGACTTGAAGAAAGA 

10 TTGTCCCCAGGCACAGTATCTGAATCACTGGGGATTATGATTCACCCTCTTTGGA 
GAACATGCTCTCTTTTCACCCCCCACCTCCTGAGAGCCACTAATGTAAGATACAG 
AAACATAGCTGAGGAACAAATAGACCATTTCCATACTAAACCAGTTTGTTAACTT 
TAGATTTTTTCCAATAGTGTGAGTATATCCATTGCTGGCAGTGGAGGGCTTGCCA 
TGAAAATGCAACTTATTTAAGACATTTATGAGACATATTAACTTGTGCTGTCGCC 

15 TTTTAGAAGGAGAAACTTAAGTGTGGAATGCATTATATGGGCAAAGAAGCTATG 
AAGATACATGATACACTTTGTACAACTATCCTGCAGCCCATTGGTTGCTTATATTT 
ATCGCTTGGCTCAAGTTCTGCCCTTTGGAGAAATACTGAGCAAGTCTTTCATTCTC 
TGTGTGACAGCCCTCTGAATATTTGAAGTTGTTTGTTGTAACTTAAGGTTATAACA 
GCCCTTAGTTCATTTACTCTGCATTTGTTCAATAAATATTTAACTGAATTCTTCAA 

20 TTATTTCATCTAAGATAGTTTCTGGAAATTTCACTCTCGATCTTTCTGTGGACACA 
ATCTATTTTGTCATTGTGTCTATATGAATCTCTTAAGTAGAAATGAGTTGTATGGT 

. ..•-VGAATXSTGTGTAGTGATAATm .jr -o - . . • 

■ ■•. : SEQ ID NO: 344 ■. v. ■■ ■ v . ' ■ v^- ■^■'h • •■ ■ --^ ■ 

25 >2986 BLOOD Hs.75260 gril|UG|Hs#S269695 H.s^iens mitogen inducible gene mig-2, 
complete CDS /cds=(0,2164) /gb=Z24725 /gi=505032 /ug=Hs.75260 /len=3270 
CAAAAAGTGTGTGGAAAGGTGGATTGAGGGAGCGGGACCCCCGCGGGACCCGA 
GGGGGCGGCAGGCGGGGAACGGGGAGTCAGCCCGCGCTGTGTCTCGGGGCCGGC 
CGGCAGGAAGGAGCCATGGCTCTGGACGGGATAAGGATGCCAGATGGCTGCTAC 

30 GCGGACGGGACGTGGGAACTGAGTGTCCATGTGACGGACCTGAACCGCGATATC 
ACCCTGAGAGTGACCGGCGAGGTGCACATTGGAGGCGTGATGCTTAAGCTGGTG 
GAGAAACTCGATGTAAAAAAAGATTGGTCTGACCATGCTCTCTGGTGGGAAAAG 
AAGAGAACTTGGCTTCTGAAGACACATTGGACCTTAGATAAGTATGGTATTCAGG 
CAGATGCTAAGCTTCAGTTCACCCCTCAGCACAAACTGCTCCGCCTGCAGCTTCC 

35 CAACATGAAGTATGTGAAGGTGAAAGTGAATTTCTCTGATAGAGTCTTCAAAGCT 
GTTTCTGACATCTGTAAGACTTTTAATATCAGACACCCCGAAGAACTTTCTCTCTT 
AAAGAAACCCAGAGATCCAACAAAGAAAAAAAAGAAGAAGCTAGATGACCAGT 
CTGAAGATGAGGCACTTGAATTAGAGGGGCCTCTTATCACTCCTGGATCAGGAA 
GTATATATTCAAGCCCAGGACTGTATAGTAAAACAATGACCCCCACTTATGATGC 

40 TCATGATGGAAGCCCCTTGTCACCAACTTCTGCTTGGTTTGGTGACAGTGCTTTGT 
CAGAAGGCAATCCTGGTATACTTGCTGTCAGTCAACCAATCACGTCACCAGAAAT 
CTTGGCAAAAATGTTCAAGCCTCAAGCTCTTCTTGATAAAGCAAAAATCAACCAA 
GGATGGCTTGATTCCTCAAGATCTCTCATGGAACAAGAXTGTGAAGGAAAATGAG 
GCCTTGCTGCTCCGATTCAAGTATTACAGCTTTTTTGATTTGAATCCAAAGTATGA 

45 TGCAATCAGAATCAATCAGCTTTATGAGCAGGCCAAATGGGCCATTCTCCTGGAA 
GAGATTGAATGCACAGAAGAAGAAATGATGATGTTTGCAGCCCTGCAGTATCAT 
ATCAATAAGCTGTCAATCATGACATCAGAGAATCATTTGAACAACAGTGACAAA 
GAAGTTGATGAAGTTGATGCTGCCCTTTCAGACCTGGAGATTACTCTGGAAGGGG 
GTAAAACGTCAACAATTTTGGGTGACATTACTTCCATTCCTGAACTTGCTGACTA 
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CATTAAAGTTTTCAAGCCAAAAAAGCTGACTCTGAAAGGTTACAAACAATATTG 
GTGCACCTTCAAAGACACATCCATTTCTTGTTATAAGAGCAAAGAAGAATCCAGT 
GGCACACCAGCTCATCAGATGAACCTCAGGGGATGTGAAGTTACCCCAGATGTA 
AACATTTCAGGCCAAAAATTTAACATTAAACTCCTGATTCCAGTTGCAGAAGGCA 
5 TGAATGAAATCTGGCTTCGTTGTGACAATGAAAAACAGTATGCACACTGGATGG 
CAGCCTGCAGATTAGCCTCCAAAGGCAAGACCATGGCGGACAGTTCTTACAACTT 
AGAAGTTCAGAATATTCTTTCCTTTCTGAAGATGCAGCATTTAAACCCAGATCCT 
CAGTTAATACCAGAGCAGATCACGACTGATATAACTCCTGAATGTTTGGTGTCTC 
CCCGCTATCTAAAAAAGTATAAGAACAAGCAGATAACAGCGAGAATCTTGGAGG 

1 0 CCCATC AGAATGTAGCTC AGATGAGTCTAATTGAAGCC AAGATGAGATTTATTCA 
AGCTTGGCAGTCACTACCTGAATTTGGCATCACTCACTTCATTGCAAGGTTCCAA 
GGGGGCAAAAAAGAAGAACTTATTGGAATTGCATACAACAGACTGATTCGGATG 
GATGCCAGCACTGGAGATGCAATTAAAACATGGCGTTTCAGCAACATGAAACAG 
TGGAATGTCAACTGGGAAATCAAAATGGTCACCGTAGAGTTTGCAGATGAAGTA 

15 CGATTGTCCTTCATTTGTACTGAAGTAGATTGCAAAGTGGTTCATGAATTCATTG 
GTGGCTACATATTTCTCTCAACACGTGCAAAAGACCAAAACGAGAGTTTAGATG 
AAGAGATGTTCTACAAACTTACCAGTGGTTGGGTGTGAATAGAAATACTGTTTAA 
TGAAACTCCACGGCCATAACAATATTTAACTTTAAAAGCTGTTTGTTATATGCTG 
CTTAATAAAGTAAGCTTGAAATTTATCATTTTATCATGAAAACTTCTTTGCCTTAC 

20 CAGACCAGTTAATATGTGCACTAAACAAGCACGACTATTAATCTATCATGTTATG 
ATATAATAAACTTGAATTTGGCACACATTCCTTAGGGCCATGAATTGAAAACTGA 
. ;. : , V ; ■lAATAGTGGGGAAATCAGGAAGAAACCATCAGTGATTTACTGATTTAAGCTAGCC 
.: ■ . 'AAACTGTAAGAAACAAGeCATGTATTTTAAAGCTATCCAGGGCTTAACCTATATG 

•- AACTCTATTTATCATGTCTAATGCATGTGATTTAATGTATGTTTAATTTGATATCA 

25 TGTTTTAAAATATGCTACTTCTGGTAGCCATTTAATTCCTCCCCCTACCCCCAAAT 
AAATCAGGCATGCAGGAGGCCTGATATTTAGTAATGTCATTGTGTTTGACCTTGA 
AGGAAAATGCTATTAGTCCGTCGTGCTTNATTTGTTTTTGTCCTTGAATAAGCATG 
TTATGTATATNGTCTCGTGTTTTTATTTTTACACCATATTGTATTACACTTTTAGTA 
TTCACCAGCATAANCACTGTCTGCCTAAAATATGCAACTCTTTGCATTACAATAT 

30 GAAGTAAAGTTCTATGAAGTATGCATTTTGTGTAACTAATGTAAAAACACAAATT 
TTATAAAATTGTACAGTTTTTTAAAAACTACTCACAACTAGCAGATGGCTTAAAT 
GTAGCAATCTCTGCGTTAATTAAATGCCTTTAAGAGATATAATTAACGTGCAGTT 
TTAATATCTACTAAATTAAGAATGACTTCATTATGATCATGATTTGCCACAATGTC 
CTTAACTCTAATGCCTGGACTGGCCATGTTCTAGTCTGTTGCGCTGTTACAATCTG 

35 TATTGGTGCTAGTCAGAAAATTCCTAGCTCACATAGCCCAAAAGGGTGCGAGGG 
AGAGGTGGATTACCAGTATTGTTCAATAATCCATGGTTCAAAGACTGTATAAATG 
CATTTTATTTTAAATAAAAGCAAAACTTTTATTTAAA 

SEQ ID NO: 345 

40 >2992 BLOOD 1329299.6 AF053944 g3288915 Hiiman aortic carboxypeptidase-like protein 
ACLP mKNA, complete cds. 0 

GAGGACTATGAGGACTGTGAGTAGGGTCCTGCCAGCCCCACCTGGGTCGGACCC 
CTGGCCTGGGGGATGTGCCAATGGGCCCATCCCAGCCTTGGGCCCCACTCTGAGC 
CAGCCTCCCCCTCAGTTGAGTACATTCGGCGCCAGAAGCAACCCAGGCCACCCCC 
45 AAGCAGAAGGAGGAGGCCCGAGCGGGTCTGGCCAGACCCCCCTGAGGAGAAGG 
CCCCGGCCCCAGCCCCGGAGGAGAGGATTGAGCCTCCTGTGAAGCCTCTGCTGCC 
CCCGCTGCCCCCTGACTATGGTGATGGTTACGTGATCCCCAACTACGATGACATG 
GACTATTACTTTGGGCCTCCTCCGCCCCAGAAGCCCGATGCTGAGCGCCAGACGG 
ACGAAGAGAAGGAGGAGCTGAAGAAACCCAAAAAGGAGGACAGCAGCCCCAAG 
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GAGGAGACCGACAAGTGGGCAGTGGAGAAGGGCAAGGACCACAAAGAGCCCCG 
AAAGGGCGAGGAGTTGGAGGAGGAGTGGACGCCTACGGAGAAAGTCAAGTGTC 
CCCCCATTGGGATGGAGTCACACCGTATTGAGGACAACCAGATCCGAGCCTCCTC 
CATGCTGCGCCACGGCCTGGGGGCACAGCGCGGCCGGCTCAACATGCAGACCGG 
5 TGCCACTGAGGACGACTACTATGATGGTGCGTGGTGTGCCGAGGACGATGCCAG 
GACCCAGTGGATAGAGGTGGACACCAGGAGGACTACCCGGTTCACAGGCGTCAT 
CACCCAGGGCAGAGACTCCAGCATCCATGACGATTTTGTGACCACCTTCTTCGTG 
GGCTTCAGCAATGACAGCCAGACATGGGTGATGTACACCAACGGCTATGAGGAA 
ATGACCTTTCATGGGAACGTGGACAAGGACACACCCGTGCTGAGTGAGCTCCCA 

10 GAGCCGGTGGTGGCTCGTTTCATCCGCATCTACCCACTCACCTGGAATGGCAGCC 
TGTGCATGCGCCTGGAGGTGCTGGGGTGCTCTGTGGCCCCTGTCTACAGCTACTA 
CGCACAGAATGAGGTGGTGGCCACCGATGACCTGGATTTCCGGCACCACAGCTA 
CAAGGACATGCGCCAGCTCATGAAGGTGGTGAACGAGGAGTGCCCCACCATCAC 
CCGCACTTACAGCCTGGGCAAGAGCTCACGAGGCCTCAAGATCTATGCCATGGA 

1 5 GATCTC AGACAACCCTGGGGAGCATGAACTGGGGGAGCCCGAGTTCCGCTAC AC 
TGCTGGGATCCATGGCAACGAGGTGCTGGGCCGAGAGCTGTTGCTGCTGCTCATG 
CAGTACCTGTGCCGAGAGTACCGCGATGGGAACCCACGTGTGCGCACGCTGGTG 
CAGGACACACGCATCCACCTGGTGCCCTCACTGAACCCTGATGGCTACGAGGTG 
GCAGCGCAGATGGGCTCAGAGTTTGGGAACTGGGCGCTGGGACTGTGGACTGAG 



20 GAGGGCTTTGACATCTTTGAAGATTTCCCGGATCTCAACTCTGTGCTCTGGGGAG 
CTGAGGAGAGGAAATGGGTCCCCTACCGGGTCCCCAACAATAACTTGCCCATCC 

. . CTGAACGCTAGGTTTGGCGAGATGCCACGGTATCGAGGGAGGTCCGGGCCATGAT 




25 CTGGCCGCAGCCATGGCAGCAGCCCGGGGGGAGGATGAGGACGAGGTCTCCGAG 
GCCCAGGAGACTCCAGACCACGCCATCTTCCGGTGGCTTGCCATCTCCTTCGCCT 
CCGCACACCTCACCTTGACCGAGCCCTACCGCGGAGGCTGCCAAGCCCAGGACT 
ACACCGGCGGCATGGGCATCGTCAACGGGGCCAAGTGGAACCCCCGGACCGGGA 
CTATCAATGACTTCAGTTACCTGCATACCAACTGCCTGGAGCTCTCCTTCTACCTG 

30 GGCTGTGACAAGTTCCCTCATGAGAGTGAGCTGCCCCGCGAGTGGGAGAACAAC 
AAGGAGGCGCTGCTCACCTTCATGGAGCAGGTGCACCGTGGCATTAAGGGGGTG 
GTGACGGACGAGCAAGGCATCCCCATTGCCAACGCCACCATCTCTGTGAGTGGC 
ATTAATCACGGCGTGAAGACAGCCAGTGGTGGTGATTACTGGCGAATCTTGAAC 
CCGGGTGAGTACCGCGTGACAGCCCACGCGGAGGGCTACACCCCGAGCGCCAAG 

35 ACCTGCAATGTTGACTATGACATCGGGGCCACTCAGTGCAACTTCATCCTGGCTC 
GCTCCAACTGGAAGCGCATCCGGGAGATCATGGCCATGAACGGGAACCGGCCTA 
TCCCACACATAGACCCATCGCGCCCTATGACCCCCCAACAGCGACGCCTGCAGCA 
GCGACGCCTACAACACCGCCTGCGGCTTCGGGCACAGATGCGGCTGCGGCGCCT 
CAACGCCACCACCACCCTAGGCCCCCACACTGTGCCTCCCACGCTGCCCCCTGCC 

40 CCTGCCACCACCCTGAGCACTACCATAGAGCCCTGGGGCCTCATACCGCCAACCA 
CCGCTGGCTGGGAGGAGTCGGAGACTGAGACCTACACAGAGGTGGTGACAGAGT 
TTGGGACCGAGGTGGAGCCCGAGTTTGGGACCAAGGTGGAGCCCGAGTTTGAGA 
CCCAGTTGGAGCCTGAGTTTGAGACCCAGCTGGAACCCGAGTTTGAGGAAGAGG 
AGGAGGAGGAGAAAGAGGAGGAGATAGCCACTGGCCAGGCATTCCCCTTCACA 

45 ACAGTAGAGACCTACACAGTGAACTTTGGGGACTTCTGAGATCAGCGTCCTACCA 
AGACCCCAGCCCAACTCAAGCTACAGCAGCAGCACTTCCCAAGCCTGCTGACCA 
CAGTCACATCACCCATCAGCACATGGAAGGCCCCTGGTATGGACACTGAAAGGA 
AGGGCTGGTCCTGCCCCTTTGAGGGGGTGCAAACATGACTGGGACCTAAGAGCC 
AGAGGCTGTGTAGAGGCTCCTGCTCCACCTGCCAGTCTCGTAAGAGATGGGGTTG 
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CTGCAGTGTTGGAGTAGGGGCAGAGGGAGGGAGCCAAGGTCACTCCAATAAAAC 
AAGCTCATGGCAAAAAAAAAA 

SEQ ID NO: 346 

5 >3030 BLOOD GB_AA486221 gi|2216437|gb|AA486221|AA486221 ab35e07.sl Stratagene 
HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE:842820 3', mRNA sequence 

[Homo sapiens] 

CTTTATTGGGAAACGTAAGACTTGGGTACATCAAATAAAACCAATTTCTGGGGGA 
AAAAATCAAAACCCA 
10 CAATAAAAAAAAAGTTAACACTGTCTGGGCCACAGCAGAACCCAAAGAACATAT 
TCGTATAAT 

SEQ ID NO: 347 

>3033 BLOOD 371542.10 M93056 gl 88621 Human mononcyte/neutrophil elastase inhibitor 

15 mRNA sequence. 0 

CTCACTTCTGCTTGCACTTAGGCGACCTCGGGAGCTCGGACTCCTACGCAGTCAC 
CGGGAAGGGCCGCCGCCCCGCCCGCGGCTGCTGGCCCGGGTGACACTTCCGCCT 
GCTATAAGAGCAGCGGCCCTCGGTGCCTCCTTCCTGACCTCGCACCCAGCTCGGA 
GCCCGGAGCGTGCCTCGGGCGGCCTGTCGGTTTTCACCATGGAGCAGCTGAGCTC 

20 AGCAAACACCCGCTTCGCCTTGGACCTGTTGCCTGGCGTTGAGTGAGAACAATCC 
GGCTGGAAACATCTTCATCTCTCCCTTCAGCATTTCATCTGCTATGGCCATGGTTT 
. . T^reTGGGGACGAGAGGTAACAGGGGAGCACAGCTGTCCAAGACTTTGCATTTGAA 




25: AGAATTTCCTTCCTGAGTTCTTGGTTTCGACTCAGAAAACATATGGTGCTGACCTG 
GCCAGTGTGGATTTTCAGCATGCCTCTGAAGATGCAAGGAAGACCATAAACCAG 
TGGGTCAAAGGACAGACAGAAGGAAAAATTCCGGAACTGTTGGCTTCGGGCATG 
GTTGATAACATGACCAAACTTGTGCTAGTAAATGCCATCTATTTCAAGGGAAACT 
GGAAGGATAAATTCATGAAAGAAGCCACGACGAATGCACCATTCAGATTGAATA 

30 AGAAAGACAGAAAAACTGTGAAAATGATGTATCAGAAGAAAAAATTTGCATATG 
GCTACATCGAGGACCTTAAGTGCCGTGTGCTGGAACTGCCTTACCAAGGCGAGG 
AGCTCAGCATGGTCATCCTGCTGCCGGATGACATTGAGGACGAGTCCACGGGCCT 
GAAGAAGATTGAGGAACAGTTGACTTTGGAAAAGTTGCATGAGTGGACTAAACC 
TGAGAATCTCGATTTCATTGAAGTTAATGTCAGCTTGCCCAGGTTCAAACTGGAA 

35 GAGAGTTACACTCTCAACTCCGACCTCGCCCGCCTAGGTGTGCAGGATCTCTTTA 
ACAGTAGCAAGGCTGATCTGTCTGGCATGTCAGGAGCCAGAGATATTTTTATATC 
AAAAATTGTCCACAAGTCATTTGTGGAAGTGAATGAAGAGGGAACAGAGGCGGC 
AGCTGCCACAGCAGGCATCGCAACTTTCTGCATGTTGATGCCCGAAGAAAATTTC 
ACTGCCGACCATCCATTCCTTTTCTTTATTCGGCATAATTCCTCAGGTAGCATCCT 

40 ATTCTTGGGGAGATTTTCTTCCCCTTAGAAGAAAGAGACTGTAGCAATACAAAAA 
TCAAGCTTAGTGCTTTATTACCTGAGTTTTTAATAGAGCCAATATGTCTTATATCT 
TTACCAATAAAACCACTGTTCAGAAAAAAAAA 

SEQ ID NO: 348 

45 >3050 BLOOD 243794.24 Y00345 g35569 Human mRNA for polyA binding protein. 0 

CCTTCTCCCCGGCGGTTAGTGCTGAGAGTGCGGAGTGTGTGCTCCGGGCTCGGAA 

CACACATTTATTATTAAAAAATCCAAAAAAAATCTAAAAAAATCTTTTAAAAAAC 

CCCAAAAAAATTTACAAAAAATCCGCGTCTCCCCCGCCGGAGACTTTTATTTTTT 

TTCTTCCTCTTTTATAAAATAACCCGGTGAAGCAGCCGAGACCGACCCGCCCGCC 
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CGCGGCCCCGCAGCAGCTCCAAGAAGGAACCAAGAGACCGAGGCCTTCCCGCTG 
CCCGGACCCGACACCGCCACCCTCGCTCCCCGCCGGCAGCCGGCAGCCAGCGGC 
AGTGGATCGACCCCGTTCTGCGGCCGTTGAGTAGTTTTCAATTCCGGTTGATTTTT 
GTCCCTCTGCGCTTGCTCCCCGCTCCCCTCCCCCCGGCTCCGGCCCCCAGCCCCGG 
5 CACTCGCTCTCCTCCTCTCACGGAAAGGTCGCGGCCTGTAGAACTCGCCAGCCGT 
GCCGAGATGAACCCCAGTGCCCCCAGCTACCCCATGGCCTCGCTCTACGTGGGGG 
ACCTCCACCCCGACGTGACCGAGGCGATGCTCTACGAGAAGTTCAGCCCGGCCG 
GGCCCATCCTCTCCATCCGGGTCTGCAGGGACATGATCACCCGCCGCTCCTTGGG 
CTACGCGTATGTGAACTTCCAGCAGCCGGCGGACGCGGAGCGTGCTTTGGACAC 

1 0 CATGAATTTTGATGTTATAAAGGGCAAGCCAGTACGCATCATGTGGTCTCAGCGT 
GATCCATCACTTCGCAAAAGTGGAGTAGGCAACATATTCATTAAAAATCTGGAC 
AAATCCATTGATAATAAAGCACTGTATGATACATTTTCTGCTTTTGGTAACATCCT 
TTCATGTAAGGTGGTTTGTGATGAAAATGGTTCCAAGGGCTATGGATTTGTACAC 
TTTGAGACGCAGGAAGCAGCTGAAAGAGCTATTGAAAAAATGAATGGAATGCTC 

1 5 CT AAATGATCGC AAAGT ATTTGTTGGACGATTTAAGTCTCGT AAAGAACGAGAA 
GCTGAACTTGGAGCTAGGGCAAAAGAATTCACCAATGTTTACATCAAGAATTTTG 
GAGAAGACATGGATGATGAGCGCCTTAAGGATCTCTTTGGCAAGTTTGGGCCTGC 
CTTAAGTGTGAAAGTAATGACTGATGAAAGTGGAAAATCCAAAGGATTTGGATT 
TGTAAGCTTTGAAAGGCATGAAGATGCACAGAAAGCTGTGGATGAGATGAACGG 

20 AAAGGAGCTCAATGGAAAACAAATTTATGTTGGTCGAGCTCAGAAAAAGGTGGA 
ACGGCAGACGGAACTTAAGCGCAAATTTGAACAGATGAAACAAGATAGGATCAC 
■ ■,CAGAI'ACCAGGGTGTTA.\TGTTmTGT.GAAAAATCTTGATGATGGTATTGATGAT:. • 

v ; GAACGT€TGGGGAAAGAGTT3'TGTGCATTTGGTACAATCAGTAGTGCAAA;GGTTA ■ 
■ TGATGGAGGGTGGTGGCAGGAAAGGGTTTGGTTTTGTATGTTTCTeCTCGGGAGA 

25 AGAAGCCACTAAAGCAGTTACAGAAATGAACGGTAGAATTGTGGCCACAAAGCC 
ATTGTATGTAGCTTTAGGTCAGCGCAAAGAAGAGCGCCAGGGTCACCTCACTAAC 
CAGTATATGGAGAGAATGGCAAGTGTACGAGCTGTTCCCAACCCTGTAATCAACC 
CCTACCAGCCAGCACCTCCTTCAGGTTACTTCATGGCAGCTATCCCACAGACTCA 
GAACCGTGCTGCATACTATCCTCCTAGCCAAATTGCTCAACTAAGACCAAGTCCT 

30 CGCTGGACTGCTCAGGGTGCCAGACCTCATCCATTCCAAAATATGCCCGGTGGTA 
TCCGCCCAGGTGCTCCTAGAGCAGCATTTAGTACTATGAGACCAGCTTCTTCACA 
GGTTCCACGAGTCATGTCAACACAGCGTGTTGCTAACACATCAACACAGACAAT 
GGGTCGACGTCCTGCAGCTGCAGCCGCTGCAGCTACTCCTGCTGTCCGCACCGTT 
CCACAGTATAAATATGCTGCAGGAGTTCGCAATCCTCAGCAACATCTTAATGCAC 

35 AGCCACAAGTTACAATGCAACAGCGTGCTGTTCATGTACAAGGTCAGGAACCTTT 
GACTGCTTCCATGTTGGCATCTGCCCCTCCTCAAGAGCAAAAGGAAATGTTGGGT 
GAACGGCTGTTTCCTCTTATTCAAGCCATGCACCCTACTCTTGGTGGTAAAATCAC 
TGGCATGTTGTTGGAGATTGATAATTCAGAACTTCTTCATATGGTCGAGTCTCCA 
GAGTCACTCCGTTCTAAGGTTGATGAAGCTGTAGCTGTACTACAAGCCCACCAAG 

40 CTAAAGAGGCTGCCCAGAAAGCAGTTAACAGTGCCACCGGTGTTCCAACTGTTTA 
AAATTGATCAGGGACCATGAAAAGAAACTTGTGCTTCACCGAAGAAAAATATCT 
AAACATCGAAAAACTTAAATATTATGGAAAAAAAACATTGCAAAATATAAAATA 
AATAAAAAAAGGAAAGGAAACTTTGAACCTTATGTACCGAGCAAATGCCAGGTC 
TAGCAAACATAATGCTAGTGGTAGATTACTTATTGATTTAAAAACAAAAAAACAC 

45 AAAAAAATAGTAAAATATAAAAACAAATTAATGTTTTATAGACCCTGGGAAAAA 
GAATTTTCAGCAAAGTAGAAAAATTTAAAGCATTCCTTTCTTTAATTTTGTAATTC 
TTTACTGTGGAATAGCTCAGAATGTCAGTTCTGTTTTAAGTAACAGAATTGATAA 
CTGAGCAAGGAAACGTAATTTGGATTATAAAATTCTTGCTTTAATAAAAATTCCT 
TAAACAGTGCACGGATTTGCTTTTTTTCAAAGTCTTTATAATTGCCATGCATAAAT 
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AGGTAATATCTTAATGGTGCTGAGCCGACATAAGAATCTTTTATGAAAAATGTAC 
TGTTAAGTTCAGGGGGTCTATTGGTTTTATGTAAAAGGCACAAGACAATTCCTGT 
AGTGCATTTTATGAGTTAAGGTTTCCATACGGATTATTGAAACAATTTGTTACAT 
GTATTTGTTACATGATCTTAATATTTCATGTACAAGACTGACACCCATCCACTTTT 
5 GAAGATAAGCCAGTTTAT 

SEQ ID NO: 349 

>3052 BLOOD 988653.1 X52541 g31 129 Human mKNA for early growth response protein 
1 (hEGRl). 0 

10 GAGATCCCAGCGCTGCAGAACTTGGGGAGCCGCCGCCGCCATCCGCCGCCGCAG 
CCAGCTTCCTGCCGCCGCAGGACCGGCCCCTGCCCCAGCCTCCGCAGCCGCGGCG 
CGTCCACGCCCGCCCGCGCCCAGGGCGAGTCGGGGTCGCCGCCTGCACGCTTCTC 
AGTGTTCCCCGCGCCCCGCATGTAACCCGGCCAGGCCCCCGCAACTGTGTCCCCT 
GCAGCTCCAGCCCCGGGCTGCACCCCCCCGCCCCGACACCAGCTCTCCAGCCTGC 

1 5 TCGTCC AGGATGGCCGCGGCC AAGGCCGAGATGCAGCTGATGTCCCCGCTGCAG 
ATCTCTGACCCGTTCGGATCCTTTCCTCACTCGCCCACCATGGACAACTACCCTAA 
GCTGGAGGAGATGATGCTGCTGAGCAACGGGGCTCCCCAGTTCCTCGGCGCCGC 
CGGGGCCCCAGAGGGCAGCGGCAGCAACAGCAGCAGCAGCAGCAGCGGGGGCG 
GTGGAGGCGGCGGGGGCGGCAGCAACAGCAGCAGCAGCAGCAGCACCTTCAAC 

20 CCTCAGGCGGACACGGGCGAGCAGCCCTACGAGCACCTGACCGCAGAGTCTTTT 
CCTGACATCTCTCTGAACAACGAGAAGGTGCTGGTGGAGACCAGTTACCCCAGC 
:■ V ,t J leAAACCACTCGACTGGGCCCGATGAGCTATACTGGCCGGTTTTCCGTGGAGCCTG 
.. . V .■.GAGGGAACAGTGGGAAGAeGTTGTGGCGGGAGGCCCTGTTGAGGiqrGGTGAGTGG ; 
: ■ • ^ GGTAGTGAGCATGAGGAAGGGACCGGCCTGCTCGTCCTGAGCACGATGTCCAGCG - 

25 UGGGTGGTGGGGCTGGGGGTGGGAGAGGGGAGGGGTGAGGTGGGCAGTGGGATCCA 
AGGAGAGGAGTGGGATTTAGTGAGGGGGAGGGAGGTTGGGGAGGGGGAAGACTGA 
GATTTTGGCTGAGGCAGAAAGGCAGGGGTTCGGGGGGTGGGGAGGGACAGCGCTC 
CAGTACCCGCCTCCTGGCTACCCTGGCGCGAAGGGTGGCTTGGAGGTTCCCATGA 
TGGCGGAGTAGGTGTTTGGAGAGCAGGAGGGGGATGTGGGGGTGGGGAGGGGAGA 

30 GGAGAAGGGGTTGGAGGGGGTGGAGAGGGGGAGGGAGGAGCGTTGGGTAAGGGGT 
CTGTCTAGTATTAAGGGCTTTGCCACTGAGTGGGGCTGGCAGGACGTGAAGGCCG 
TCAATACCAGCTACCAGTCCCAGCTCATCAAACCCAGCCGCATGCGCAAGTACCC 
GAAGGGGCGGAGGAAGAGGGGCGGGGAGGAAGGGGGTTAGGGTTGGGGAGTGGA 
GTGCTGTGATCGGCGGTTCTGGCGCTCGGACGAGCTCAGCCGGCAGATCCGGATG 

35 CAGACAGGCCAGAAGCCCTTCCAGTGGGGGATCTGGATGCGCAACTTCAGCCGCA 
GGGAGGAGGTGAGGAGGGAGATCGGGAGGGAGAGAGGGGAAAAGGGGTTGGGGT 
GGGAGATGTGTGGAAGAAAGTTTGGGAGGAGGGATGAAGGGAAGAGGGATAGCA 
AGATGCACTTGCGGGAGAAGGACAAGAAAGCAGACAAAAGTGTTGTGGCCTCTT 
CGGCCACCTCCTCTCTCTCTTCCTACCCGTCCCCGGTTGCTACCTCTTACCCGTCC 

40 GGGGTTAGTAGCTGTTATGGATCGGGGGCGACGAGGTGATAGGGATGCGGTGTGGG 
GAGGTGGTTGTGGTGTGGGGGGTCCTGGAGGTAGGGATGGGCTGTGGAGAGTGGGT 
TGGGGTGGCCGTGGGTGGCGAGCAGGTAGTGGTGTGTTGGGCGTGGTTTGGGGGGG 
CAGGTCAGCAGCTTCCCTTCCTCAGCTGTCACCAACTCCTTCAGCGCCTCCACAG 
GGCTTTGGGAGATGAGAGGAACCTTTTGTGGCAGGAGAATTGAAATTTGGTAAAG 

45 GGAAAGGGGAAAGAAAGGGAAAAGGGAGAAAAAGAAACACAAGAGAGTTAAA 
GGACAGGAGGAGGAGATGGCCATAGGAGAGGAGGGTTGCTCTTAGGTCAGATGG 
AGGTTGTGAGAGGGAAGTGGTGCGTGTGTAGTGGAGTGGAAGGTCTATTGGGGAA 
CAATGGTTTGTGGGGAGTTGGGGTTGGGGAATTACTATTGGGTTTGAGTTCAGGTGG 
GTGAAACAGGGATGTGGAAGTTCTTGAGGTCTATCCAAAGAACTTGATTTGGATG 
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GATTTTGGATAAATCATTTCAGTATCATCTCCATCATATGCCTGACCCCTTGCTCC 
CTTCAATGCTAGAAAATCGAGTTGGCAAAATGGGGTTTGGGCCCCTCAGAGCCCT 
GCCCTGCACCCTTGTACAGTGTCTGTGCCATGGATTTCGTTTTTCTTGGGGTACTC 
TTGATGTGAAGATAATTTGCATATTCTATTGTATTATTTGGAGTTAGGTCCTCACT 
5 TGGGGGAAAACCACAAAAGGAAAAGCCAAGCAAACCAATGGTGATCCTCTATTT 
TGTGATGATGCTGTGACAATAAGTTTGAACCTTTTTTTTTGAAACAGCAGTCCCA 
GTATTCTCAGAGCATGTGTCAGAGTGTTGTTCCGTTAACCTTTTTGTAAATACTGC 
TTGACCGTACTCTCACATGTGGCAAAATATGGTTTGGTTTTTCTTTTNTTTTTTTTT 
TGAAAGTGTTTTTTCTTCGTCCTTTTGGTTTAAAAAGTTTCACGTCTTGGTGCCTTT 

1 0 TGTGTGATGCGCCTTGCTGATGGCTTGACATGTGCAATTGTGAGGGACATGCTCA 
CCTCTAGCCTTAAGGGGGGCAGGGAGTGATGATTTGGGGGAGGCTTTGGGAGCA 
AAATAAGGAAGAGGGCTGAGCTGAGCTTCGGTTCTCCAGAATGTAAGAAAACAA 
AATCTAAAACAAAATCTGAACTCTCAAAAGTCTATTTTTTTAACTGAAAATGTAA 
ATTTATAAATATATTCAGGAGTTGGAATGTTGTAGTTACCTACTGAGTAGGCGGC 

1 5 GATTTTTGTATGTTATGAAC ATGC AGTTCATTATTTTGTGGTTCTATTTTACTTTGT 
ACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCTTATAAACACATTGAATGCGC 
TTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAAAATTAAAACGAAAAT 
AAAGTAGCTGCGATTGGGTATGTGTTTCCTGGGTTAGGGGAAGGACTCTGCCCTA 
TTGAGGGCTGTGAGGTTTTCTGAAGACTTGGCCTTTAGAGATACAAGGATCCTCC 

20 AGCCAGAGTCAGGCCCACTGTGTGAAACTGGAGTTCGTTATTTATGAGGACTGAG 

TATGGGNN]SINISQmiSnSIlNnsn>TISn^ 
: ■; v.;,]SIMN]SnNT^MNlSf]S^ 

•■■ .'v;./ ■ ■M<[^^^^Nls^s[NNls^^ 

25 TTGATAATGGGCCTGTTCCTCTTCAGTGTGTTGGGCTGAAGCTTTACCTTGGTTAG 
CTAAAGCCAAGAAAGGCAAGAGTTAGGGCTGGGACATGTGTGGCCAAAGGCAGT 
GTTACTCTCCTGGCATCAAATGTTGGGCCAGTCCCGTCCCCCACCTCTACTCAGG 
GTTGGAAAACCCATGATCTTGGGAATCCCTGCCATGTGCAGTTAGAGGAGGTAA 
GAAGTAGGCACAAGGCCTTTAGGGGAACAGTAACAATGCTGGGGCCGACTCAGC 

30 CTCTCCCTCCCATTCCCCAGGTCCCCAGCAACTTGAGGGCATCAAAGAAGCCTAG 
ACGAGGTAAAGGCCAGTTCTCAAGCCAAGAATCCTTCCAGGAAGAAATTCTTATT 
ACTTGCCAGCTGGAACTGCCATCCTTGGCAGCTTCGTGGGACAAAGGATAGAGT 
GGGCAGAAGCCTGGCCTGGTGTCTAAAGTTCCCATCCGGGCCAAATCTGTTCCCA 
TTGTGTAGGAGGCCTGAGGTTCTAGGTTCTTTTGGGCC 

35 

SEQ ID NO: 350 

>3057 BLOOD 346395.5 AF187016 g6601393 Human myosin regulatory light chain 
interacting protein MIR mRNA, complete cds. 0 

CGCCACCGCGGAGGACAGGTGCAGCTGGCGGGCAGCGGGTGAGGGGGTGGCGG 
40 GGACGCGAGTGGCGGCCGCGGGGCCCCGGACAAGGGTCCGCAGAGCTGCAGCCT 
TCGAGGGCCAGCCCTCTCCGAGTCCGGGGCTGGGTCCCACCAGTGACAAGGCGG 
CAGCCCCGCGCACACCAAAGAGAAGGCGGCTGTGGCGGCAGCGGCAGCCCCAGC 
CATGCTGTGTTATGTGACGAGGCCGGACGCGGTGCTGATGGAGGTGGAGGTGGA 
GGCGAAAGCCAACGGCGAGGACTGCCTCAACCAGGTGTGCAGGCGACTGGGAAT 
45 CATAGAAGTTGACTATTTTGGACTGCAGTTTACGGGTAGCAAAGGTGAAAGTTTA 
TGGCTAAACCTGAGAAACCGGATCTCCCAGCAGATGGATGGGCTAGCCCCTTAC 
AGGCTTAAACTTAGAGTCAAGTTCTTCGTGGAGCCTCATCTCATCTTACAGGAGC 
AGACTAGGCATATCTTTTTCTTGCACATCAAGGAGGCCCTCTTGGCAGGCCACCT 
CTTGTGTTCCCCAGAGCAGGCAGTGGAACTCAGTGCCCTCCTGGCCCAGACCAAG 
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tttggagactacaaccagaacactgccaagtataactatgaggagctctgtgcc 
aaggagctctcctctgccaccttgaacagcattgttgcaaaacataaggagttgg 
aggggaccagccaggcttcagctgaataccaagttttgcagattgtgtcggcaat 
ggaaaactatggcatagaatggcattctgtgcgggatagcgaagggcagaaact 

5 gctcattggggttggacctgaaggaatctcaatttgtaaagatgactttagccca 
attaataggatagcttatcctgtggtgcagatggccacccagtcaggaaagaat 
gtatatttgacggtcaccaaggaatctgggaacagcatcgtgctcttgtttaaaa 
tgatcagcaccagggcggccagcgggctctaccgagcgataacagagacgcacg 
cattctacaggtgtgacacagtgaccagcgccgtgatgatgcagtatagccgtg 

10 acttgaagggccacttggcatctctgtttctgaatgaaaacattaaccttggcaa 
gaaatatgtctttgatattaaaagaacatcaaaggaggtgtatgaccatgccag 
gagggctctgtacaatgctggcgttgtggacctcgtttcaagaagcaaccagag 
cccttcacactcgcctctgaagtcctcagaaagcagcatgaactgcagcagctgc 
gagggcctcagctgccagcagacccgggtgctgcaggagaagctacgcaagctg 

1 5 aaggaagccatgctgtgcatggtgtgctgcgaggaggagatcaactccaccttc 
tgtccctgtggccacactgtgtgctgtgagagctgcgccgcccagctacagtcat 
gtcccgtctgcaggtcgcgtgtggagcatgtccagcacgtctatctgccaacgca 
caccagtcttctcaatctgactgtaatctaatctgttgtgcttttgttggacttgg 
catgtttccatgaactgcactattataaactattaaaatgatagattgtggagaa 

20 agtaattattccaacacccatctgccatgcgatgttaaaaaaaaaaaaaaggaa 
gaaaaataacacagctactcctcactgcaaaaacatatccatgcgtagaatcaa 
(saagtggagtgatgggaccaggaggaggtgtqggacgcagacacattggttgga : 

. .^g'etgattttttttatgatctagt.aaaggaataggtaaagtctttgatgtcagtga 
agi:gggaacatagccaaaaagttgggtaggttttaggaaatgatgttgtaagtgt 

25 ccttaatgtatcctgaggtaagtttgctactggcagcagattttgtaagaattac 
ttttaagaatttcattctttttgtatggtcatggagctccaagcatttttaatagg 
aaagtcttttgtaaattgttgtcgttttaatgtcatttgtgtctttataacttgatc 
aagaatgattggaaggcaaacaggtttacaaatcaattctgtgacttttaaaaa 
gttgacaatgttgtcagatttaaaccagtgtggctagtaaaaaggagctcactca 

30 atgtgggtggctccctattcctttaggctccccctatccctaccgcacaagccttt 
cgattataaaatactaccaatcttgttataagattactgtggagtagtcaagtac 
tccccgggccttctgagctggtggaatattttatttcagactgaaaacagagagc 
actctccttgggaagggaaagcggagcttgctgagtgagagatggagcctcatg 
gtgtacaactgagggtagttaactcatcacttctcccaagcagtcgatcccagct 

35 tcacccactggtgttgctttgcttgaactgttgaagccttttatagccttaccata 
agtatttagatatggtgtccttttctgtttttggggggggagttttgttgtgtttt 
tttaaagtaagtgcttaagtattaactttgggttgtcccctctgtatgtttggaag 
gggttttggttctttttgcttctgttttcttaaacatgttttccactcccacttggg 
cattttggaagctggtcagctagcaggttttctgggatgtcgggagacctagatg 

40 accttatggggtgcaatactagctaaggtaaagctagaaacctacactgtcactt 
tactgagatttctgagtatacttttcatattgccttaatgtagcagtaatgtgttt 
atgcatttgtttctttgcacagacattttgtcaaatattaaaactctactttttta 
tggcacatattagcatataagcctttattccaagaggtatttattttttcacttgt 
aaaaaaataatgtttccacgtaaagaactctgttatatcctagaggactctgtct 

45 tttatattcgggataataaagactttaaagc 

SEQIDNO: 351 

>3072 BLOOD 1327030.1 U26162 g829622 Human myosin regulatory light chain mRNA, 
complete cds. 0 
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CGGAGCTACCAAAGGAGTGGGGGACGAGGGCCGGGCTGCGGGCGACCGCCGCA 
GCGCAGGCCGCGATATCGCAGCGGATCGGAGCAGGCCGGAGGGGCAATTAAGA 
CCCCGGCCGTGTGCGTCCGGCCTCAGCAGCCCCGCCGCTCGGCGGACACGCAGA 
CCCCGCCGGCCCGGGCGCGAACACTCAGCGCACCCCCGTTCCACTTGGTCCCGCC 
5 GCGCCTTCCGGTGCGCCTTCCGGTGCGCCTTCCGCTCCGCCCCTTCAGGCAGGAA 
GTGTCGGCGCCGCCACTGTCCGGCCACAGCCTAACGCTCTTCGCTGTCGTTTGTG 
GTCTCGCGCAGGGCGGCCCCGGTTCTGGTGTTTGGCGTCGGAATTAAACAACCAC 
CATGTCGAGCAAAAAGGCAAAGACCAAGACCACCAAGAAGCGCCCTCAGCGTGC 
AACATCCAATGTGTTTGCCATGTTTGACCAGTCACAGATTCAGGAGTTCAAAGAG 

1 0 GCCTTCAACATGATTGATCAGAACAGAGATGGCTTCATCGACAAGGAAGATTTG 
CATGATATGCTTGCTTCTCTAGGGAAGAATCCCACTGATGCATACCTTGATGCCA 
TGATGAATGAGGCCCCAGGGCCCATCAATTTCACCATGTTCCTGACCATGTTTGG 
TGAGAAGTTAAATGGCACAGATCCTGAAGATGTCATCAGAAACGCCTTTGCTTGC 
TTTGATGAAGAAGCAACAGGCACCATTCAGGAAGATTACCTAAGAGAGCTGCTG 

1 5 ACAACCATGGGGGATCGGTTT ACAGATGAGGAAGTGGATGAGCTGTAC AGAGAA 
GCACCTATTGACAAAAAGGGGAATTTCAATTACATCGAGTTCACACGCATCCTGA 
AACATGGAGCCAAAGACAAAGATGACTGAAAGAACTTTAGCTAAAATCTTCCAG 
TTACATTGTCTTACTCTCTTTTACTTCTCAGACACTTCCCCCACCCTCATAGAACC 
TGTTGCATGCAACTTAGTTTCACAGCTTTGCCTCTTCTTTTTGATGTATTTATTCCA 

20 GACCTTTCTGCCACTTAGCACTTGTATAATCAGACTGGAAATGGGGATGAGGGTG 
TAAATTGTATTGAAAAAGATCGCGAATAAAAATCAACAAATGTGAAAGCCCAGA 

•-. ; V^AAAATATATTCGTATTTCTGGTTTTGCTGGATTTTTACATTTTTATATAATAAAAA 

■ • . ' , TGTTATTTTGAAATAAAGATTATGGTGAGTGAAATGC . ■■ ■■ .» • ■ ■■ = - > ■> • , 

25 SEQIDNO:352 ' . v 

>3210 BLOOD 1095563.3 D00762 g220027 Human mRNA for proteasome subunit HC8. 0 
TTTGCGGCATCCTGTGGTATAGGGGAAGCGCTCCGGGCCTGGAATCCCTACGCGT 
CCCTTTGGGTTTAGCACGATGAGCTCAATCGGCACTGGGTATGACCTGTCAGCCT 
CTACATTCTCTCCTGACGGAAGAGTTTTTCAAGTTGAATATGCTATGAAGGCTGT 

30 GGAAAATAGTAGTACAGCTATTGGAATCAGATGCAAAGATGGTGTTGTCTTTGG 
GGTAGAAAAATTAGTCCTTTCTAAACTTTATGAAGAAGGTTCCAACAAAAGACTT 
TTTAATGTTGATCGGCATGTTGGAATGGCAGTAGCAGGTTTGTTGGCAGATGCTC 
GTTCTTTAGCAGACATAGCAAGAGAAGAAGCTTCCAACTTCAGATCTAACTTTGG 
CTACAACATTCCACTAAAACATCTTGCAGACAGAGTGGCCATGTATGTGCATGCA 

35 TATACACTCTACAGTGCTGTTAGACCTTTTGGCTGCAGTTTCATGTTAGGGTCTTA 
CAGTGTGAATGACGGTGCGCAACTCTACATGATTGACCCATCAGGTGTTTCATAC 
GGTTATTGGGGCTGTGCCATCGGCAAAGCCAGGCAAGCTGCAAAGACGGAAATA 
GAGAAGCTTCAGATGAAAGAAATGACCTGCCGTGATATCGTTAAAGAAGTTGCA 
AAAATAATTTACATAGTACATGACGAAGTTAAGGATAAAGCTTTTGAACTAGAA 

40 CTCAGCTGGGTTGGTGAATTAACTAATGGAAGACATGAAATTGTTCCAAAAGAT 
ATAAGAGAAGAAGCAGAGAAATATGCTAAGGAATCTCTGAAGGAAGAAGATGA 
ATCAGATGATGATAATATGTAACATTTACTCCAGCATCTATTGTATTTTAAATTTC 
TACTCCAGTCCAATGTAACTATTTAGCCCTGGATTATACATACTGTCCAATTTTCA 
TTAAATTTTTGTCTTAC 

45 

SEQ ID NO: 353 

>3230 BLOOD 480496.45 L38616 g603444 Human brain and reproductive organ-expressed 
protein (BRE) gene, complete cds. 0 



276 



wo 02/074979 



PCT/US02/08456 



GCGCGCTCGGGTACCTGTACCCCACGTAGTCGCCGGTTACCGATCGGACTAAGTT 
CCAGAAGCAAGAGATAAAGTAATAATGGGTACTGTGGGGAAAAACACAGAAGA 
ACAATTCGGTAATATAGTGGTGATTTACAAGTCAAGTTAAAATGTCCCCAGAAGT 
GGCCTTGAACCGAATATCTCCAATGCTCTCCCCTTTCATATCTAGCGTGGTCCGG 
5 AATGGAAAAGTGGGACTGGATGCTACAAACTGTTTGAGGATAACTGACTTAAAA 
TCTGGCTGCACATCATTGACTCCTGGGCCCAACTGTGACCGATTTAAACTGCACA 
TACCATATGCTGGAGAGACATTAAAGTGGGATATCATTTTCAATGCCCAATACCC 
AGAACTGCCTCCCGATTTTATCTTTGGAGAAGATGCTGAATTCCTGCCAGACCCC 
TCAGCTTTGCAGAATCTTGCCTCCTGGAATCCTTCAAATCCTGAATGTCTCTTACT 

10 TGTGGTGAAGGAACTTGTGCAACAATATCACCAATTCCAATGTAGCCGCCTCCGG 
GAGAGCTCCCGCCTCATGTTTGAATACCAGACATTACTGGAGGAGCCACAGTATG 
GAGAGAACATGGAAATTTATGCTGGGAAAAAAAACAACTGGACTGGTGAATTTT 
CAGCTCGTTTCCTTTTGAAGCTGCCCGTAGATTTCAGCAATATCCCCACATACCTT 
CTCAAGGATGTAAATGAAGACCCTGGAGAAGATGTGGCCCTCCTCTCTGTTAGTT 

15 TTGAGGACACTGAAGCCACCCAGGTGTACCCCAAGCTGTACTTGTCACCTCGAAT 
TGAGCATGCACTTGGAGGCTCCTCAGCTCTTCATATCCCAGCTTTTCCAGGAGGA 
GGATGTCTCATTGATTACGTTCCTCAAGTATGCCACCTGCTCACCAACAAGGTGC 
AGTACGTGATTCAAGGGTATCACAAAAGAAGAGAGTATATTGCTGCTTTTCTCAG 
TCACTTTGGCACAGGTGTCGTGGAATATGATGCAGAAGGCTTTACAAAACTCACT 

20 CTGCTGCTGATGTGGAAAGATTTTTGTTTTCTTGTACACATTGACCTGCCTCTGTT 
TTTCCCTCGAGACCAGCCAACTCTCACATTTCAGTCCGTTTATCACTTTACCAACA 
. ■ i, ^GTGGAGAGCTTTACTGCeAGGOCGAAAAAAATTATCGGTACAGCGGGAGATGGG ' • 
' ' • ATGGAAATGAAATGGGGAAAAGAGGA^GGCTTATTTCA-AAACCTTTGTCCCTC, ' 
AGTTCCAGGAGGCAGGATTTGCCAATGGAAAGCTCTAGGAAACACCAGTCTTGA 

25 GAGGTGGGCAGCCAGACTGCCTGTCCACATGCGTGTCAGCACATACAGCCGCTTG 
CTGGAAGGGGGGTGGAATGTGTTCAGGGGAGCGTTTTGGTCAGACAGGAGCTTTT 
GGAGGCGGGAGGGAGGGGCGAGTGGTGAAATGGAACTTGAGGTGGGTGGTGGTGC 
CTGGATGCTAGAGGCCTTCACTTCGGGTTACTCGCTCTTTCTTGCCTGTATTTCTTA 
GTTGGAAGAAATAAACTCACAAATTATGGTGGAGTAATTTTCCGGGGAAAGTAA 

30 AGGCTCAGGAATGCGGACGGGTTTGTTGCAAAGCGTTTGTCTGTGAGACCTCTTAA 
GTTCTAAGATTAAATGGCCGTGGCTGTTGTTCGTCTG 

SEQ ID NO: 354 

>3242 BLOOD 201279.14 U37408 g3702074 Human phosphoprotein GtBP mRNA, 
35 complete cds. 0 

TGGACCGTGAGGTCAATGGGGGTGCGTATAGGTAGGCGGNCGACGGCGGTTGTGG 
TGGGGAAAGGGTGAAGGCCGAGGCGGATAGAGAGGACGCCAGTGACGAGTTGTA 
GCGCGGGAGGAGCTCTGCAGGGTCGGCGGCTGGGGAGAGGGGCCGGAAAGCGTG 
GGACCAGAGTGTGTGGAGGAGGCATCTGTGTGGTGGCCCTGGCACTGCAGAGAC 

40 TGGTCCGGGCTGTCAGGAGGGGGGAGGGGGCAGGGCTGGGCCTCGTGTGGCTTG 
TGGTCGTGGGTCGTGTGGGGGGTCTGCGGTGTGTGGTTGGCGTTCCTGGTTAAGGA 
GAAGAAGTGAGTAGTTATTCTGCCATGAACGTTGTTGTCTGTGTACAGTTTTTAGA 
ACATTACAAAGGATCTGTTTGCTTAGCTGTCAACAAAAAGAAAACCTGAAGGAG 
CATTTGGAAGTCAATTTGAGGNN]SINNNNNN^WN]^^ 

45 GGAACGTGGCGGAGAATGAGGGAGTTGGGAAAGTTCTCAGGACAATGAATCCTC 
CCGTTTTTCTTTTATGCCACACAGTGCATTGTTTTTTCTACCTGCTTGTCTTATTTT 
TAGAATAATTTAGAAAAACAAAACAAAGGCTGTTTTTCCTAATTTTGGCAGAACC 
CCCC 
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SEQ ID NO: 355 

>3284 BLOOD Hs.6453 gnllUGlHs#S377401 Human inositol 1,3,4-trisphosphate 5/6-kinase 
mRNA, complete cds /cds=(l 18,1362) /gb=U51336 /gi=1322037 /ug=Hs.6453 /len=3049 
CCCGCGGGCAGGGGCGGCGAGTGCGCGGGCCGCCGCCCTTCTCGGCGGGCAGCG 
5 CGCGAGGACCAGGCCGAGGAGGAAGTGGCGGCGGCGGCGGCGGGCTCCCCGCC 
CGAGGAGGAAGATGCAGACCTTTCTGAAAGGGAAGAGAGTTGGCTACTGGCTGA 
GCGAGAAGAAAATCAAGAAGCTGAATTTCCAGGCTTTCGCCGAGCTGTGCAGGA 
AGCGAGGGATGGAGGTTGTGCAGCTGAACCTTAGCCGGCCGATCGAGGAGCAGG 
GCCCCCTGGACGTCATCATCCACAAGCTGACTGACGTCATCCTTGAAGCCGACCA 

10 GAATGATAGCCAGTCCCTGGAGCTGGTGCACAGGTTCCAGGAGTACATCGATGC 
CCACCCTGAGACCATCGTCCTGGACCCGCTCCCTGCCATCAGAACCCTGCTTGAC 
CGCTCCAAGTCCTATGAGCTCATCCGGAAGATTGAGGCCTACATGGAAGACGAC 
AGGATCTGCTCGCCACCCTTCATGGAGCTCACGAGCCTGTGCGGGGATGACACCA 
TGCGGCTGCTGGAGAAGAACGGCTTGACTTTCCCATTCATTTGCAAAACCAGAGT 

15 GGCTCATGGCACCAACTCTCACGAGATGGCTATCGTGTTCAACCAGGAGGGCCTG 
AACGCCATCCAGCCACCCTGCGTGGTCCAGAATTTCATCAACCACAACGCCGTCC 
TGTACAAGGTGTTCGTGGTTGGCGAGTCCTACACCGTGGTCCAGAGGCCCTCACT 
CAAGAACTTCTCCGCAGGCACATCAGACCGTGAGTCCATCTTCTTCAACAGCCAC 
AA.CGTGTCAAAGCCGGAGTCGTCATCGGTCCTGACGGAGCTGGACAAGATCGAG 

20 GGCGTGTTCGAGCGGCCGAGCGACGAGGTCATCCGGGAGCTCTCCCGGGCCCTG 
CGGCAGGCACTGGGCGTGTCACTCTTCGGCATCGACATCATCATCAACAACCAGA 
. :.. . \ CAGGGGAGCAGGGCGTGATTGAGATGAATG.GCTT(3G(5AGGCTACGAGGGCGTGA 
V . ; . .GGGAGTTGTTCAeAGAGCTGG^EGAACCAeATCGCGACTGTCCTGCAGGGCCAGAG- 
■ • ' CACAGGGATGGGAGGCACAGGGGACGTGGCGGTGGTGAGGCACAGCA>.GCTTCT 

25 GGCCGAGCCGGCGGGCGGCCTGGTGGGCGAGCGGACATGGAAGGCCAGCCCGGG 
CTGCTGGGGCAGGATGATGGGGCAGGACGCGCCGTGGAAAGCTGAGGCCGACGC 
GGGCGGCACCGCGAAGCTGCCGCACCAGAGACTCGGCTGCAACGCCGGCGTGTC 
TCCCAGCTTCCAGCAGCATTGTGTGGCCTCCCTGGCCACCAAGGCCTCCTCCCAG 
TAGGCACGGAGCGGGGACCCAGAGGGCAGGGCAGGCGCAGGAGCACACCCGCT 

30 GGGCCAGCAGCTGGCAACGGCGATGGTACTACTAAGAATCCCCAGTGATCTGATT 
GTTCTGTTTTTTAATTTTTAACCTGATTTTCTGATGTGATGATCTAAATGAGGGGT 
AGAAGAGAGTACCAGGTGGTCCACCGTTGGGGAGCGGGGCCGTCCGCCTGCTCT 
CTACTGTGCAGAGGTCCTAACTGAGTTTACACACGGTTGTGTTGCAACACTAGGT 
CTGGATGGGAGGTGAGGGGGGTGCGTATACTGCCATGCCAGTGTCTGTGCACAT 

35 CCCTGTCTGTTGTCTCCATGGCCACTGTGGACTGGGACCCTTGAAGCCTGCCCAT 
GTGGGTGTGGGAGGCTGATCAGTGCGTGTGAGAGTGGCTTCCGTTCTGCCTGACT 
CCCCACTCCCTGACCTGCCCCTTCCTTGTTTTTCCTCCTACTGGTCTCCACCAAGG 
CTTTGTTAGCCCCCACCCTGCCTGGTGTGCAGCTAACCCCTCCCTCCCCACAGCCA 
GAGGAGGCCACAGACCCCTCAGGGAGTTCCGCGCTGGGGTCTGGGCTGTGCTCC 

40 CTCACTAAAGGGAAGGAAAGGAAGCTGGGGGTCCTCCGGGCCCCCCAACACACG 
TCCCATTTAGCCCTGCACAGCGGTCTCCTTCGCCTAAGCCAGCACTGCTGCTCCCT 
GGAGGCGGGAAGGAGGGTGCCTGGCTGGAGGCGGAGCCGATGGGCCTGTGCTGA 
GGATTTGTGCTGTGATTTGGGCAAATCATTCCAGGTCTTTGGGCCTCCACCCCCTC 
GTCTCTAGTGGACATTTGAGATCAGAGAGCACCACAGGGCTGGCTTTGTGCCCTA 

45 ACCCCTGGGATGCAGCCTGCCTTTCGATAAAGTGACCTAGGTGAGGATAGGCGCG 
GGAGCCTCGGCATGACACCATGGAGATCGGGGCCCTCTTCCCAGTGGGTTCACTC 
CTTTTCACACCTGCTGGGTCCCTCCTGGCCCAGCAGGCCTGGTCCACCTCTCATTG 
CAAGGCCGCAAGCACTGAGCCGAGTAAGGTGCTTAGTGTGAGCCACCCGCCGCC 
CATAGCTTCTGCAGACCTCAGACTCACCCCATCACCTTGGCAGGAAAGCACTGCT 
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CTGCCGTCTGACCCCTGATCCAGGCAGCAGCCCCCTCCGCAGAGAAAAGGGTTG 
GGGAGAAGCCTCTGCAGTCCTGGAAGATGTGGGGTGCTGGGTGAGAGGCATCAG 
CCCCCACAAGTATGTTTTTGTGTCTTAAGATAGCAGTTTACTTTGAAAAAGTGAA 
AAAGGCTTCCGGGCTGTCCTCTGCCCAGTGAGATGGAGGACGCTAGAGAAAGTG 
5 CTGAGTGTCCCGAGAGAGGCCCCCGAGCCAGTGCATGGAGGTCTTCGGCCTGGC 
TCAGCTGGGCTGCAGGATGCCCACTTTGAGGAGGGAGGCACAGGGCTTGGGCGA 
GGGGCAGAGGCCATCAGAACTGCCCGGCTTTTTTGGAAACTGAGGACCCAACAA 
CTAACCACGTTTACACGACTTGAGTTTTGAACCCCGATTAATGTCTGTACGTCAC 
CTTTCCTAGTTCTGACCCTGAGCCCTGGGGAACAGGAAAGCGTGGCTGGCCTCTT 
10 GCACTGCTTTGTCTCCAAAATAAACTACTGAAATCAAACCGCATTTC 

SEQ ID NO: 356 

>3325 BLOOD 434815.28 X13916 g34338 Human mRNA for LDL-receptor related protein. 
0 

1 5 CAGCGGTGCGAGCTCCAGGCCCATGCACTGAGGAGGCGGAAACAAGGGGAGCC 
CCCAGAGCTCCATCAAGCCCCCTCCAAAGGCTCCCCTACCCGGTCCACGCCCCCC 
ACCCCCCCTCCCCGCCTCCTCCCAATTGTGCATTTTTGCAGCCGGAGGCGGCTCC 
GAGATGGGGCTGTGAGCTTCGCCCGGGGAGGGGGAAAGAGCAGCGAGAGTGAA 
GCGGGGGGTGGGTGAAGGGTTTGGATTTCGGGGCAGGGGGCGCACCCCCGTCAG 

20 CAGGCCCTCCCCAAGGGGCTCGGAACTCTACCTCTTCACCCACGCCCCTGGTGCG 
CTTTGCCGAAGGAAAGAATAAGAACAGAGAAGGAGGAGGGGGAAAGGAGGAAA 
. AGGGGGACGCCGCAAGTGGGGGGGGTGAAGGAGAGAAGl AGCAGGACGAGAGG: 
■ GGAAGGGGCTGGTGGTTGOATCAGGCCACAGCATGGTGACCGGGCCGTTGGTCGT 
GGTGGTGCGGGTGGTGTGAGCTCTGGTCGCGGCGGCTATCGACGGGGGTAAGACT/ • 

25 TGCAGCCCCAAGCAGTTTGGGTGCAGAGATCAAATAACCTGTATCTCAAAGGGCT 
GGCGGTGGGACGGTGAGAGGGAGTGCCCAGAGGGATCTGACGAGGCCCGTGAGA 
TTTGTGCACAGAGTAAGGGGGAGGGATGGCAGGCAAACGAGCATAACTGGGTGG 
GTACTGAGCTGTGTGTTCCCATGTCCCGCCTCTGCAATGGGGTCCAGGACTGCAT 
GGAGGGGTCAGATGAGGGGCCCGACTGCCGAGAGCTGGAAGGGAACTGGTCTGG 

30 CGTGGGGTGCGAGCACCATTGTGTCCGGACAGTGGATGGGGCCAGGTGGTACTGG 
AACAGCAGCTTTCAGGTTGAGGGAGATGGCAAGACCTGCAAAGATTTTGATGAG 
TGCTCAGTGTACGGCACCTGCAGCCAGCTATGCACCAACACAGACGGCTCCTTCA 
TATGTGGCTGTGTTGAAGGATAGGTGGTGGAGGGGGATAAGCGCTGCTGGAAGGC 
CAAGAACGAGCGAGTAGAGCGGCCGCCTGTGCTGTTGATAGCGAACTCCCAGAA 

35 CATCTTGGCCACGTACCTGAGTGGGGCCCAGGTGTCTACCATCACACCTACGAGC 
AGGGGGCAGAGCAGAGCCATGGACTTCAGCTATGCCAACGAGACGGTATGCTGG 
GTGCATGTTGGGGACAGTGGTGCTCAGAGGCAGCTCAAGTGTGCCCGCATGCCTG 
GCGTAAAGGGGTTCGTGGATGAGCACAGCATCAAGATCTCCGTCAGTCTGGACCA 
CGTGGAACAGATGGCCATCGACTGGCTGACAGGCAACTTCTACTTTGTGGATGAC 

40 ATGGATGATAGGATGTTTGTCTGGAACAGAAATGGGGACACATGTGTCACATTGC 
TAGACGTGGAACTCTACAACCCGAAGGGCATTGCCCTGGAGCCTGCCATGGGGA 
AGGTGTTTTTGACTGACTATGGGCAGATGGGAAAGGTGGAAGGCTGTGAGATGGA 
TGGGCAGAACCGCACCAAGCTCGTCGACAGCAAGATTGTGTTTCCTCATGGCATC 
AGGGTGGACCTGGTCAGGCGCCTTGTGTACTGGGGAGATGGGTATGTGGAGTATA 

45 TTGAAGTGGTGGACTATGAGGGCAAGGGGCGCCAGACCATCATCCAGGGCATCC 
TGATTGAGCACCTGTACGGCCTGACTGTGTTTGAGAATTATCTCTATGCCACCAA 
CTGGGAGAATGCCAATGCCGAGGAGAAGACGAGTGTGATCCGTGTGAACGGGTT 
TAACAGCACCGAGTACCAGGTTGTCAGGGGGGTGGAGAAGGGTGGTGCCCTGGA 
CATCTAGGACGAGAGGCGTCAGCCCCGAGTGAGGAGCCATGCCTGTGAAAAGGA 
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CCAGTATGGGAAGCCGGGTGGCTGCTCTGACATCTGCCTGCTGGCCAACAGCCAC 
AAGGCGCGGACCTGCCGCTGCCGTTCCGGCTTCAGCCTGGGCAGTGACGGGAAG 
TCATGCAAGAAGCCGGAGCATGAGCTGTTCCTCGTGTATGGCAAGGGCCGGCCA 
GGCATCATCCGGGGCATGGATATGGGGGCCAAGGTCCCGGATGAGCACATGATC 
5 CCCATTGAAAACCTCATGAACCCCCGAGCCCTGGACTTCCACGCTGAGACCGGCT 
TCATCTACTTTGCCGACACCACCAGCTACCTCATTGGCCGCCAGAAGATTGATGG 
CACTGAGCGGGAGACCATCCTGAAGGACGGCATCCACAATGTGGAGGGTGTGGC 
CGTGGACTGGATGGGAGACAATCTGTACTGGACGGACGATGGGCCCAAAAAGAC 
AATCAGCGTGGCCAGGCTGGAGAAAGCTGCTCAGACCCGCAAGACTTTAATCGA 

10 GGGCAAAATGACACACCCCAGGGCTATTGTGGTGGATCCACTCAATGGGTGGAT 
GTACTGGACAGACTGGGAGGAGGACCCCAAGGACAGTCGGCGTGGGCGGCTGG 
AGAGGGCGTGGATGGATGGCTCACACCGAGACATCTTTGTCACCTCCAAGACAG 
TGCTTTGGCCCAATGGGCTAAGCCTGGACATCCCGGCTGGGCGCCTCTACTGGGT 
GGATGCCTTCTACGACCGCATCGAGACGATACTGCTCAATGGCACAGACCGGAA 

1 5 GATTGTGTATGAAGGTCCTGAGCTGAACC ACGCCTTTGGCCTGTGTCACC ATGGC 
AACTACCTCTTCTGGACTGAGTATCGGAGTGGCAGTGTCTACCGCTTGGAACGGG 
GTGTAGGAGGCGCACCCCCCACTGTGACCCTTCTGCGCAGTGAGCGGCCCCCCAT 
CTTTGAGATCCGAATGTATGATGCCCAGCAGCAGCAAGTTGGCACCAACAAATG 
CCGGGTGAACAATGGCGGCTGCAGCAGCCTGTGCTTGGCCACCCCTGGGAGCCG 

20 CCAGTGCGCCTGTGCTGAGGACCAGGTGTTGGACGCAGACGGCGTCACTTGCTTG 
GCGAACCCATCCTACGTGCCTCCACCCCAGTGCCAGCCAGGCGAGTTTGCCTGTG 
-•■ CGCAAGAGeGGCTGCATCGAGGAGCGCTGGAAGTGTGACGGAGAGAAGGATTGGC 
■ :• ? r;-TGGAGAACAGTGATGAGGGGCGAOGCCTGTGGCATGAGCACACCTGCCGGTGGGA 

>v GGGATTGAAGTGGGAGAACAACGGGTGGATGCGGAAGCGGTGGCTGTGGGACGG 
< 25 GGACAATGACTGTGGGAACAGTGAAGATGAGTCCAATGCCACTTGTTQAGCCCG 
CAGGTGGGGCGGGAACGAGTTGTCCTGTGCCAGTGGCCGGTGCATCCCGATCTGCT 
GGAGGTGTGATGTGGATGAGGACTGTGGGGACGGCTGTGATGAGTCTGCTTGGTG 
TGCCTATCCCACCTGCTTCCCCCTGAGTCAGTTTACCTGCAACAATGGCAGATGT 
ATCAAGATGAAGTGGAGATGCGACAATGAGAATGAGTGTGGGGACAAGAGTGAC 

30 GAAGGGGGGTGGAGCCAGTGCTGTTGTAGGACGCAGTTGAAGTGCAACAGGGGG 
GGTTGCATGCCCGAGCAGTGGACCTGCGATGGGGAGAATGACTGCGGAGACTAC 
AGTGATGAGACACACGCCAACTGCACCAACCAGGCCACGAGGCCCCCTGGTGGC 
TGCCACACTGATGAGTTGGAGTGCCGGCTGGATGGAGTATGGATCCCCGTGCGGT 
GGCGGTGGGATGGGGAGAGTGAGTGGATGGAGTGGAGCGATGAGAAGAGCTGTG 

35 AGGGAGTGAGCGACGTCTGCGATCCCAGTGTCAAGTTTGGCTGGAAGGAGTGAG 
CTCGGTGGATGAGCAAAGCGTGGGTGTGTGATGGCGACAATGAGTGTGAGGATA 
AGTCGGAGGAGGAGAACTGGGAGTCGCTGGCCTGGAGGCCAGGCTCGGACCCTT 
GTGGGAAGAAGACGTCAGTCTGCGTGCCGGGTGAGAAGCTGTGTGATGGGAAGGA 
CGACTGTGGCGACGGCTCAGATGAGGGCGAGCTCTGCGACCAGTGCTCTCTGAA 

40 TAACGGTGGCTGCAGCCAGAAGTGCTCAGTGGCACCTGGGGAAGGCATTGTGTGT 
TGCTGGCCTCTGGGGATGGAGGTGGGGCCCGAGAACCAGAGGTGCCAGATGCAG 
AGCTAGTGTGCGAAGCATCTCAAATGCAGCGAAAAGTGCGACGAGAAGAAGTTC 
AGCGTGAAGTGCTCCTGCTACGAGGGCTGGGTCCTGGAACCTGACGGCGAGAGC 
TGCGGGAGCGTGGACCGGTTGAAGCCGTTGATCATTTTCTGGAAGCGCGATGAAA 

45 TGGGGGGCATCGATGTTCACAAAGGAGACTACAGGGTCCTGGTGCCCGGCCTGCG 
CAACAGCATGGCCCTGGACTTCCACCTCAGGCAGAGGGCGGTCTACTGGACCGAC 
GTGGTGGAGGACAAGATGTAGCGCGGGAAGCTGCTGGAGAACGGAGCGGTGACT 
AGTTTGGAGGTGGTGATTGAGTATGGCCTGGCCACAGCCGAGGGCCTGGCTGTAG 
ACTGGATTGCAGGCAACATCTACTGGGTGGAGAGTAACCTGGATCAGATCGAGG 
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TGGCCAAGCTGGATGGGACCCTCCGGACCACCCTGCTGGCCGGTGACATTGAGC 
ACCCAAGGGCAATCGCACTGGATCCCCGGGATGGGATCCTGTTTTGGACAGACT 
GGGATGCCAGCCTGCCCCGCATTGAGGCAGCCTCCATGAGTGGGGCTGGGCGCC 
GCACCGTGCACCGGGAGACCGGCTCTGGGGGCTGGCCCAACGGGCTCACCGTGG 
5 ACTACCTGGAGAAGCGCATCCTTTGGATTGACGCCAGGTCAGATGCCATTTACTC 
AGCCCGTTACGACGGCTCTGGCCACATGGAGGTGCTTCGGGGACACGAGTTCCTG 
TCGCACCCGTTTGCAGTGACGCTGTACGGGGGGGAGGTCTACTGGACTGACTGGC 
GAACAAACACACTGGCTAAGGCCAACAAGTGGACCGGCCACAATGTCACCGTGG 
TACAGAGGACCAACACCCAGCCCTTTGACCTGCAGGTGTACCACCCCTCCCGCCA 

10 GCCCATGGCTCCCAATCCCTGTGAGGCCAATGGGGGCCAGGGCCCCTGCTCCCAC 
CTGTGTCTCATCAACTACAACCGGACCGTGTCCTGCGCCTGCCCCCACCTCATGA 
AGCTCCACAAGGACAACACCACCTGCTATGAGTTTAAGAAGTTCCTGCTGTACGC 
ACGTCAGATGGAGATCCGAGGTGTGGACCTGGATGCTCCCTACTACAACTACATC 
ATCTCCTTCACGGTGCCCGACATCGACAACGTCACAGTGCTAGACTACGATGCCC 

1 5 GCGAGCAGCGTGTGTACTGGTCTGACGTGCGGACAC AGGCCATCAAGCGGGCCT 
TCATCAACGGCACAGGCGTGGAGACAGTCGTCTCTGCAGACTTGCCAAATGCCC 
ACGGGCTGGCTGTGGACTGGGTCTCCCGAAACCTGTTCTGGACAAGCTATGACAC 
CAATAAGAAGCAGATCAATGTGGCCCGGCTGGATGGCTCCTTCAAGAACGCAGT 
GGTGCAGGGCCTGGAGCAGCCCCATGGCCTTGTCGTCCACCCTCTGCGTGGGAAG 

20 CTCTACTGGACCGATGGTGACAACATCAGCATGGCCAACATGGCATGGCAGCAA 
TCGCACCCTGCTCTTCAGTGGCCAGAAGGGCCCCGTGGGCCTGGCTATTGACTTC 
■ : ^ . (^GTGAAAGCAAACTCTAGTGG ■ 
. . f •. ;.;:sAAGGTGGATGGGAGTGGGG.TGGAGGTGATCGATGCeATGCGGAGCCAGCTGGGG . 
.' • . . { AAGGCCACCGGGCTGGCCATCATGGGGGAGAAGCTGTGGTGGGGTGATCAGGTG 

25 i TCGGAAAAGATGGGCACATGCAGCAAGGCTGACGGCTCGGGCTCCGTGGTCCTT 
CGGAACAGCACCACCCTGGTGATGCACATGAAGGTCTATGACGAGAGCATCCAG 
CTGGACCATAAGGGCACCAAGCCCTGCAGTGTCAAGAACGGTGACTGCTCCCAG 
CTCTGCCTGCCCACGTCAGAGACGACCCGCTCCTGCATGTGCACAGCCGGCTATA 
GCCTCCGGAGTGGCCAGCAGGCCTGCGAGGGCGTAGGTTCCTTTCTCCTGTACTC 

30 TGTGCATGAGGGAATCAGGGGAATTCCCCTGGATCCCAATGACAAGTCAGATGC 
CCTGGTGCCAGTGTCCGGGACCTCGCTGGCTGTCGGCATCGACTTCCACGCTGAA 
AATGACACCATCTACTGGGTGGACATGGGCCTGAGCACGATCAGCCGGGCCAAG 
CGGGACCAGACGTGGCGTGAAGACGTGGTGACCAATGGCATTGGCCGTGTGGAG 
GGCATTGCAGTGGACTGGATCGCAGGGAACATCTACTGGACAGACCAGGGCTTT 

35 GATGTCATCGAGGTCGCCCGGCTCAATGGCTCCTTCCGCTACGTGGTGATCTCCC 
AGGGTCTAGACAAGCCCCGGGCCATCACCGTCCACCCGGAGAAAGGGTACTTGT 
TCTGGACTGAGTGGGGTCAGTATCCGCGTATTGAGCGGTCTCGGCTAGATGGCAC 
GGAGCGTGTGGTGCTGGTCAACGTCAGCATCAGCTGGCCGAACGGCATCTCAGT 
GGACTACCAGGATGGGAAGCTGTACTGGTGCGATGCACGGACAGACAAGATTGA 

40 ACGGATCGACCTGGAGACAGGTGAGAACCGCGAGGTGGTTCTGTCCAGCAACAA 
CATGGACATGTTTTCAGTGTCTGTGTTTGAGGATTTGATCTACTGGAGTGACAGG 
ACTCATGGCAACGGCTCTATCAAGCGCGGGAGCAAAGACAATGCCACAGAGTCC 
GTGCCCCTGCGAACCGGCATCGGCGTCCAGCTTAAAGACATCAAAGTCTTCAACC 
GGGACCGGCAGAAAGGGACCAACGTGTGGGCGGTGGCCAATGGCGGGTGCCAGC 

45 AGCTGTGCCTGTACCGGGGCCGTGGGCAGCGGGCCTGCGCCTGTGCCCACGGGA 
TGCTGGCTGAAGACGGAGCATCGTGCCGCGAGTATGCCGGCTACCTGCTCTACTC 
AGAGCGCACCATTCTCAAGAGTATCCACCTGTCGGATGAGCGCAACCTCAATGC 
GCCCGTGCAGCCCTTCGAGGACCCTGAGCACATGAAGAACGTCATCGCCCTGGC 
CTTTGACTACCGGGCAGGCACCTCTCCGGGCACCCCCAATCGCATCTTCTTCAGC 
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GACATCCACTTTGGGAACATCCAACAGATCAACGACGATGGCTCCAGGAGGATC 
ACCATTGTGGAAAACGTGGGCTCCGTGGAAGGCCTGGCCTATCACCGTGGCTGG 
GACACTCTCTATTGGACAAGCTACACGACATCCACCATCACGCGCCACACAGTGG 
ACCAGACCCGCCCAGGGGCCTTCGAGCGTGAGACCGTCATCACTATGTCTGGAG 
5 ATGACCACCCACGGGCCTTCGTTTTGGACGAGTGCCAGAACCTCATGTTCTGGAC 
CAACTGGAATGAGCAGCATCCCAGCATCATGCGGGCGGCGCTCTCGGGAGCCAA 
TGTCCTGACCCTTATCGAGAAGGACATCCGTACCCCCAATGGCCTGGCCATCGAC 
CACCGTGCCGAGAAGCTCTACTTCTCTGACGCCACCCTGGACAAGATCGAGCGGT 
GCGAGTATGACGGCTCCCACCGCTATGTGATCCTAAAGTCAGAGCCTGTCCACCC 

10 CTTCGGGCTGGCCGTGTATGGGGAGCACATTTTCTGGACTGACTGGGTGCGGCGG 
GCAGTGCAGCGGGCCAACAAGCACGTGGGCAGCAACATGAAGCTGCTGCGCGTG 
GACATCCCCCAGCAGCCCATGGGCATCATCGCCGTGGCCAACGACACCAACAGC 
TGTGAACTCTCTCCATGCCGAATCAACAACGGTGGCTGCCAGGACCTGTGTCTGC 
TCACTCACCAGGGCCATGTCAACTGCTCATGCCGAGGGGGCCGAATCCTCCAGG 

15 ATGACCTCACCTGCCGAGCGGTGAATTCCTCTTGCCGAGCACAAGATGAGTTTGA 
GTGTGCCAATGGCGAGTGCATCAACTTCAGCCTGACCTGCGACGGCGTCCCCCAC 
TGCAAGGACAAGTCCGATGAGAAGCCATCCTACTGCAACTCCCGCCGCTGCAAG 
AAGACTTTCCGGCAGTGCAGCAATGGGCGCTGTGTGTCCAACATGCTGTGGTGCA 
ACGGGGCCGACGACTGTGGGGATGGCTCTGACGAGATCCCTTGCAACAAGACAG 

20 CCTGTGGTGTGGGCGAGTTCCGCTGCCGGGACGGGACCTGCATCGGGAACTCCA 
GCCGCTGCAACCAGTTTGTGGATTGTGAGGACGCCTCAGATGAGATGAACTGCA 
t : . . > GTGCGACCGAGTGGAGCAGGTACTTCGGGGTGGGGGTGAAGGGCGTGCTGTTGCA : 
'■■ -h n . . , .. i GGGGTGCGAGGGGAGCTGAGTGTGGTAGGGAGGGAGGTGGGTGTGTGATGGGGGG r; 
AATGAGTGTGGGGAGTACAGTGATGAGGGGGACTGGGGAGGTGTGAAACGCGGG 

25 AGATGGCCTCTGAATTACTTCGCCTGCCCTAGTGGGGGCTGCATCCCGATGAGCT 
GGAGGTGTGAGAAAGAGGATGAGTGTGAAGATGGGGAGGAGGAGAGGGAGTGGA 
AGAAGTTGTGGTGAGAGGGGGAGTTTGAGTGGGAGAAGGATGGGTGCATGTCGAA 
GGAGTGGCTGTGTGACGGCAGGGATGACTGTGGGGATGGCTGAGAGGAGGCTGG 
TGACTGTGAAGGGAAGAGGTGGGGGGGGTGGTGGTTGTGGTGGGGTGGGAGGGAG 

30 GTGTGGGTGGGGGAGGGGTGGGTGTGTGAGGGTGAGAAAGAGTGTGCTGATGGTG 
GAGAGGAGAGGATGGGAGGTGGTTGGTTGTAGAAGAGGAGTTGTGAGGAGGGTG 
AGTTCATGTGGGAGAACCGGCAGTGCATCCCCAAGGACTTCGTGTGTGAGCACGA 
GGGTGAGTGTGGAGATGGGTGTGATGAGTGGGGGGAGTGTGAGTAGCGGAGGTGC 
GGGCGGAGTGAGTTGGGGTGTGGGAATGGGGGGTGTGTGAGGTGGGGCGAGTGGG 

35 AGTGTGATGGGGAGAATGACTGGGAGGAGGAGAGTGAGGAGGGTGGGAAGAAGG 
CACACTGCACCAGCCCAGAGCACAAGTGCAATGCCTCGTCACAGTTCCTGTGCAG 
GAGTGGGGGGTGTGTGGGTGAGGGAGTGGTGTGGAAGGGGGAGGATGAGTGTGG 
GGACAGGTGGGAGGAGGGTGGGTGGGAGATGAATGAGTGTGTGAGGGGGAAGGT 
CAGTGGCTGGAGCCAGGACTGTGAGGACCTGAAGATCGGCTTCAAGTGCCGCTG 

40 TGGGGGTGGGTTGGGGGTGAAGGAGGAGGGGGGGAGGTGTGGTGATGTGGAGGA 
GTGCAGGAGGAGGTTGGGGTGGAGGGAGGGGTGGATGAAGAGGGATGGGAGGTAT 
AAGTGTGTGTGTGTGGAGGGGTATGGAGGGGGGGGGGGCGAGGGGGAGAGGTGG 
AAGGCTGTGACTGACGAGGAACCGTTTCTGATCTTCGCCAACCGGTACTACCTGC 
GGAAGGTGAAGGTGGAGGGGTGGAAGTAGAGGTTAGTTAAGGAGGGGGTGAAGA 

45 AGGGGGTTGGGTTGGATTTTGAGTAGGGAGAGGAGATGATGTAGTGGAGAGATGT 
GAGCAGGGAGGGGAGGATGATGGGAAGGATGGAGGTTAAGGGGAGGAATGTGGA 
GGTCCTACAGGGTAGAGGGGTGAGCAACCCCGATGGGCTGGGTGTGGAGTGGGT 
GGGTGGGAAGGTGTAGTGGTGGGAGAAAGGGGGGGAGAGGATGGAGGTGTGGAA 
GCTGAATGGGGGGTATGGGAGGGTGGTGGTGAGGTGTGGGGTGGGTGAGGGGAGG 
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GCTCTGGTGGTGGATGTGCAGAATGGGTACCTGTACTGGACAGACTGGGGTGAC 
CATTCACTGATCGGCCGCATCGGCATGGATGGGTCCAGCCGCAGCGTCATCGTGG 
ACACCAAGATCACATGGCCCAATGGCCTGACGCTGGACTATGTCACTGAGCGCA 
TCTACTGGGCCGACGCCCGCGAGGACTACATTGAATTTGCCAGCCTGGATGGCTC 
5 CAATCGCCACGTTGTGCTGAGCCAGGACATCCCGCACATCTTTGCACTGACCCTG 
TTTGAGGACTACGTCTACTGGACCGACTGGGAAACAAAGTCCATTAACCGAGCC 
CACAAGACCACGGGCACCAACAAAACGCTCCTCATCAGCACGCTGCACCGGCCC 
ATGGACCTGCATGTCTTCCATGCCCTGCGCCAGCCAGACGTGCCCAATCACCCCT 
GCAAGGTCAACAATGGTGGCTGCAGCAACCTGTGCCTGCTGTCCCCCGGGGGAG 

10 GGCACAAATGTGCCTGCCCCACCAACTTCTACCTGGGCAGCGATGGGCGCACCTG 
TGTGTCCAACTGCACGGCTAGCCAGTTTGTATGCAAGAACGACAAGTGCATCCCC 
TTCTGGTGGAAGTGTGACACCGAGGACGACTGCGGGGACCACTCAGACGAGCCC 
CCGGACTGCCCTGAGTTCAAGTGCCGGCCCGGACAGTTCCAGTGCTCCACAGGTA 
TCTGCACAAACCCTGCCTTCATCTGCGATGGCGACAATGACTGCCAGGACAACAG 

15 TGACGAGGCCAACTGTGACATCCACGTCTGCTTGCCCAGTCAGTTCAAATGCACC 
AACACCAACCGCTGTATTCCCGGCATCTTCCGCTGCAATGGGCAGGACAACTGCG 
GAGATGGGGAGGATGAGAGGGACTGCCCCGAGGTGACCTGCGCCCCCAACCAGT 
TCCAGTGCTCCATTACCAAACGGTGCATCCCCCGGGTCTGGGTCTGCGACCGGGA 
CAATGACTGTGTGGATGGCAGTGATGAGCCCGCCAACTGCACCCAGATGACCTG 

20 TGGTGTGGACGAGTTCCGCTGCAAGGATTCGGGCCGCTGCATCCCAGCGCGTTGG 
AAGTGTGACGGAGAGGATGACTGTGGGGATGGCTCGGATGAGCCCAAGGAAGA 

/ ■.; GTGTGATGAACGCACCTGTGAGGCATACCAGTT.CGGCTGGA/VGAAGAAiGCGGnCG . 

: = ui^GGTGCCCGGCGGCTGGGAGTGCGAGTAGGAGAACGATTGCGGTGAOAAGTCCGA 
' TGAAGAGAGGTGCAGCGGTCGGCGCTGCTCCGAGAGTGAGTTCTCCTGTGCGAAC 

25 GGCCGCTGCATCGCGGGGGGCTGGAAATGCGATGGAGACCACGACTGCGCGGAC 
GGGTCGGAGGAGAAAGACTGGAGGGGCCGCTGTGAGATGGACGAGTTCCAGTGC 
AAGAGCGGGCACTGCATCGCCGTGCGGTGGCGCTGTGACGCAGACGCCGAGTGC 
ATGGACGGCAGCGACGAGGAGGCCTGCGGCACTGGCGTGCGGACCTGCCCCCTG 
GACGAGTTCCAGTGGAACAAGACGTTGTGCAAGCCGCTGGCCTGGAAGTGCGAT 

30 GGCGAGGATGAGTGTGGGGACAAGTCAGATGAGAACCCCGAGGAGTGTGGCGGG 
TTCGTGTGGGGTGCGAAGGGGGGGTTCGGTTGCAAGAATGAGGGCGTCTGTGTGT 
GGATCGGGCGCCAATGCGATGGCACGGACAACTGTGGGGATGGGACTGATGAAG 
AGGACTGTGAGCCCCCCACAGCGGAGACCACGCACTGCAAAGAGAAGAAGGAGT 
TTCTGTGCCGGAACCAGCGCTGGCTCTCGTCCTCCCTGCGCTGCAACATGTTCGAT 

35 GACTGCGGGGACGGCTCTGACGAGGAGGACTGCAGCATCGACCCCAAGCTGACC 
AGCTGGGCCAGGAATGCGAGCATGTGTGGGGACGAGGCACGGTGCGTGGGCACG 
GAGAAAGCGGCCTACTGTGCCTGCCGCTCGGGCTTGCACACGGTGCCGGGCCAGC 
CCGGATGCCAAGAGATCAACGAGTGGCTGCGCTTCGGCACCTGGTCCCAGCTCTG 
CAACAACACCAAGGGCGGCCACCTCTGCAGCTGCGCTCGGAACTTCATGAAGAC 

40 GCACAACACGTGCAAGGGCGAAGGCTCTGAGTACGAGGTGCTGTACATCGGTGA 
TGAGAATGAGATCGGCAGCGTGTTCCCGGGCCACCCCCATTCGGCTTACGAGCAG 
GGATTCCAGGGTGAGGAGAGTGTGCGGATTGATGGTATGGATGTCGATGTCAAGG 
CTGGCCGTGTCTATTGGACCAACTGGCACACGGGCACCATCTCCTACCGCAGCCT 
GCCACCTGCTGCGCCTCGTAGCACTTCCAAGCGCGACCGGCGACAGATTGACCGG 

45 GGTGTCAGCCACCTCAACATTTCAGGGGTGAAGATGGCCAGAGGGATCGCCATCG 
ACTGGGTGGCCGGAAACGTGTACTGGACCGACTCGGGCCGAGATGTGATTGAGG 
TGGCGCAGATGAAGGGGGAGAACGGCAAGACGCTCATCTCGGGCATGATTGACG 
AGCCCCACGCCATTGTGGTGGACGGACTGAGGGGGACCATGTACTGGTCAGACT 
GGGGCAACCACCCGAAGATTGAGACGGCAGCGATGGATGGGACGCTTCGGGAGA 
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CACTGGTGCAGGACAACATTCAGTGGCCCACAGGCCTGGCCGTGGATTATCACA 
ATGAGCGGCTGTACTGGGCAGACGCCAAGCTTTCAGTCATCGGCAGCATCCGGCT 
CAATGGCACGGACCCCATTGTGGCTGCTGACAGCAAACGAGGCCTAAGTCACCC 
CTTCAGCATCGACGTCTTTGAGGATTACATCTATGGTGTCACCTACATCAATAAT 
5 CGTGTCTTCAAGATCCATAAGTTTGGCCACAGCCCCTTGGTCAACCTGACAGGGG 
GCCTGAGCCACGCCTCTGACGTGGTCCTTTACCATCAGCACAAGCAGCCCGAAGT 
GACCAACCCATGTGACCGCAAGAAATGCGAGTGGCTCTGCCTGCTGAGCCCCAG 
TGGGCCTGTCTGCACCTGTCCCAATGGGAAGCGGCTGGACAACGGCACATGCGT 
GCCTGTGCCCTCTCCAACGCCCCCCCCAGATGCTCCCCGGCCTGGAACCTGTAAC 

10 CTGCAGTGCTTCAACGGTGGCAGCTGTTTCCTCAATGCACGGAGGCAGCCCAAGT 
GCCGCTGCCAACCCCGCTACACGGGTGACAAGTGTGAACTGGACCAGTGCTGGG 
AGCACTGTCGCAATGGGGGCACCTGTGCTGCCTCCCCCTCTGGCATGCCCACGTG 
CCGGTGCCCCACGGGCTTCACGGGCCCCAAATGCACCCAGCAGGTGTGTGCGGG 
CTACTGTGCCAACAACAGCACCTGCACTGTCAACCAGGGCAACCAGCCCCAGTG 

15 CCGATGCCTACCCGGCTTCCTGGGCGACCGCTGCCAGTACCGGCAGTGCTCTGGC 
TACTGTGAGAACTTTGGCACATGCCAGATGGCTGCTGATGGCTCCCGACAATGCC 
GCTGCACTGCCTACTTTGAGGGATCGAGGTGTGAGGTGAACAAGTGCAGCCGCT 
GTCTCGAAGGGGCCTGTGTGGTCAACAAGCAGAGTGGGGATGTCACCTGCAACT 
GCACGGATGGCCGGGTGGCCCCCAGCTGTCTGACCTGCGTCGGCCACTGCAGCA 

20 ATGGCGGCTCCTGTACCATGAACAGCAAAATGATGCCTGAGTGCCAGTGCCCAC 
CCCACATGACAGGGCCCCGGTGTGAGGAGCACGTCTTCAGCCAGCAGCAGCCAG 
' > V ;,: GACATATAGCCTGCATGGTAATGGCTGTGCTIGTTGTGCTGGTGCTGGTIGTGGTGG 
; I . % ; iv: GCGGAGTGGTATTCTGGTATAAGCGGGGAGTGGAAGGGGGTAAGGGCT'TCGAGG - 
V ;v ; V\;aGCAACGGATGACGAACGGGGCCATGAACGTGGAGATTGGAAACCCCACCTACA 

25 AGATGTACGAAGGCGGAGAGCCTGATGATGTGGGAGGCCTACTGGACGCTGACT 
TTGCCCTGGACGCTGACAAGCCGACCAACTTCACCAACCCCGTGTATGCCACACT 

ctacatggggggccatggcagtcgccagtccctggggaggacggacgagaagcg 
agaactcctgggccggggccctgaggacgagataggggaccccttggcataggg 

CCCTGCCCCGTGGGAGTGCGGCCAGAAAGCCTCCTGCCCCCTGCCGGTGAAGTCC 
30 TTGAGTGAGCCGCTCGCCAGCCAGCGCTTCGCTGGCCCCGCCGGATGTATAAATG 
TAAAAATGAAGGAATTACATTTTATATGTGAGCGAGCAAGCCGGCAAGCGAGCA 
CAGTATTATTTCTCCATCCCCTCCCTGCCTGCTCCTTGGCACCCCCATGCTGCCTT 
CAGGGAGACAGGCAGGGAGGGCTTGGGGCTGCACCTCCTACGCTCCCAGCAGAA 
CGCACCCCAGTGGGAGAGCTGGTGGTGGAGCCTTCCCCTCCCTGTATAAGACACT 
35 TTGCCAAGGCTCTCCCCTCTCGCCCCATCCCTGCTTGCCCGCTCCCACAGCTTCCT 
GAGGGCTAATTCTGGGAAGGGAGAGTTCTTTGCTGCCCCTGTCTGGAAGACGTGG 
CTCTGGGTGAGGTAGGCGGGAAAGGATGGAGTGTTTTAGTTCTTGGGGGAGGCC 
ACCCCAAACGCCAGCCCCAACTCGAGGGGCAGCTATGAGATGGCGATGGTCAAG 
CCCCCTCCCAGACAGGCCCTCCCTGTCTCCAGGGCCCCCACCGAGGTTCCCAGGG 
40 CTGGAGACTTCCTCTGGTAAACATTGCTCGAGCGTCCCCTCCCCTGGGGACGCCA 
AGGAGGTGGGCCACACCCAGGAAGGGAAAGGGGGCAGCCGCGTTTTGGGGACGT 
GAACGTTTTAATAATTTTTGCTGAATTCCTTTACAACTAAATAACACAGATATTGT 
TATAAATAAATTGTAAAAAAA 

45 SEQ ID NO: 357 

>3404 BLOOD 235992.7 D87969 gl694636 Human mRNA for CMP-siaKc acid transporter, 
complete cds. 0 

CTTTCTTACAAATAAAGTTTATTGCTGAATTTCCCCATTAACATTATAGAAAACAC 
TGAAATTTCACAAATTATTGAGAGCCCAACAGTTAAACATACTTTATTTAAAAAA 
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GTACAAAAGTGACATTAGAAATTTTTTTGAAGAAATGTGTATCATCTAACAGCAA 
AGAAATATGAACCAGATAATGAATGGCACAAATATAGCACTAAAGGGGTACTCA 
CTAAAGGGGTACTCAGTCACCACCCAGAAATTGTCCGAGTTATGAAATAGATTCA 
TTTTGAGAAGTTACACATTCAGTTTGTTTATGAACTAGCCTGTCTTGTTTCTGCCT 
5 CTTGTAAGAAAAGAGCTAGGTCTTTATGCTGCTAGGACAAAATACTGTACATGAA 
TTGGAGAATAAGGAGGGGTCATCCTTCTCCCCGGTACCGGAACAAGAGAACAGT 
TAGTACAGAAATGGCTTTGGCACTTTAACCCTTAGACATTGTCCCAAACCTTGTT 
ACTTGAGTATTGTAGCCTCACCATGATTTTTTTTAACACCGTATCATCTCCATACT 
TTTTATTTACAAATTATATATACACACAATAATACAATTCCTTCATTCTAAAACAA 
10 TAGTAGACCCCAAACAGGTCTACATTAAGTTTCTGTATTAGCAGTTCACTCAGAT 
AGCTTCGTTTGTTTGTTGTTGTTTCCACATAACCGCACTGATCATGCCATACAGTT 
AATTTTTATTTGTTTATGCTACCTTCTGAGATTGACTTAAGGCTCTAGTTTAATGC 
AAAT 

15 SEQIDNO:358 

>3406 BLOOD 198773.4 U91932 gl923269 Human AP-3 complex sigma3A subunit 
mRNA, complete cds. 0 

GGGGCGGGTGGGGAAGGATCGCAGGCGAGATTACGAGGCGAGGCTCGCGCGCC 
CGCCCCCGCCCTGGCCCCCAGTGGCCCACCCGGTCCGGCCCGGCACAGCCATGAT 
20 CAAGGCGATCCTAATCTTCAACAACCACGGGAAGCCGCGGCTCTCCAAGTTCTAC 
CAGCCCTACAGTGAAGATACACAACAGCAAATCATCAGGGAGACTTTCCATTTG 




25 TGGAAACATTAGACAAATGTTTTGAAAATGTCTGTGAGCTGGATTTGATTTTeCA; 
TGTAGACAAGGTTCACAATATTCTTGCAGAAATGGTGATGGGGGGAATGGTATT 
GGAGACAAATATGAATGAGATTGTTACACAAATTGATGCACAAAATAAGCTGGA 
AAAATCTGAGGCTGGCTTAGCAGGAGCTCCAGCCCGTGCTGTATCAGCTGTAAA 
GAATATGAATCTTCCTGAGATCCCAAGAAATATTAACATTGGTGACATCAGTATA 



30 AAAGTGCCAAACCTGCCCTCTTTTAAATAAAAATGTAAAAAGGCCACTCCCAGGT 
AAAATCCAGGGGGAAGAGTCATCTAAGTTTACCATGCAGTTGTTTACCAAAAAT 
AGAGGAGGAGAGTCTTAACTTTTGCTCTTGGATTTAAGTCAAGGTACTGTATAGA 
AGTTGTGTAAAATCAGTATGAAAGTTCAATGTTGCTGTTCTTGCTCAGTGATTTTA 
AAGAAATTGAGTAGTTCCTATGTGATTTTTTTTTTTCTTTTCTAAACTGCATTCCTG 

35 TGCCCACCTACGGCATGCCTCTATGTATTGGCTACTACAGTGTTTTAAAAAGTGTT 
TCAGATATTTCTCTAATTATGTACAACCTAAAATGTTGGTGTTTTGTATGGATCAC 
AAGTGCAGCATTCCTTAATTCCTTCTGCTATATGTCACACAGTTGTTATTTGGAGA 
ACCAAGTATGTATTGCATGAAAACATTATGACTTTTTTCTCTTAGTTTAAATAAAC 
TCCAAGGTAACTGGACTTCTAAAGCACCTTTCTGTTTGCCTGATATCTACTTTAGC 

40 AATAATTTTTTTTACAACCCTCTGACTCAACAAAGTAAATAAAAGTATATTTTATC 
ACTAAAAAAAAAAAAAAAGGG 

SEQ ID NO: 359 

>3533 BLOOD 287871.2 U89505 g2078528 Human Hlark mRNA, complete cds. 0 
45 GCCGCCGCCATTTTAGCGTTTTGTCAGAAGCGTCCGCGCCGCGAGGAGGAGGCCC 
TGCTGGTTTCTGTGCGGGCTCTTGTCAGGATGGTGAAGCTGTTCATCGGAAACCT 
GCCCCGGGAGGCTACAGAGCAGGAGATTCGCTCACTCTTCGAGCAGTATGGGAA 
GGTGCTGGAATGTGACATCATTAAGAATTACGGGCTTTGTGCACATAGAAGACA 
AGACGGCAGCTGAGGATGCCATACGCAACCTGCACCATTACAAGCTTCATGGGG 
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TGAACATCAACGTGGAAGCCAGCAAGAATAAGAGCAAAACCTCAACAAAGTTGC 
ATGTGGGCAACATCAGTCCCACCTGCACCAATAAGGAGCTTCGAGCCAAGTTTG 
AGGAGTATGGTCCGGTCATCGAATGTGACATCGTGAAAGATTATGCCTTCGTACA 
CATGGAGCGGGCAGAGGATGCAGTGGAGGCCATCAGGGGCCTTGATAACACAGA 
5 GTTTCAAGGCAAACGAATGCACGTGCAGTTGTCCACCAGCCGGCTTAGGACTGC 
GCCCGGGATGGGAGACCAGAGCGGCTGCTATCGGTGCGGGAAAGAGGGGCACT 
GGTCCAAAGAGTGTCCGATAGATCGTTCAGGCCGCGTGGCAGACTTGACCGAGC 
AATATAATGAGCAATACGGAGCAGTGCGTACGCCTTACACCATGAGCTATGGGG 
ATTCATTGTATTACAACAACGCGTACGGAGCGCTCGATGCCTACTACAAGCGCTG 

10 CCGTGCTGCCCGGTCCTATGAGGCAGTGGCAGCTGCAGCTGCCTCCGTGTATAAT 
TACGCAGAGCAGACCCTGTCCCAGCTGCCACAAGTCCAGAATACAGCCATGGCC 
AGTCACCTCACCTCCACCTCTCTCGATCCCTACGATAGACACCTGTTGCCGACCTC 
AGGAGCTGCTGCCACAGCTGCTGCTGCAGCAGCAGCCGGCTGCTGCTGTTACTGC 
AGCTTCCACTTCATATTACGGGCGGGATCGGAGCCCCCTGCGTCGCGCTACAGCC 

1 5 CCAGTCCCC ACTGTTGGAGAGGGCT ACGGTTACGGGCATGAGAGTGAGTTGTCCC 
AAGCTTCAGCAGCCGCGCGGAATTCTCTGTACGACATGGCCCGGTATGAGCGGG 
AGCAGTATGCCGATCGGGCGCGGTACTCAGCCTTTTAAAGCTTGAGGTGGGATGT 
GTGTGGGCTGAAATTCCGAGCTGCGGTTGTGCATGAGAATACACCCTTCGTGGTA 
CCCCATCTCCGGGACGTTCTCGGCTCTGTGCGTTCAGTCCCTCAGGAACCGTGGA 

20 CCTTAATTTACCTTGCTAAGTTCAGACCTTCTCTTCCTTTCCTTTCCTTTCCTCTCC 
TGCCCATTTTCCTGTTCTTCTGTCCTTCAATACTTCTGTAGCTTCCCATTCATGTTC 
TGTTCTGCCAGGAGGCCTGATTGTGTGCAGAAAeTGTGGTGGGGGGTGTGGTGTC 
TGGTGCGTGGGTCCTGCGTGGTGCGGCTGTTGGATTTGGGAATGACCTTGGTGAGA 
GTCTGACTGGTCCAGGG-jFGTCTTTTTGGTGCAAAGGCTAGACCTATAGAGTTGGA . 

25 TCACTTTrTTTCTTTCCGGTGAAATAAATGGTTTTTCAACTTAGGGTATGTGTGCT 
TTGCGAGACTTCTTGGTTGGGCTTGTT 

SEQ ID NO: 360 

>3584 BLOOD 978017.7 AF178532 g6851265 Human aspartyl protease (ASP21) mKNA, 
30 complete cds. 0 

AGGCTTAATCTGGACTGGAGAGAGTATAACGCAGACAAGGGCATCGTGGACAAG 
CTGCAGGGGGACTCTGGCCGCGGCTACTACCTGGAGATGCTGATCGGGACCCCC 
CGGCAGAAGCTACAGATTGTGGTTGAGAGTGGAAGGAGTAACTTTGCGGTGGCAG 
GAACCGGGCAGTGGTAGATAGAGAGGTACTTTGAGACAGAGAGGTCTAGCAGAT 
35 AGGGCTCCAAGGGCTTTGACGTCACAGTGAAGTACAGACAAGGAAGCTGGACGG 
GCTTCGTTGGGGAAGACGTCGTCAGGATCCCCAAAGGCTTCAATACTTCTTTTCTT 

gtgaacattggcagtatttttgaatgagagaatttctttttggctgggattaaatg 

gaatggaatagttgggctaggttatgcgagagttggcaagccatcaagttctgtg 

gagaccttcttcgactccctggtgacagaagcaaacatcgccaacgttttctcca 

40 tggagatgtgtggagggggcttgggcgttggtggatctgggaggaacggaggta 
gtcttgtcttgggtggaattgaaccaagtttgtataaaggagagatctggtatag 
cggtattaaggaagagtggtactaggagatagaaattctgaaattggaaattgg 
aggccaaagggttaatctggactggagagagtataaggcagagaaggccatcgt 
ggagagtggcacgagggtgctgcggctgcgcgagaaggtgtttgatggggtggt 

45 ggaagctgtggcgcgggcatgtctgattcgagaattctgtgatggtttgtggagt 
gggtccgagctggcgtgctggacgaattcggaaacaccttggtcttacttcccta 
aaatctcgatctagctgagagaggagaactgcaggaggtgattgcgtatgagaat 
cctgcctgagctttagattgagccgatgatgggggcgggcctgaattatgaatgt 

TAGCGATTCGGGATTTGGCCATCCAGAAATGCGGTGGTGATCGGTGCCAGGGTGA 
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TGGAGGGCTTCTACGTCATCTTCGACAGAGCCCAGAAGAGGGTGGGCTTCGCAG 
CGAGCCCCTGTGCAGAAATTGCAGGTGCTGCAGTGTCTGAAATTTCCGGGCCTTT 
CTCAACAGAGGATGTAGCCAGCAACTGTGTCCCCGCTCAGTCTTTGAGCGAGCCC 
ATTTTGTGGATTGTGTCCTATGCGCTCATGAGCGTCTGTGGAGCCATCCTCCTTGT 
5 CTTAATCGTCCTGCTGCTGCTGCCGTTCCGGTGTCAGCGTCGCCCCCGTGACCCTG 
AGGTCGTCAATGATGAGTCCTCTCTGGTCAGACATCGCTGGAAATGAATAGCCAG 
GCCTGACCTCAAGCAACCATGAACTCAGCTATTAAGAAAATCACATTTCCAGGGC 
AGCAGCCGGGATCGATGGTGGCGCTTTCTCCTGTGCCCACCCGTCTTCAATCTCT 
GTTCTGCTCCCAGATGCCTTCTAGATTCACTGTCTTTTGATTCTTGATTTTCAAGCT 

1 0 TTCAAATCCTCCCTACTTCCAAGAAAAATAATTAAAAAAAAAACTTCATTCTAAA 
CCAAAACAGAGTGGATTGGGCTGCAGGCTCTATGGGGTTTGTTATGCCAAAGTGT 
CTACATGTGCCACCAACATAAAACAAAACCAAGCCTTGGCTCGTTCTCTTCTCTC 
TTCAATCTCTGGAAAAATAAGTACATATAGTTGATAACCCCTCTTAGCTTACAGG 
AAGCTTTTTGTATTAATTGCCTTTGAGGTTATTTTCCGCCAGACCTCAACCTGGGT 

15 CAAAGTGGTACAGGAAGGCTTGCAGTATGATGGCAGGAGAATCAGCCTGGGGCC 
TGGGGATGTAACCAAGCTGTACCCTTGAGACCTGGAACCAGAGCCACAGGCCCC 
TTTTGTGGGTTTCTCTGTGCTCTGAATGGGAGCCAGAATTCACTAGGAGGTCATC 
AACCGATGGTCCTCACAAGCCTCTTCTGAAGATGGAAGGCCTTTTGCCCGTTGAG 
GTAGAGGGGAAGGAAATCTCCTCTTTTGTACCCAATACTTATGTTGTATTGTTGG 

20 TGCGAAAGTAAAAACACTACCTCTTTTGAGACTTTGCCCAGGGTCCTGTGCCTGG 
ATGGGGGTGCAGGCAGCCTTGACCACGGCTGTTCCCCTCACCCAAAAGAATTATC 

? . ATGCCAACAGCGAAGACCGAACAGGTGCTGAACTGTGCATGAAGCAGGAAGAGT 

/ TGTA'r.CGGCAAGCvEGGGCACTATCAGATATGCTTACTCTTGGTTAAAATTAATAAi^. 
;•■ . . lECATGTT.TTGATGAGAAAAAAGTATTGTATTTCACTAGCTTAGTTGTGTGTTT.TTC- 

25, GAAATCTTGTCTGGAAGTAGGTTGGCTATTACCCTGTTGGGAAACAGGGAAATGG 
CCTGATGCCCCTATTTCTGACCAGCTGTCAGGGAAGGAAGATGCCAGATGTGCAG 
AAGAGACAAGGTAACGTGTACTTATTGGCGTGCTTCGA 



SEQ ID NO: 361 

30 >3598 BLOOD 440860.23 AF044321 g3170263 Human cytochrome c oxidase assembly 
protein COXl 1 (GOXl 1) mRNA, complete cds. 0 

ACTGCAACTTAATATTTCTATTTAGAACACAGAAAATGAAAATATTTAGAATAAG 
TTGTACATTTGATGACAAATAAATGAGTATTAAAAGAATTTAATACNNNNNNNNN 
NNNNNimNGGTTTGTTTCCAGAAGAAGTTTTGATGTCAGTAAATCTTGACAATGC 

35 CACCTGTACATTTTAACATTCATGGACTTGTAATGGTGATGCTTTGGCTAACAGC 
CTAGTAGATGTATTTTATTTCAATTTTATGATAGTACAGTTTCAAAGTAATTATTC 
AGAAGTGTGAATATAAAATAGCGGTAAAGCTTAAAGGAGAAATGAAATTTGAAA 
TAAGAATTTAAATCTTTGGAGAAGGTGTTAGGGGTTAGTGAGTGCTCTTGTACTTT 
GAGCTTTTAAAATACTGACTATTCATAATGAAGGAAAATAGCAACCAACTCTTTT 

40 AGACAGAATAAACATGGTTAGAAGTTGTGGCCTATGACTTGAAACAAATAAGCC 
TGAGCATACATTTTTGAAAAACATTGTCAGATTCATTGCTGTAAGTNTGAAGAGT 
TAATAATCTGGAAGGGAATTATGGAATTAAGGTGAACCGATGCGTGCATATTTAA 
AAAACAAAGCGGCTTATTTTAATAGTATCAAACTCTTCAGTATGGTATTGAATAG 
TCAGTCATATATTGTAGGTAGGGATATGAGTTTCTTATGATAAAAGCTGAACTTG 

45 TTCTCTCAAGTTTAAGTGAAAAAAATTAGTTGAGAAAAAATAATTATTTAAAATA 
TAAGCCTTCATATTATTGTACAATATTTCTCCTTTGAGAAGATAGGATATATGATT 
TTCCCAAAAATCACAACTTTGAAGGAAGACTTAGTTGCTGACTTGAATTATATCC 
TGGAAGTGGCAACTTGTGCGCTTGGTTTGGTTGAAAAAAAGTGTAAGAAAGAGTG 
ATAAGATGAACTTTAATCATTGTTGGATCTTCAGCAAATTGAGGATCAATGTAGA 
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AAAACACTGGCATATCTACTTCCTCTTGGGGATTAAGCCTTTGTTCTTCAAAACA 
GAAGCACTGGAAATTATAGAAAGATTTTAATAACATTTCTATTCTCGTATTACAT 
AACAGAAACTATACAGTTCTTTTATCTTAGCATTCCAGTACACTTCGTGATTTTAA 
TAAGCATACTATTAAATACACAGTTCTGTGATAAATTAAGAGCATCTTTTCATCT 
5 CAATGAGTTCTGCTTTAAGGATGAAGAACAAATTCTAATCTTAAAAGCAGATATC 
CATTTGGTTTGGTTCTCAATCTCTGCATAGCAGGTATAGATAGTGAAGAAAAATA 
GCTTGATGTTTAGAAGAAATTCGTTTTCAGAAATCACAAGATCTACTAAAACACT 
AAGTTTCATACTAAACCGTTTCATGTATCTTTATCATATTCTGTAAAGTTTACACT 
TTGATGTACCTGTATTTTATTGAAATACTGTCCAGCTTCAAATGGAACAATATTGT 
10 ATGTAGAAATTCCAATTACTGGTTTGTCAGTAGGATTCTTAGCTCTGTAAAACGC 
CAGTGCAGTCTCTCCTGGCACCACATATATTTCTGTTTGCTGAGGTCTAAAGTTCC 
ACTGGAGACTTGCATGCACATCTGCATTAAAGCTAATTTTAATGATTCGATCTTT 
AACAGGCACCATGTTTTCAATCTTGTCTGAGGCATGACCTGC 

15 SEQIDNO:362 

>3627 BLOOD 198840.10 L08850 g437364 Human AD amyloid mRNA, complete cds. 0 
GAGGAGGACTAGGAGGAGGAGGACGGCGACGACCAGAAGGGGCCCAAGAGAG 
GGGGCGAGCGACCGAGCGCCGCGACGCGGAAGTGAGGTGCGTGCGGGCTGCAG 
CGCAGACCCCGGCCCGGCCCCTCCGAGAGCGTCCTGGGCGCTCCCTCACGCCTTG 

20 GCCTTCAAGCCTTCTGCCTTTCCACCCTCGTGAGCGGAGAACTGGGAGTGGCCAT 
TCGACGACAGTGTGGTGTAAAGGAATTCATTAGCCATGGATGTATTCATGAAAG 
. :: •:. .GAGT.TTCAAAGGCGAAGGAG,GGAGTTG.TGGCTGCTGCTGAGAAAACC.AAACAGG 
. -,.Ga?GTG@€AGAAGCAGCAGGAAAGAGAAAAGAGGGTGTTGTCTAT.GTAGGCTCGA 
•;, L AAAGCAAGGAGGGAG'TGGTGGATGGTGTGGCAACAGTGGCTGAGAAGAGGAAA 

25 GAGCAAGTGACAAATGTTGGAGGAGCAGTGGTGACGGGTGTGACAGCAGTAGCC 
CAGAAGACAGTGGAGGGAGCAGGGAGCATTGCAGCAGCCACTGGCTTTGTCAAA 
AAGGACCAGTTGGGCAAGAATGAAGAAGGAGCCCCACAGGAAGGAATTCTGGA 
AGATATGCCTGTGGATCCTGACAATGAGGCTTATGAAATGCCTTCTGAGGAAGG 
GTATCAAGACTACGAACCTGAAGCCTAAGAAATATCTTTGCTCCCAGTTTCTTGA 

30 GATCTGCTGACAGATGTTCCATCCTGTACAAGTGCTCAGTTCCAATGTGCCCAGT 
CATGACATTTCTCAAAGTTTTTACAGTGTATCTCGAAGTCTTCCATCAGCAGTGAT 
TGAAGTATCTGTACCTGCCCCCACTCAGCATTTCGGTGCTTCCCTTTCACTGAAGT 
GAATACATGGTAGCAGGGTCTTTGTGTGCTGTGGATTTTGTGGCTTCAATCTACG 
ATGTTAAAACAAATTAAAAACACCTAAGTGACTACCACTTATTTCTAAATCCTCA 

35 CTATTTTTTTGTTGCTGTTGTTCAGAAGTTGTTAGTGATTTGCTATCATATATTATA 
AGATTTTTAGGTGTCTTTTAATGATACTGTCTAAGAATAATGACGTATTGTGAAA 
TTTGTTAATATATATAATACTTAAAAATATGTGAGCATGAAACTATGCACCTATA 
AATACTAAATATGAAATTTTACCATTTTGCGATGTGTTTTATTCACTTGTGTTTGT 
ATATAAATGGTGAGAATTAAAATAAAACGTTATCTCATTGCAAAAATATTTTATT 

40 TTTATCCCATCTCACTTTAATAATAAAAATCATGCTTATAAGCAACATGAATTAA 
GAACTGACACAAAGGACAAAAATATAAAGTTATTAATAGCCATTTGAAGAAGGA 
GGAATTTTAGAAGAGGTAGAGAAAATGGAACATTAACCCTACACTCGGAATTCC 
CTGAAGCAACACTGCCAGAAGTGTGTTTTGGTATGCACTGGTTCCTTA 

45 SEQ ID NO: 363 

>3650 BLOOD 1 102321.2 D15057 g493244 Human mRNA for DAD-1, complete cds. 0 

CGCAAACAGCACATCCGGTGTGGTCGACGGGTCCTCCAAGAGTTTGGGGCGCGG 
ACCGGAGTACCTTGCGTGCAGTTATGTCGGCGTCGGTAGTGTCTGTCATTTCGCG 
GTTCTTAGAAGAGTACTTGAGCTCCACTCCGCAGCGTCTGAAGTTGCTGGACGCG 
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TACCTGCTGTATATACTGCTGACCGGGGCGCTGCAGTTCGGTTACTGTCTCCTCGT 
GGGGACCTTCCCCTTCAACTCTTTTCTCTCGGGCTTCATCTCTTGTGTGGGGAGTT 
TCATCCTAGCGGTTTGCCTGAGAATACAGATCAACCCACAGAACAAAGCGGATTT 
CCAAGGCATCTCCCCAGAGCGAGCCTTTGCTGATTTTCTCTTTGCCAGCACCATCC 
5 TGCACCTTGTTGTCATGAACTTTGTTGGCTGAATCATTCTCATTTACTTAATTGAG 
GAGTAGGAGACTAAAAGAATGTTCACTCTTTGAATTTCCTGGATAAGAGTTCTGG 
AGATGGCAGCTTATTGGACACATGGATTTTCTTCAGATTTGCACTTACTGCTAGCT 
CTGCTTTTTATGCAGGAGAAAAGCCCAGAGTTCACTGTGTGTCAGAACAACTTTC 
TAACAAACATTTATTAATCCAGCCTCTGCCTTTCATTAAATGTAACCTTTTGCCTT 
10 CCAAATTAAAGAACTCCATGCCACTCCTCAAAAA 

SEQ ID NO: 364 

>3715 BLOOD 1100675.3 U21128 g699576 Human Ivimican mRNA, complete cds. 0 
CATATCTCTCTCCCATTCCATAGGGAATGAGCTGGGCTGTCCTTTCTCCCCACGTT 

15 CACCTGCACTTCGTTAGAGAGCAGTGTTCACATGCCACACCACAAGATCCCCACA 
ATGACATAACTCCATTCAGAGACTGGCGTGACTGGGCTGGGTCTCCCCACCCCCC 
CCTTCAGCTCTTGTATCACTCAGAATCTGGCAGCCAGTTCCGTCCTGACAGAGTT 
CACAGCATATATTGGTGGATTCTTGTCCATAGTGCATCTGCTTTAAGAATTAACG 
AAAGCAGTGTCAAGACAGTAAGGATTCAAACCATTTGCCAAAAATGAGTCTAAG 

20 TGCATTTACTCTCTTCCTGGCATTGATTGGTGGTACCAGTGGCCAGTACTATGATT 
ATGATTTTCCCCTATCAATTTATGGGCAATCATCACCAAACTGTGCACCAGAATG 
.s :>, ; ■( ;yTAA.CTG€GCTGAAAGGTA€GeAAGTGCCATGTACTGTGATGAGCTGAAATTGAAA--. 
: A ■ i.«TGTA€CAAT:GGTGGGTCGTGGAAT.CAAGTATGTTTACGTTAGGAJ^^Ti^»AOGAm 
. ■ s^. ITGAGCATATTGATGAAAAGGCCTTTGAGAATGTAACTGATCTGGAGTGGGTCAT 

25 £ TCTAGATCACAACCTTCTAGAAAACTCCAAGATAAAAGGGAGAGTTTTCTCTAAA 
TTGAAAGAACTGAAGAAGGTGCATATAAACGACAACAACGTGAGAGAGTGTGTG 
GGGCGACTTCCGAAATGTCTGGAGGATGTGCAGGTTAGTCATAAGAAGATGACAA 
AGCTGGGCTCTTTTGAAGGATTGGTAAACCTGACCTTCATCGATCTCGAGCACAA 
TGGGGTGAAAGAGGATGCTGTTTGAGGTGCTTTTAAAGGTGTTAAATGAGTGGAA 

30 TACCTTGAGTTGAGCTTCAATCAGATAGGGAGAGTGGCTTGTGGTGTGGGTGTCTC 
TGTTCTAAGTCTCTAGTTAGACAAGAATAAGATCAGCAACATCCGTGATGAGTAT 
TTCAAGCGTTTTAATGCATTGCAGTATCTGCGTTTATCTCACAACGAACTGGCTG 
ATAGTGGAATAGCTGGAAATTCTTTGAATGTGTGATCCCTGGTTGAGGTGGATGT 
GTGGTATAACAAGGTTAAAAAGATAGGAACTGTCAATGAAAACGTTGAAAAGTAT 

35 TACCTGGAGGTCAATCAACTTGAGAAGTTTGACATAAAGAGCTTCTGCAAGATCC 
TGGGGCGATTATCCTAGTGGAAGATGAAGGATTTGGGTTTGGATGGGAATGGGAT 
GTGAGAAAGCAGTCTTGCAGCGGATATGTATGAATGTGTAGGTGTTGGTAACGAA 
GTCAGTCTTAATTAATATCTGTATCGTGGAACAATATTTTATGGTTATGTTTTTCT 
GTGTGTCAGTTTTCATAGTATCCATATTTTATTACTGTTTATTACTTCCATGAATTT 

40 TAAAATGTGAGGGAAATGTTTTGTAAAGATTTATTTTTTTTAAAGAAAAGATGAA 
AGGCAGGGGTATTTGATCAGAAGAAGAGAGACATATAGAGGAATAGAGATGAAA 
GTCAATGGTTTATTTGTAAATTTAGTGTTTTTTTATTTGTACTGTCAAATGATGTGG 
AAAACCTTTTACTGGTTGCATGGAAATCAGCCAAGTTTTATAATCCTTAAATCTT 
AATGTTGCTCAAAGCTTGGATTAAATACATATGGATGTTACTCTGTTGCAGCAAA 

45 TTATGTTGATACATTGAAATTTGTCTGGTTAAAAAATAGGTGGTAGATATTGAGG 
CCAAGAATATTGCAAAATACATGAAGCTTCATGCACTTAAAGAAGTATTTTTAGA 
ATAAGAATTTGGATAGTTAGGTAGTGAAAGTTTTCTAGAATTATTTTTGACTCTAA 
GTCATGTATGTTTCTGTTTGATTATTTGGATGTTATGTTTAATAAGCTAGTAGGAA 
AATAAAAGATAGCAAATGGGATGAGTGTGTTTGACTTCTTGTGAAATTTCTGTAG 



289 



wo 02/074979 



PCT/US02/08456 



TTTGTATATAAAATACATAAAACAATAGATTAGAAATCAAAAGATATCTCTGGCC 
TGCAATATTTTACTGATGTGAACATAGGATTTTCCACTAAATAATTTGTCTACTTC 
TAGCATTCACTTACAAAGAGTTCTTAAAAACACCTATAATAGGTACTTAGATTTC 
ACAACTTACTTAGATATTTGTCATTATTCCCATTCCTGGTGTTTTTACTGGTTCAT 
5 ATACAATGGTATTCTATTAGATAAGAAGCTGCTATGTGATCTCAGCACTCACTCC 
TTGGTTGTCAAGAAATGGTGGATAACTCACAGGATTAAAAATGAATGAATATAA 
AATTTTCTGAAATAGATATTTAAAAAATCATTTTAGCTTGAAGCCAATATGTCTG 
GATCATAGGTTTTGAGTTCATAATCCAGTAATAACAGCTTTCAGCTTTCTATGAGT 
ATATACAATTCTATACAATGATAAATACTCTGCATATAATTTATAAAAATAACTT 

1 0 CTGTTTTACCTAGTTAACAATAAAACCTATGTGTGGAGCCAAATGTTATGCAGAC 
AAAGGTCTGCTCATCCCATACCAGTGTATATATAGTCAAATATGTGTCTAGTACA 
AATAAAATGTATCTCTAAGGCATAAAATGTTTTAACACACCACTTTTAGTGAACT 
CTATCTTATGGTACAGCGGCCTTTCATCAAAGGATCATCATTGAGACTGAGTTGA 
CTGGCAGATATGTGCGATGGATATTACATTAGGTACAATGTGTATTTTTGATTTTC 

1 5 ATGAGTTTTCTACATT AAGGTAAATTCCTTAGAGTGTGATAGCAGCCTC AGTTTA 
TTTGTTGGTTTAAACTTGAAATCTACTTTTTCTCGATAAAACTATAATGTAGATGA 
ATTG 

SEQ ID NO: 365 

20 >3743 BLOOD 1328438.3 U35451 gl 177844 Human heterochromatin protein p25 mRNA, 
complete cds. 0 

>• , vA V.;GGGAGCGGCGGGCAGGGCAGACTGCGAGGCTCTTTTGTTCGGCT.GAGGGGAGGGi .■; 
' ■ •.' r'vGCGTTGGGCGGGGGAGTGGGGTAGGCCGCXTCAGTGAGGG AeGGCACFGGGGGG 
ACCeGGGTTGGTGGGTTGGTGGGGGCGACTCCCCGAGGGGAGGGGACGCGAGGCG 
"25 CCAGTAGCGCAGCACCGATTCCTCTCGGGGCTCTTGGGCGCTGCTCTGAGCAGCG 
TCACCCTTTACAGCAGAAAGCTGGCGGGCAGTATGGGGAAAAAACAAAACAAGA 
AGAAAGTGGAGGAGGTGCTAGAAGAGGAGGAAGAGGAATATGTGGTGGAAAAA 
GTTCTCGACCGTCGAGTGGTAAAGGGCAAAGTGGAGTACCTCCTAAAGTGGAAG 
GGATTGTCAGATGAGGACAACACATGGGAGCCAGAAGAGAAGGTGGATTGGCCC 

30 GACCTCATTGCTGAGTTTCTGCAGTCACAGAAAACAGCACATGAGACAGATAAA 
TGAGAGGGAGGCAAGCGGAAAGCTGATTCTGATTCTGAAGATAAGGGAGAGGAG 
AGCAAACCAAAGAAGAAGAAAGAAGAGTCAGAAAAGCCACGAGGCTTTGCTCG 
AGGTTTGGAGCCGGAGCGGATTATTGGAGCTACAGACTCCAGTGGAGAGCTCAT 
GTTCCTGATGAAATGGAAAAACTCTGATGAGGCTGACCTGGTCGCTGCGAAGGA 

35 AGGCAATGTCAAGTGCCCACAGGTTGTCATATCCTTCTATGAGGAAAGGCTGACG 
TGGCATTCCTAGCCCTCGGAGGATGATGACAAAAAAGATGACAAGAACTAACGC 
TCCTGAGTAGCAGCGCCTGTCACATCTGACTGTGGGTTTGAAGTGGGAAGGGAAG 
GAGTTGTACTTGTCTTGACACCATAGAGGTGGCTTGAGAAGATGTCCTTTGAAGA 
GCCAGTATAGTTTCTGTGCCCTGCAGCAGCCCAAGTGCTTTAAAGCCGTTTCAAG 

40 CTGTATAGTTTGCACACCCATCCCAGTGGAGGGGAAAGGGGATAAGTGTTTGAA 
GGCAACCTTTTGTGCACTTTGCTGCGAAAAGCAAAGGGCCTTCTATGAAGGACAA 
AACTTGGAGAATTGGGTGTGTGGGAGAGCAAAAAAATACTGTAGATCTTCAAAG 
AGCATCTCCACAACCCACAGCCTTCTTCCCAATAGTGTTAACTCTGCATTTTTACA 
GGGTAGCATGTGTGTAGTTTTTGGCTATTACTGGTGTATTATTTGGGGGAGGGAG 

45 GGATGGGGAGGGGAGAAAGGGAGATGGGTAGCATCATTTTGATTAACATTTGGG 
GCCTGATAGGGGAAATGGTGAAGCAATGGAAAAGAACAGACAACTAATGATTTG 
CTTCTATGTCCAGAATATTTTACCTTTAAAAAAATGTCATTGGCACCATAAATAA 
GGACTGTGAGAGACTGTTTAAAAGCTGTGAAAGTCTGAAACCTATAAGCCAAGG 
TGTTCCCTGCCTAAACTTATTGCTGTTGCCAGAAAGGACTAAGCCTGTTGATAAGT 
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TACCAAAGTTGCCATTTTGGAGATGGAAATTGACGAGGAGGGAAGGTCTTTTATT 
GGAGAGTATACAGTACAAGCAGATCATTCTGCCTTAGAGGTGCTAATTCCCGAA 
ATTAGAAGACCCTTTCTTTTCCAGTAACGAAGTTATAAATATCAGCTTGTTCATCC 
AAGCCACTGGCTGAGGTGTTAGGAAGAGGAAGAGGGTGGTAGAGGAGGTAAGA 
5 CAGTAGGGAAAGACAAGGGCCCATGCTCTTAGTGGGGAAAACTCTTGGAGCCGT 
TTACTTTGAGCTTTGAACACTGAAACCATTGTTGGCAGGGTTCAGTCACTGACAG 
CACAAGTTTCACTGAATTGATCCAAGAGTTTAGTGATTTCAAAAGCCTTGGTCTC 
AGGAGAAGATTAAACTTTCATATTGGGCAGTGGTTCACTTTAAAACACACACATA 
CACACACAAAACAATTTTTTAAGAAATCCTAATAAGTAACATACCCAAAATGCTC 

1 0 TGTCTTGAGTCATGAGAACCATCAGTTCTTGATATTGTCTAGACTTGCATCTAGA 
GCTACGTTGTAAAATTCTTTTAGGCATGTGTTAGATTTCTGTGTAAACTTTGTTTA 
AATGTAAACTTCATACTACATTGTCAGTTTTTGTCTTAATAAAACTATAGATTTAT 
AATCCCTGATTTCTGTCTTAAGTCTTACCAGGAACCCTTCTTGCCTTATAGGTTCA 
GCCTGTTGGAAATGGCTTCCTCACTTGAATGGTTTTATTTCTTGAACACTGTAGGC 

15 TTGAAAATCTAGTGCCTGGCCTGAATCTTTAAGTGGTCAC 

SEQ ID NO: 366 

>3747 BLOOD 233301.19 M81934 gl80172 Human cdc25B mRNA, complete cds. 0 
GCCAGCTGTGCCGGCGTTTGTTGGCTGCCCTGCGCCCGGCCCTCCAGCCAGCCTT 

20 CTGCCGGCCCCGCCGCGATGGAGGTGCCCCAGCCGGAGCCCGCGCCAGGCTCGG 
CTCTCAGTCCAGCAGGqGTGTGCGGTGGCGCCCAGCGTCCGGGCCACCTCCCGGG 
...OCTCC.TGGTGGGATGTCATGGC€TCGTGGGGTGCCCGGTGGGGGGGGGGG€TTGG 
■TGGGCGGTCACGACCCTCAGGCAGACCATGGAGGAGGTCGCCGGGCTGGGGAGCG 
GCAGGGGCGTGAGGCACCTATCGGTGTGTGGAGGGGGATCCGAATGGTCCGTGTG 

25 GTCTGAATCCTCCGAATCTTCTGATGGAGGTCTCTGCATGGATTCCCCCAGCCCTA 
TGGAGGCCCACATGGCGGAGCAGACGTTTGAACAGGGCATCGAGGCAGCGAGCG 
GGATGATTGGAAACGAGCAGTTTGGCATGAGAGGCTTCCAGTGTATGGGGGTGAG 
GCTGCTGGGCCACAGCCCCGTGCTTCGGAACATCACGAAGTCCGAGGCGCCCGAC 
GGGGGGAGGAAGAGCGAGGCGGGGAGTGGAGCTGGGAGGAGGTCTGGGGAAGA 

30 GAAGGAGAATGATGGATTTGTCTTGAAGATGGGATGGAAGGCGACACATCGCAG 
GTGGAGGGATGGTGTGGGAGAGTGGGCGAGGGGCAGGGAAGCGTTTGGCGAGAG 
ACCCAGCTCGGCCCCCGACCTGATGTGTCTCAGTCCTGACCGGAAGATGGAAGTG 
GAGGAGGTGAGCGCCCTGGGGGTAGGTGGCTTGTGTGTGAGCGGTGCAGAGGGGG 
ATAGTGAGGAAGATGATGGATTTGTGGAGATGGTAGAGAGTGAGTTAAAGGATG 

35 ATGATGCAGTTCCCCCAGGCATGGAGAGTGTGATTAGTGCGCGAGTGGTGAAGAG 
GTTGGAAAAGGAAGAGGAAAAGGACCTCGTCATGTACAGCAAGTGCCAGCGGCT 
GTTGGGGTCTCGGTGCATGGCCTGGAGGGTGATGGGGCGGATGGTCAAGAGGGTG 
GAGGGGGGGGAGGAGAGGGAGAGGGGGGTGGAGAATAAGGGGAGGCGGAGCGT 
GACCCCTCCTGAGGAGCAGCAGGAGGCTGAGGAACCTAAAGCCCGCGTCCTCCG 

40 CTCAAAATGAGTGTGTGAGGATGAGATGGAGAACCTGGTGGAGAGTGACCAGGG 
AGAGGTGATTGGAGATTAGTGTAAGGCGTTGGTCGTAGAGAGAGTAGACGGAAA 
GCAGGAAGAGGTGAAGTAGATCTGACGAGAAAGGATGGTGGGGGTATTGAGGGG 
CAAGTTCAGCAACATCGTGGATAAGTTTGTGATTGTAGACTGCAGATACCCCTAT 
GAATATGAAGGCGGGCAGATCAAGAGTGGGGTGAAGTTGCGGGTGGAACGGGAG 

45 GCCGAGAGCTTCCTACTGAAGAGGCCGATCGGGCGCTGTAGCGTGGACAAGAGA 
GTCATCCTCATTTTCCACTGTGAATTCTGATGTGAGCGTGGGCGGCGCATGTGCGG 
TTTGATGAGGGAACGAGACGGTGGTGTGAACGACTAGGCCAGGGTCTACTACCCT 
GAGATGTATATGCTGAAAGGCGGGTACAAGGAGTTGTTCCGTGAGCACCGGAAGT 
TCTGTGAAGGCGAGGAGTAGCGGGGCATGAAGGAGGAGGGGTTGAAGGATGAGC 
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TAAAGACCTTCCGCCTCAAGACTCGCAGCTGGGCTGGGGAGCGGAGCCGGCGGG 
AGCTCTGTAGCCGGCTGCAGGACCAGTGAGGGGCCTGCGCCAGTCCTGCTACCTC 
CCTTGCCTTTCGAGGCCTGAAGCCAGCTGCCCTATGGGCCTGCCGGGCTGAGGGC 
CTGCTGGAGGCCTCAGGTGCTGTCCATGGGAAAGATGGTGTGGGTGTCCTGCCTG 
5 TCTGCCCCAGCCCAGATTCCCCTGTGTCATCCCATCATTTTCCATATCCTGGTGCC 
CCCCACCCCTGGAAGAGCCCAGTCTGTTGAGTTAGTTAAGTTGGGTTAATACCAG 
CTTAAAGGCAGTATTTTGTGTCCTCCAGGAGCTTCTTGTTTCCTTGTTAGGGTTAA 
CCCTTCATCTTCCTGTGTCCTGAAACGCTCCTTTGTGTGTGTGTCAGCTGAGGCTG 
GGGGAGAGCCGTGGTCCCTGAGGATGGGTCAGAGCTAAACTCCTTCCTGGCCTG 

10 AGAGTCAGCTCTCTGCCCTGTGTACTTCCCGGGCCAGGGCTGCCCCTAATCTCTG 
TAGGAACCGTGGTATGTCTGCCATGTTGCCCCTTTCTCTTTTCCCCTTTCCTGTCCC 
ACCATACGAGCACCTCCAGCCTGAACAGAAGCTCTTACTCTTTCCTATTTCAGTG 
TTACCTGTGTGCTTGGTCTGTTTGACTTTACGCCCATCTCAGGACACTTCCGTAGA 
CTGTTTAGGTTCCCCTGTCAAATATCAGTTACCCACTCGGTCCCAGTTTTGTTGCC 

1 5 CCAGAAAGGGATGTTATTATCCTTGGGGGCTCCCAGGGCAAGGGTTAAGGCCTG 
AATCATGAGCCTGCTGGAAGCCCAGCCCCTACTGCTGTGAACCCTGGGGCCTGAC 
TGCTCAGAACTTGCTGCTGTCTTGTTGCGGATGGGATGGAAGGTTGGATGGATGG 
GTGGATGGCCGTGGATGGCCGTGGATGCGCAGTGCCTTGCATACCCAAACCAGG 
TGGGAGCGTTTTGTTGAGCATGACAGCCTGCAGCAGGAATATATGTGTGCCTATT 

20 TGTGTGGACAAAAATATTTACACTTAGGGTTTGGAGCTATTCAAGAGGAAATGTC 
ACAGAAGCAGCTAAACCAAGGACTGAGCACCCTCTGGATTCTGAATCTCAAGAT 
• -^^^ : ':,G 

N,;^/'>AAaAAAGGACTGAGCAAGTTGAGAAACe r<..- 1 • i^f^.K-'vi^Y ;V^, ....,.: 

25 SEQ ID NO: 367 I T . 

>3750 BLOOD 898939.8 U05875 g463549 Human clone pSKl interferon gamma receptor 
accessory factor- 1 (AF-1) mRNA, complete cds. 0 

GCGGGCCCTGCGCGCCCTGCGCTCGCCATGGCGGTTTGGGCGGCGACGTGAGCG 
GCTCCGCGGACCCCGAGCGGGGCCCCGGCCGCGACCTGAGCCGCCGCCGAGCGC 

30 CCGGGGCCATGCGACCGACGCTGCTGTGGTCGCTGCTGCTGCTGCTCGGAGTCTT 
CGCCGCCGCCGCCGCGGCCCCGCCAGACCCTCTTTCCCAGCTGCCCGCTCCTCAG 
CACCCGAAGATTCGCCTGTACAACGCAGAGCAGGTCCTGAGTTGGGAGCCAGTG 
GCCCTGAGCAATAGCACGAGGCCTGTTGTCTACCAAGTGCAGTTTAAATACACCG 
ACAGTAAATGGTTCACGGCCGACATCATGTCCATAGGGGTGAATTGTACACAGA 

35 TCACAGCAACAGAGTGTGACTTCACTGCCGCCAGTCCCTCAGCAGGCTTCCCAAT 
GGATTTCAATGTCACTCTACGCCTTCGAGCTGAGCTGGGAGCACTCCATTCTGCC 
TGGGTGACAATGCCTTGGTTTCAACACTATCGGAATGTGACTGTCGGGCCTCCAG 
AAAACATTGAGGTGACCCCAGGAGAAGGCTCCCTCATCATCAGGTTCTCCTCTCC 
CTTTGACATCGCTGATACCTCCACGGCCTTTTTTTGTTATTATGTCCATTACTGGG 

40 AAAAAGGAGGAATCCAACAGGTCAAAGGCCCTTTCAGAAGCAACTCCATTTCAT 
TGGATAACTTAAAACCCTCCAGAGTGTACTGTTTACAAGTCCAGGCACAACTGCT 
TTGGAACAAAAGTAACATCTTTAGAGTCGGGCATTTAAGCAACATATCTTGCTAC 
GAAACAATGGCAGATGCCTCCACTGAGCTTCAGCAAGTCATCCTGATCTCCGTGG 
GAACATTTTCGTTGCTGTCGGTGCTGGCAGGAGCCTGTTTCTTCCTGGTCCTGAAA 

45 TATAGAGGCCTGATTAAATACTGGTTTCACACTCCACCAAGCATCCCATTACAGA 
TAGAAGAGTATTTAAAAGACCCAACTCAGCCCATCTTAGAGGCCTTGGACAAGG 
ACAGCTCACCAAAGGATGACGTCTGGGACTCTGTGTCCATTATCTCGTTTCCGGA 
AAAGGAGCAAGAAGATGTTCTCCAAACGCTTTGAACCAAAGCATGGGCCTAGCC 
CACTGGCTCCCTGGAAGAGATCAAGCCATCGGAGCTGCTAGAGTTCTGTCTGGAC 
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TTTCCAGAGACCAGTATTCCCTTTTGCTGCCTCTAAAAGGCCTGTCCCTGCAGAC 
ATGAGAGACAGCAGGTCTCATGGGGGTGACAAGCTTTTTTTTTTTTTCTTAAAGA 
ATTTTCAAAATCAAATTCCAGAATGATTTTACGGAGATATCCCAGGAAAATTAAG 
GCTTCTCTTAAACACTAAAAAGGCATGTAATTGCTTGTTAGCAAAATGGATATGA 
5 CACATCTCTGATACTTTTTTCATTATTGGTTGGGCTGAGCAGTCAGAAGACCTGGT 
CGTCGTCTTGACTTTGGCAAATGAGCCGGAGCCCCTTGGGCAGGTCACACAACCT 
GTCCCAGCGAGGGACACTGAGTGGCCCTTCATGTACATCCATGGTGTGCTGGCTT 
AAAATGTAATTAATCTTGTAAATATACTCCTAGTAATTTAAGATTTTGTTTTTAAA 
CTGGAAATAAAAGATTGTATAGTGCATGTTTTTTAAAGTCTATGTGAAGTGTTTT 
10 CTTTATTGTAGCCTATTTTCTGCAGAGTTTCAGCTTTCTAAAATTACTCAATCTAA 
ACTTGTTTTTTCTTAAATAACACCTGCTAGAGCTACTGAGGCCTCATGGGAACTC 
AGCAAACACTTCCTATGGATGTCACTTGATCCTCCCAAAGTGCTGGGATTAC 

SEQ ID NO: 368 

15 >3770 BLOOD 475174.21 S67970 g460902 ZNF75=KRAB zinc finger [Human, lung 
fibroblast, mRNA, 1563 nt]. 0 

TAGGAAACAGAAATTTTCCCTGGCTATTTTCTACCCACAGCTGTCATGATCAACA 
GATGTTAGCCCTTTCTGAGCAGAAAAGAATCAAACACTGGAAGATGGCATCTAA 
ACTCATCCTGCCTGAGTCCCTGGTGAGCTGTTATTTCTGGCTTTTTACAGGTGACT 

20 TGACTGTGGCCTTGCCTCTGCTTGTCCCTATTGCCTAGGACTCATAGTGTCCAGCA 
GGTGCTTTGAGGCATTTTAGCCCCAGTTATTCTCTAGGCAACTAGGCTTGGCACA 
i- . :K-l^TGGGAACTGGGCACGTCCCAGGTGATTTAGTGATCCTCTTTGCTeGTTG€T 
V ■ .GTGGCTTCTGACTTTTTTCGCGTAAATGTTGTACTGTTCACATCTTGAGGAC.CTGGC 

.GTAGG ATGTAATTG AGAAATGGGTGGTAGGAG AGCTTC TGAAGTGGC AAGT AGT 

25 AAACTATAGCCCATTCTCTTCTTTAGAGTTTGTTGAGATTTGAAGATGTGGGTGTG 
TATTTTTGTGAGGAAGAGTGGCAATTATTGAATGGTGTTGAGAAGACTGTCTAGA 
ATGATGTAATGGAGGATATGTATGAGACTGTGATCTGTCTAGGGTTAAAGGTAAA 
AAATGACACTGGAAATGATCATCCTATATCTGTTTCTACATCAGAAATACAAACA 
TCAGGATGGGAAGTATGAAAAAAGACCAGAATGAAAATTGCCGAGAAAACAATG 

30 GGCAGGGAAAATCCTGGTGATAGAGAGAGTGTACAGAAATGGGATCGAGGTTTT 
GGAAGGAAGAAAAGAAAGAAAGGTGCAAGTTGTAAAGAAGAGGTTCCAAAAGTT 
ATGGATCTTCATGGGAAAGGCCCCACAGGGGAGAAACCTTTTAAGTGTCAGGAA 
TGTGGGAAAAGGTTGAGAGTTAGGTCTGATGTTATTAAAGAGCAGAGAATTCAGA 
CTGGAGAGAAACGCTATAAATGTCAAGAATGTGAGAGGAGGTTTAGATGGAGTT 

35 CAGATCTTAATAAGCACTTCATGACCCATCAAGGAATAAAACCATATAGATGCTC 
ATGGTGTGGGAAAAGGTTTAGTCATAAGAGAAATCTAGACACAGACCAAAGAAT 
TGAGACAGGAGAGAAGGCGTTTAAATGTGATGAATGTGGAAAAAGATTCATTGA 
GAACTCGGACGTTATTAAAGACCAGAGAACTGACAGAGGTGAGGAGCCTTATAC 
ATGTAGCTTATGCAAGAGAAACTTTAGTAGGGGATGGAGCCTTCTTAGACACCAG 

40 AAAGTCGAGAGAAGAAGGGAAGGATGTGTAGTGTCTGGAAAGTGAGGAAAGTTA 
CCATGTAGAGGTTGACTTTAGAAGTGGTGAAAGAATACAAAATTATGAGGCACG 
GAATGATAGGAATCTGTGATTAATAAAACATTTGGGAAGGGTAGATGTTACAGTT 
CACAAAAAGGAATCTAAGCTGTCTGTTTTATTCAGCATTGCATCTTCTGTGCCTA 
GCACAAGAGTTGATACATAAGGAGTAGTTTATAAATAAAAAAATGAAAGTGTAG 

45 TGATGAGATTGCTTTAGCTATGTATCTATATGTATATATCTGGTTATTCAAAGCTT 
CCCCACCCCCAGTCATCTAAATTTTTCAGGTATCAAGTGCTCAACAGACATATGA 
TAGTCAAGGGTCTTAGTGTGATTTTTTACTCTTTGTCAAGAGAAATGGAAAATAA 
GAGTACTTGGGGCGTCTTAAGGGAGCTCAGAGAGAATTACTAAATTAGGGAGAG 
TTTGAATAGTTATCATTGTATCTAGATGAAGAATGAAGAGCAGGACTCAGGGAAG 
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TTTACTCTGTAACAGAAAGAGAGGATTCAGTGTTTGCCCTGGGAGAATTGTCCCA 
TTCTTGTTGCTTCTCTCCTGAGTACCCACTACCACAATGTCTTCTGTCAAGGAATT 
ACAAGTAGCAAGGGAAGGTCTGAATGTAAGGACAGGCCTAGGGACCTTGCAAGC 
ACTTGATATCTCTCCTCTTGCTGACTTTGTCAACATAGACATATAGTGAAATGATG 
5 AGGGAGGCAGTCTTGGCCCTCATCCAGGTATCTGGTTTTTTTTTGTAGAAAGCAC 
AGATAAGTGGTAAATGGTCTTTTTCTGACTTTCATTATGTGGACTGGATGGAGGC 
TTTCAAACTGGTGCCATACTGCTGCAGGACCTAAAGGGAGCCCCATCTTTATGGC 
TGATCAACTACAACCCTATATGCCTGAATACTCTGCAAGAAGGCCTGGAGATTTT 
GCAAAACTGATTTATTGAGAATGGCAAGGAGAGCCTTGTGAACTTTTAGCTTTGG 

1 0 TGC ACAGCTGATACC AGGAGGGAAC ATCCTGAAGTGTC AGAGAAAAGTAAGGC A 
TATGGCTCACAGTGATGATGCCAGTCAGAGCCAGGCCAGATGGAAATTGTTTTCT 
GATGTTACTGGTTTTCTTTTCCCTATTAGCCAAAGTGACTATCTCTTAAGAGAAGA 
TAATGTGACGTCAAGGGAAGTTGGAAGGCATGGATTTATATCTATGTCAGATCCT 
GGTTTATAATGTTGGCCAAGGCTTATTTATATATGTTTATTTAGTATTCCATAAAA 

1 5 TTGTACTTCGTAATGAAAATGACACATTTTATCITAAATTTAGACAATAAACAAA 
ACTTTGTTACCAAATC 



SEQ ID NO: 369 

>3787 BLOOD 256010.6 X63679 g37264 Human mRNA for TRAMP protein. 0 

20 GGCGGCTGCGTACTGGCTGTGGGATGGGAAGTGAAGCCCCAGCGAGCGGCTGCA 
GCGGGGCCGTGAGGAGCAGCCAGCGGGAGGCGGCGGCGAGTCGGTGAGCAGCT 
: ■ ; i ■iGGGAAGAGCAGAACGGGGGGGGAGGAGGTGDAGGCGCGGGCGGGGGCCCCAGC 
•• y:.^, .ATGGCGATTCGGAAGAAAAGGAGGAAGAGCGGCGCAGTGGTGAGGGACGAATTG 
-< GTCCTGCAGAATCACGCGGAGATGG-FCTCGTGTGTGGGGATGGTCl TCGTGCTGG 

25 GGCTCATGTTTGAGATAAGGGCAAAAGCTTCTATCATTTTTGTTACTCTTGAGTAC 
AATGTCACGCTGGGAGCAAGAGAAGAAGAAGGTAGTGAATGAGTGTCGGTTTATT 
AGTATGGCATGAAAGATTTGGCTAGTGTTTTGTTGTAGATGGTAGTGGCGATAATT 
ATTGATGCCGTAATTCAAGAGTATATGTTGGATAAAATTAAGAGGCGAATGCAGT 
TCTGCAAAACAAAAGACAGCAAGTTTAATGAATCTGGTCAGCTTAGTGCGTTCTA 

30 GGTTTTTGCGTGTGTTTGGGGGAGATTCATTCTCATGTGTGAAAAGTAGATGTCAG 
AGGGAACTATGTTATGGAGGGGTTATGCGGATAAGGTGATGAGATTTCAAATGAA 
GTTTTTCTACATATGACAGCTGGCTTACTGGCTTCATGCTTTTCCTGAACTCTACT 
TGGAGAAAAGGAAAAAAGAAGATATTCCTGGTGAGGTTGTGTAGATTGGTGTTTA 
GGTGTTGCAGATTGGTGGAGGTTAGGTTTTGAAGTTGAATCATCTAGGACTTGTTC 

35 TTCTGGTGCTACATTATTTTGTTGAATTTGTTTTCGACATTTGCCGGCTGTTTTATT 
TTAGCAATGAAAAGTATGAGAAAGGATTTTGTGTGTGGGCAGTTCTTTTTGTTTTG 
GGAAGAGTTGTGAGTTTAATTGTTTGAGTAAGTAAAGGGAGATCTTCTAAAAAAG 
GAAGAGAAAATGGTGTGAATGGAAGATTAAGTTGAAATGTAGGAGAGTCTCGGC 
GGAATAAAAAAGAGAAATCTTCATAATGAATTATAAAGTAATTGATTAATGTCGC 

40 CAAAGAAATGTGCTTTGTAGTATATGTTTCAGGATTAGAGATTTTTCTGTTGTTGA 
AAATAGAGTGTGTGGTCTTTGATTTTTGGTATTGTAGGGTTTGATGGATTTTTTTAA 
AGGGGATTTGAGGGGAGGATTATTGCTATGAATGAAAAAAATATTTTAGGTTAG 
ACTAAGCTACCTGCCTTCAAAATAGTTTAGGGACCACCACCATATTTTATTTTGTT 
TTTATTTTTGAAGATTTTTGTAATGATTTGGAGAGAAAAGTATTTAGAAAAATTGG 

45 ACATATCAGTGATAGAATTTGTTGCTGTGAGGAATTTTTTATAATAGCAGAGTGG 
CCTGTTCTAAGAAGGCCATATTTTTTAAGTTATCTTTGAGGGTAACATGGAAATA 
CTATAAAGTTGGATGTCAAAGTTTAATATGTTTTGAGTGTTGTGTAATTTTTTGGA 
ATTTTTGTAGAGTTTAGAGGTGGAAAAAAAGATTTGTAAAATGACGGGAAGAATT 
GTGTGGTTTATTTTATAGGTAGTGGTTATTAGTATTAGATCGGGATTTTAAAAACA 
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AAAACATAATAATGGTTACAACACGTGGAGTTTTACTAACATACATATTAAATCA 
AAGTATATTCTTAAAAGTACTTGTGAAGTAAAATCTTTCTTGTGCATTTTCAATAC 
TTGTAAACTGGAAATCAGAAAATATTTACTATGAACAGGAAAATCTGACATATA 
GCCCTTTTTGATATGTTTATTAATAATGATTCTTAATGGGGCTCATAATAAGTTTA 
5 ATATGCACAGCATCTTAGAAAAGTTTAACCTGCAAACACTTTTAAAACATAATGC 
CTACTTGATTTATATCTATAAAAAGACTGACAGGTAATTATATTTGGAAAACATT 
TAATGCACTAACTTTAAAGAAATTGAAAATTCAGGTGGATAAATAGTCTTACAAA 
AGACAATGTGCTTTATGTTATACCTATAGCTTTGGTCCCATCTTTAATTGAGAAAC 
ATTTATCTGTATAAAACATATTTTTGGATAAATATATATATATATATTTGTATTGC 

1 0 TACAGAAAGGCTCTAAAAAGCATTTGAGGAAAATATTTGGTTCCCTTTTCTATAA 
TCATCCTTTAAGATTCTTATAGCTACATTTGGTTTATTCATCATATTTACAGTATA 
TATATTGTTCTTTTCAGTGTTCACATCTTGTTCCCCATTTCTCACTTGTGTCACCAG 
CTGTTTGTGCCATTTTTAGTGTAAAAGTTGCAGACCTATTAGATCTGCAGTTTAAG 
TTGCCATGCTGCTAGGAAATTGTCCTTTTTCTTTCTAGCTGTTAACCTACTTCCTG 

1 5 GAAAAAGTAGTAGCTCTCTGTAGCATTATGGAGTTTC AGTGGAACCAAATTTTTG 
CCATTAAAAACTGGCATTATACTGAACTATACATTGAGAAATCAATCAAAATAA 
AAATTTTTACTTTCACAAGTTGTATCCTGGATGTTTCTGTCATTGTTGGTGATTAG 
GCTATTTTGGTATATAACCTCATTAAAATGTACCATATTTAAAACACTTCATAGA 
CATTCAGAATAACCCTTTTCAAAATTGTGTTCTGCAAATAAACAGATTTGTTCCA 

20 CAGAAAA 

■ : >379.0 BLOOD Hs/; 6252 ;gn1|UG|Hs#S4668vH;sapieRs' • ;■ 

C ■' /cds=(4844767) /gb=X6195Q/gi?^2883127ug^Hs;7625271eii=4105 " s c, . 

25 GAATTCGCGGCCGGCTCTTGCGGTCCCAGAGTGGAGTGGAAGGTCTGGAGGTTTG 
GGAGGAGACGGGGAGGACAGACTGGAGGCGTGTTCCTCCGGAGTTTTCTTTTTCG 
TGCGAGCCCTCGCGCGCGCGTACAGTCATCCCGCTGGTCTGACGATTGTGGAGAG 
GCGGTGGAGAGGCTTCATCCATCCCACCCGGTCGTCGCCGGGGATTGGGGTCCCA 
GCGACACCTCCCCGGGAGAAGCAGTGCCCAGGAAGTTTTCTGAAGCCGGGGAAG 

30 CTGTGCAGCCGAAGCCGCCGCCGCGCCGGAGCCCGGGACACCGGCCACCCTCCG 
CGCCACCCACCCTCGCTTTCTCCGGCTTCCTCTGGCCCAGGCGCCGCGCGGACCC 
GGCAGCTGTCTGCGCACGCCGAGCTCCACGGTGAAAAAAAAAGTGAAGGTGTAA 
AAGCAGCACAAGTGCAATAAGAGATATTTCCTCAAATTTGCCTCAAGATGGAAA 
CCCTTTGCCTCAGGGCATCCTTTTGGCTGGCACTGGTTGGATGTGTAATCAGTGAT 

35 AATCCTGAGAGATACAGCACAAATCTAAGCAATCATGTGGATGATTTCACCACTT 
TTCGTGGCACAGAGCTCAGCTTCCTGGTTACCACTCATCAACCCACTAATTTGGT 
CCTACCCAGCAATGGCTCAATGCACAACTATTGCCCACAGCAGACTAAAATTACT 
TCAGCTTTCAAATACATTAACACTGTGATATCTTGTACTATTTTCATCGTGGGAAT 
GGTGGGGAATGCAACTCTGCTCAGGATCATTTACCAGAACAAATGTATGAGGAA 

40 TGGCCCCAACGCGCTGATAGCCAGTCTTGCCCTTGGAGACCTTATCTATGTGGTC 
ATTGATCTCCCTATCAATGTATTTAAGCTGCTGGCTGGGCGCTGGCCTTTTGATCA 
CAATGACTTTGGCGTATTTCTTTGCAAGCTGTTCCCCTTTTTGCAGAAGTCCTCGG 
TGGGGATCACCGTCCTCAACCTCTGCGCTCTTAGTGTTGACAGGTACAGAGCAGT 
TGCCTCCTGGAGTCGTGTTCAGGGAATTGGGATTCCTTTGGTAACTGCCATTGAA 

45 ATTGTCTCCATCTGGATCCTGTCCTTTATCCTGGCCATTCCTGAAGCGATTGGCTT 
CGTCATGGTACCCTTTGAATATAGGGGTGAACAGCATAAAACCTGTATGCTCAAT 
GCCACATCAAAATTCATGGAGTTCTACCAAGATGTAAAGGACTGGTGGCTCTTCG 
GGTTCTATTTCTGTATGCCCTTGGTGTGCACTGCGATCTTCTACACCCTCATGACT 
TGTGAGATGTTGAACAGAAGGAATGGCAGCTTGAGAATTGCCCTCAGTGAACAT 
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CTTAAGCAGCGTCGAGAAGTGGCAAAAACAGTTTTCTGCTTGGTTGTAATTTTTG 
CTCTTTGCTGGTTCCCTCTTCACTTAAGCCGTATATTGAAGAAAACTGTGTATAAC 
GAAATGGACAAGAACCGATGTGAATTACTTAGTTTCTTACTGCTCATGGATTACA 
TCGGTATTAACTTGGCAACCATGAATTCATGTATAAACCCCATAGCTCTGTATTTT 
5 GTGAGCAAGAAATTTAAAAATTGTTTCCAGTCATGCCTCTGCTGCTGCTGTTACC 
AGTCCAAAAGTCTGATGACCTCGGTCCCCATGAACGGAACAAGCATCCAGTGGA 
AGAACCACGATCAAAACAACCACAACACAGACCGGAGCAGCCATAAGGACAGC 
ATGAACTGACCACCCTTAGAAGCACTCCTCGGTACTCCCATAATCCTCTCGGAGA 
AAAAAATCACAAGGCAACTGTGACTCCGGGAATCTCTTCTCTGATCCTTCTTCCT 

1 0 TAATTCACTCCCAC ACCCAAGAAGAAATGCTTTCCAAAACCGCAAGGTAGACTG 
GTTTATCCACCCACAACATCTACGAATCGTACTTCTTTAATTGATCTAATTTACAT 
ATTCTGCGTGTTGTATTCAGCACTAAAAAATGGTGGGAGCTGGGGGAGAATGAA 
GACTGTTAAATGAAACCAGAAGGATATTTACTACTTTTGCATGAAAATAGAGCTT 
TCAAGTACATGGCTAGCTTTTATGGCAGTTCTGGTGAATGTTCAATGGGAACTGG 

15 TCACCATGAAACTTTAGAGATTAACGACAAGATTTTCTACTTTTTTTAAGTGATTT 
TTTGTCCTTCAGCCAAACACAATATGGGCTCAGGTCACTTTTATTTGAAATGTCAT 
TTGGTGCCAGTATTTTTTAACTGCATAATAGCCTAACATGATTATTTGAACTTATT 
TACACATAGTTTGAAAAAAAAAAGACAAAAATAGTATTCAGGTGAGCAATTAGA 
TTAGTATTTTCCACGTCACTATTTATTTTTTTAAAACACAAATTCTAAAGCTACAA 

20 CAAATACTACAGGCCCTTAAAGCACAGTCTGATGACACATTTGGCAGTTTAATAG 

.- -. TACAAGGGACCTTGAAGATGTTTTGTATGTTA:A>xTTCAAAAGTAATGCTTCAATC . v 

■.i^^ ■ Cc- AGATAGTTCTTGErT.(3AGAAGT3:GAATAGTGTT?TTTGATGTAAATTTTGTATGiW*LAA::i 
■ ATGAATGTCAAGTAGCAAAATGTTAATGTATGTGTCATTTAACTCTGCGTGAGAG. w 

25 ^ TTTCAGTGCACTGTATATAGAAGTCTAAAACACACCTAAGAGAAAAAGATCGAA 
TTTTTGAGATGATTGGGAAATTTTCATTGAGGTATTTGTAATAGTGACATATATAT 
GTATATACATATGACGTGCTATTCTGTTAATTTTTGTTAAAATGTTAACTGGCAGT 
AAGTCTTTTTTGATCATTCCCTTTTCCATATAGGAAACATAATTTTGAAGTGGCCA 
GATGAGTTTATGATGTGAGTGAAAAATAATTACCGAGAAATGCGAGCAGTAAGTT 

30 AACGATTCTTGACTTCTTGGGGTTTTCAGTATGAAGCTAAGTGGGGACCGGAAGAT 
CTCGGTCGGACATTGTGACGATTTCAAAGGGGGGACAGTGAGTTTTGGTGGGGATT 
TTCCCAGATGTTTACAGACTGTGAGTACAGCAGAAAATCTTTTACTAGTGTGTGT 
GTGTATATATATAAAGAATTGTAAATTTGTTTTAGGCGATTTTTGTAGAGTGTGTC 
TGTGGAATATATTTGTGTGTGTGATATATGCATGTGTGTGATGGTATGTATGGATT 

35 TAATCTAATCTAATAATTGTGCCCCGCAGTTGTGCGAAAGTGCATAGTGTGAGCT 
AAAATCTAGGTGATTGTTCATCATGACAACCTGCCTCAGTCCATTTTAACCTGTA 
GCAAGCTTGTGGATTCATAAATGTTGTAATCATGTTAGGATTACAAATGGGATAT 
AAGAGGGAGCGTGAAAGCAGATGAGCTGTGGACTAGCAATATAGGGTTTTGTTT 
GGTTGGTTGGTTTGATAAAGCAGTATTTGGGGTCATATTGTTTCCTGTGCTGGAG 

40 CAAAAGTGATTACAGTTTGAAGTATTATATTGTTCTTATGGTGAATTCAATGTGGT 
GATGAAATTGCGAGGTTGTGTGATATTTCTTTGAGACTTGGGCAGACAGATTGGT 
GATAATAAATTAGGTAAGATAATTTGTTGGGCCATATTTTAGGACAGGTAAAATA 
ACATCAGGTTCCAGTTGCTTGAATTGCAAGGCTAAGAAGTACTGCCCTTTTGTGT 
GTTAGCAGTCAAATGTATTATTCCAGTGGGGCATCATATGGAGTGATATATGGGT 

45 ATAATATAAGGCATAGGTTCAGACCATTTTGTTTAGACAATTGTCTTTTTTTCAAG 
ATGGTTTGTTTCTTTCATATGAAAAAAATGCATTTTATAAATTCAGAAAGTCATA 
GATTTCTGAAGGCGTCAACGTGCATTTTATTTATGGACTGGTAAGTAACTGTGGT 
TTACTAGCAGGAATATTTCCAATTTCTACCTTTACTACATCTTTTCAACAAGTAAC 
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TTTGTAGAAATGAGCCAGAAGCCAAGGCCCTGAGTTGGCAGTGGCCCATAAGTG 
TAAAATAAAAGTTTACAGAAACCTT 

SEQ ID NO: 371 

5 >3 890 BLOOD 474320.4 Ul 8423 g6241 85 Human spinal muscular atrophy gene product 
mRNA, complete cds. 0 

CGGGGCCCCACGCTGCGCACCCGCGGGTTTGCTATGGCGATGAGCAGCGGCGGC 
AGTGGTGGCGGCGTCCCGGAGCAGGAGGATTCCGTGCTGTTCCGGCGCGGCACA 
GGCCAGAGTGATGATTCTGACATTTGGGATGATACAGCACTGATAAAAGCATAT 

1 0 GATAAAGCTGTGGCTTCATTTAAGCATGCTCTAAAGAATGGTGACATTTGTGAAA 
CTTCGGGTAAACCAAAAACCACACCTAAAAGAAAACCTGCTAAGAAGAATAAAA 
GCCAAAAGAAGAATACTGCAGCTTCCTTACAACAGTGGAAAGTTGGGGACAAAT 
GTTCTGCCATTTGGTCAGAAGACGGTTGCATTTACCCAGCTACCATTGCTTCAATT 
GATTTTAAGAGAGAAACCTGTGTTGTGGTTTACACTGGATATGGAAATAGAGAG 

1 5 GAGCAAAATCTGTCCGATCTACTTTCCCCAATCTGTGAAGTAGCTAATAATATAG 
AACAGAATGCTCAAGAGAATGAAAATGAAAGCCAAGTTTCAACAGATGAAAGTG 
AGAACTCCAGGTCTCCTGGAAATAAATCAGATAACATCAAGCCCAAATCTGCTCC 
ATGGAACTCTTTTCTCCCTCCACCACCCCCCATGCCAGGGCCAAGACTGGGACCA 
GGAAAGCCAGGTCTAAAATTCAATGGCCCACCACCGCCACCGCCACCACCACCA 

20 CCCCACTTACTATCATGCTGGCTGCCTCCATTTCCTTCTGGACCACCAATAATTCC 
CCCACCACCTCCCATATGTCCAGATTCTCTTGATGATGCTGATGCTTTGGGAAGT 
- • . ..ATGTTAATTTCATGGTACATGAGTGGCTATGATACTGGCTATTATATGGGTTTTAG 
,■ \ , AGAAA^^TCAAAAAGAAGGAA.GGTGGTGAGATTCCTTAAA.TTAAGGAGAAATG€T .■ 
.. ■ •. GGGATAGAGCAGCAGTAAATGAGAOCACTAAAGAAACGATCAGACAGATCTGGA 

25 ATGTGAAGCGTTATAGAAGATAACTGGCCTCATTTCTTCAAAATATCAAGTGTTG 
GGAAAGAAAAAAGGAAGTGGAATGGGTAACTCTTCTTGATTAAAAGTTATGTAA 
TAACCAAATGCAATGTGAAATATTTTACTGGACTCTATTTTGAAAAACCATCTGT 
AAAAGACTGAGGTGGGGGTGGGAGGCCAGCACGGTGGTGAGGCAGTTGAGAAA 
ATTTGAATGTGGATTAGATTTTGAATGATATTGGATAATTATTGGTAATTTTATGA 

30 GCTGTGAGAAGGGTGTTGTAGTTTATAAAAGACTGTCTTAATTTGCATACTTAAG 
CATTTAGGAATGAAGTGTTAGAGTGTCTTAAAATGTTTCAAATGGTTTAACAAAA 
TGTATGTGAGGCGTATGTGGCAAAATGTTACAGAATCTAACTGGTGGACATGGCT 
GTTCATTGTACTGTTTTTTTCTATCTTCTATATGTTTAAAAGTATATAATAAAAAT 
ATTTAATTTTTTTTTAAAAAAAAAAAA 

35 

SEQ ID NO: 372 

>3951 BLOOD 344496.2 AF069765 g3243032 Human signal recognition particle 72 
(SRP72) mRNA, complete cds. 0 

TCAGACATCTAGTGAGTCGCAGAGCCAGGGAACTGACCACGGGCATTTTCACCC 
40 CATTACCCTTCCAGCTTATTGCCGACTGCTCCCGAAGGGAGCGAAAAGGACAGG 
CAAAGGGTTTCACCAAACCCTTTGTAATGGGAGATTCTTGCCTTCTTACCTTTCCT 
CACGTTTGCTTCTCTGCCAGAATGTCTTCCCGCACTTTCCCCAGAACCCAAGTTCT 
CCTAATCATCTTTCAAGATCCCTTTCCCTCAACCACAGATGAGCCGTGCCTATTTC 
TCCTTCAAATGACTCCCTATGGCTTCTAGTTGGTAGTCTTTTATTTACCACCTCAT 
45 AGTCCTTTTATTTATATCCCATAAATGATCGTCCGGCCCCGCACCGTGGGACCAG 
GACGCTGCCTCGACCATGGCGGTCTCCTGGAAACAGGCTGCTTTGAGCCGAAACT 
GGTGACCGTTTCCCAACCCCGTCCAGGAGTCCGACGCCTCTTTTCTCCAGGCCAA 
CTTCAAGTGAGGTGTATCAACTCTATCCGCACAAATTTCTTGCCACGAGAGCAGA 
AGATTATGATCTCTGATGCTGCCTTAGGGCTGAAGACACTCCCAACTCGGCGACG 
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CTTAGCAATCATCGACTTCCTCCTCCTCTTGGCTGCCTCGGAGATCCTGTTCCGGG 
GCAGAGGTCTCNCCGCCCCGCCCCTCGTCTCCTCCAAGATGGCGAGCGGCGGCA 
GCGGGGGGGTGTCAGTACCTGCGCTGTGGAGTGAAGTGAACCGGTATGGCCAGA 
ACGGCGACTTCACGCGCGCTCTCAAGACCGTCAATAAGATACTACAGATCAACA 
5 AAGATGACGTAACTGCCCTGCATTGTAAAGTGGTATGCCTTATCCAGAATGGAAG 
TTTCAAGGAAGCTTTGAATGTCATCAATACTCACACCAAAGTGTTAGCCAATAAC 
TCTCTCTCCTTTGAAAAGGCATATTGCGAGTACAGGCTGAACAGAATTGAGAATG 
CCTTGAAGACAATAGAAAGTGCCAACCAGCAGACAGACAAACTGAAGGAGCTTT 
ATGGACAAGTGTTATACCGTTTGGAACGCTATGATGAATGCTTAGCAGTGTATAG 

10 AGATCTCGTCCGAAACTCCCAAGATGATTATGATGAGGAGAGGAAAACAAACCT 
TTCAGCAGTTGTTGCAGCTCAAAGCAATTGGGAAAAAGTGGTTCCAGAGAACCT 
GGGGCCTCCAAGAAGGCACACATGAGCTGTGCTACAACACTGGCATGTGCACTG 
ATAGGCCAAGGCCAGCTGAACCAGGCCATGAAAATCCTACAAAAAGCTGAAGAT 
CTTTGCCGCCGTTCATTATCAGAAGACACTGATGGGACTGAGGAAGACCCACAG 

1 5 GCAGAACTGGCC ATC ATTC ATGGTC AGATGGCTTATATTCTGC AGCTTCAGGGTC 
GAACAGAGGAGGCTTTGCAACTTTACAATCAAATAATAAAACTAAAACCAACAG 
ATGTGGGATTACTAGCTGTAATTGCAAATAACATCATTACCATTAACAAGGACCA 
AAATGTCTTTGACTCCAAGAAGAAAGTGAAATTAACCAATGCGGAAGGAGTAGA 
GTTTAAGCTTTCCAAGAAACAACTACAAGCTATAGAATTTAACAAAGCTTTACTT 

20 GCTATGTACACAAACCAGGCTGAACAATGCCGCAAAATATCTGCCAGTTTACAGT 
CCCAAAGTCCCGAGCATCTCTTACCTGTGTTAATCCAAGCTGCCCAGCTCTGCCG 
■ •- ; ■••••■oXGAAAAGCAGGACACAAAAGGAAmGAGGTGCTTCAGGAATTTTGAGATCAGGA 

? -:^.-lGGAGAAAATGGAGGTGAAATTAAGGTGAeCATGGGACAGTTGAAAA!r,rrTGTGA.- ^ 
. v \ f. .^GGTAATATTTGTAAAGGATGTCTAATATTGAGAAGCATAGAGGAG^rTAAAGCA 

25 f TAAACCAGGCATGGTATCTGCATTAGTTACCATGTATAGCCATGAAGAAGATATT 
GATAGTGCCATTGAGGTCTTCACAGAAGCTATGCAGTGGTATCAAAACCATGAGG 
CAAAATCTCCTGCTCATTTGTCCTTGATAAGAGAAGCTGCAAACTTCAAACTCAA 
ATATGGGCGGAAGAAGGAGGCAATTAGTGACCTACAACAGCTGTGGAAACAAA 
ATCCAAAAGATATTCACACCCTGGCACAGCTTATTTCTGCTTACTCACTTGTAGAT 

30 CCAGAGAAAGCCAAAGCTCTTAGTAAAGACTTGCCATCGTGAGATAGTATGTGTC 
TAAAAGTAGATGTTGAGGGTCTTGAAAATTCTGCTGGTGCTAGATACATTCGGAA 
GAAGGGTGGAAAAGTTACTGGAGATAGTCAACCAAAGGAACAAGGACAGGGAG 
ATTTGAAAAAGAAGAAAAAGAAAAAGAAGGGAAAATTGCGTAAGAATTATGAC 
CCAAAAGTTACCCCAGATGGAGAAAGATGGGTGCCAATGCGAGAACGTTGTTAC 

35 TACCGGGGAAGAAAGAAGGGTAAAAAGAAGGATCAGATTGGAAAAGGGACCCA 
GGGAGCAAGTGCAGGAGCTTCATGTGAACTGGATGCCAGTAAAACTGTGAGGAG 
CCCACCGAGCTCCGGAAGAGGTGGCAGTGCTGGAAGAGTATGTGCCTGTACAAGT 
AACATCATACCCCCAAGACACCAGAAAGCTGGAGGGGCTCCAGCAACAAAAAAG 
AAACAGCAACAGAAAAAGAAGAAAGGTGGAAAAGGTGGCTGGTGATGAGAATA 

40 TTCTTGTTGGAGGCTGTTTTTAAAGTAGTGTCAGTGACACTAGGAATATAATAAA 
GGTAAGACAGCAAGAAGCACAGAAGTACTCCCTGTTCATCTCCATATTTTGATAA 
TTTCTTGTGTTTCAAATAGGGAAACATCTTCCTCAAAGTCTGCCTAGTGAGATAC 
GGCCTACTGGTTGCCTCATAGCTTTGTACAGATTATGAGGACTGAAAATAATTGG 
GCATTTACCCATCTTGGTATCTGTTGTATGCTTTATCTGTGTGTGCTGATTTGATCT 

45 TTTTTCAGTTTCACATACCTTATCTAAGGTTTCCGAGGATTTAAACAGAAACTACT 
TCTATGATTTCAGCTGGAGTCTGAAGATACTTGTTTCTGTTCAAGTCCCACTTTAA 
ATTATGTGTTAGGAGACTGAAAGTGGAATCTTCTGAGGATTCCTAAATATGTGCT 
TAGAAATATCATGTGATAAAGAGGGACCTTCTTAATACACTGATGTTCTTCACTA 
AATGGATGGCCACAAGAAAAATAAAGTAAATGTCTTAAATAATTTAACCATAAA 
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TTTTCTGTCATGTGATACTGGAATATGGGATACTTTTCATGTTTATATATATNTAT 
ATATGTATATATATATACGATATATATATATATATAAACNTGAAATATATATATA 
TGGCTCCTTTGTGCCCCATGTCATTTTCAGATTATGGTAGCATGCTGATACAGCAC 
CATGAAAGAACTCAAGGAAAATATATCAATGTAAGAAGTTCACTCTTAGACCCA 
5 GTGTTCTGAGGTCACATGGGTTTGGACTGTCTCAATCAGAAAGATTAA.TGACTGT 
TATCAAGAACATGAACATTGGCTTCCTCCATAGAGAAGAAATCAGTATCTGAGTT 
GCATACCAGGCAGTATTAAAATCTAACAGGTCTGTTTGGCCCATTGATAGATACT 
CAAATGGTGTCTCCTTCTGGTTATGGATTTTGACCATTGATTACCTTTCTCAATGT 
AATGAAGTATTTTACAGTCAATTTGTGGTGTAAATGTTGCTCTTGTCTTTCCTTGC 

10 TTACAAACTACTTTCACATTGAACAGCTGTGAGACAGACATATTGAGATGCCTGC 
CCTTGTTAGTATTCATTTTATGCTGCCCAAGATATCATTTAATTTAGACTTAACAA 
GTATTTCCTTGTGATTATATTACTCTGTCCTTGTTAATAAAGTGCTGCTGTGTTTG 
ACTCTGAACATACTACCAAAACTTCTTCAAAGAGTTTTTTATGAAAGACTTTCCTC 
CTTTACAAGAAAGAAATGGGGTGCTGCCTTTCTGTTTAGTAAAAGCAGAATTTGC 

1 5 AGTGGCATCTAAAGAGATCTTTTTTAAATAAAAATTATGT ATTGTGGCATAATCC 
TTTTTTTGAGCTCTACAGAGAACAGTCTTTTGGTAATAGTGGCAGGTATTTATTCC 
TTCTGAATATATACCCCATTATAGGAATAACTGTTACTTATTTAGGATTCCATCAT 
TGAAAATTTTGACCCAAGGCACAGCAGTGAAATTTATAGTTCTCAATTTAGTTGT 
CATTATTGACAGGCATTGGTATTATTAGTCATTGCTAAGCAACTAAAACTTCATC 

20 AGTTCAAATAAGTTTTAATTGTCAAATGAAGTATAAACACATGAACTTTCTAGAA 
ATATTTCCTCTTTTGGATAGGTCTTTAACCAGTTCATATATATACTTTGTCAAATA 
...... .^^iEATGGATGTGTATGTGTACATTTATAAGA.^CGAGTATGGATAGATGCATrGAGm i 

25 SEQIDNO:373 

>3957 BLOOD 469133.9 U79258 gl710211 Human clone 23732 niRNA, partial cds. 0 
AACCCTTCCGGTGGGCTAGGTACTGAGCGCGCGAGGTGAGGAGTTGTGCAGGGT 
TTGGGGAAAGGAAGGCTGGCTTGGCGAGAGGGCAGGTTTGCGGGCTTTCGCCCC 
CTTTTCCAAAGACCAACAAAGAGTCCTTCCCCAACTCCCAACTCAACCCCTTTTG 

30 GAACTATGTGTGGTGGTTGGGACCCTGTGGCGCATCCTTGTCGCTCGTGTCCTTCT 
CATGCCCGGCGACGCGTCTTTGTGGTAACGCCCTGCTGCCATCTCTTTTCTTCTCT 
ATGCGAGGATTTGGACTGGCAGTGAGAATAAGAGACAACGATTCACGTCTACTT 
TCTAGGATGACTTCCATGTGCTCCATCTCGCGCGTCCCTGAGCATGTTGAATTTCC 
AAATCCTAAATAAGCCGCGCGGTGTAGTTTGTATTATGTTGCGTTTCTCTTTCTGC 

35 TTTCCTCGCCCTTTCTCCATCATCCTTTAGGCTCTACAGAGTGAAGGTTTAAATCC 
AAGGTCATGGCAAAACATCTGAAGTTCATCGCCAGGACTGTGATGGTACAGGAA 
GGGAACGTGGAAAGCGCATACAGGACCCTAAACAGAATCCTCACTATGGATGGG 
CTCATTGAGGACATTAAGCATCGGCGGTATTATGAGAAGCCATGCCGCCGGCGA 
CAGAGGGAAAGCTATGAAAGGTGCCGGCGGATCTACAACATGGAAATGGCTCGC 

40 AAGATCAACTTCTTGATGCGAAAGAATCGGGCAGATCCGTGGCAGGGCTGCTGA 
GGCCTGTGGGTGGGACACCCAGTGCGAAACCCTCATCCAGTTTTCTCTCCATCTC 
TTTTCTTTGTACAATCCCATTTCCTATTACCATTCTCTGCAATAAACTCAAATCAC 
ATGTCTGCAAGAAGGCCTCCAAATATAGAAACAATCCCATTAGTCAGCAGTGGA 
CCCTGTCTTTTATTAAGTGAAAGAAGAAACTGAGTCTGAAAGTACTCTAGGAGTA 

45 GAATGGTATTTGCCAGGGACTGGAGGAGGGGGCAGTGATNNNNNNlSn^^ 
KN]SINNNNN]SINNN^WN]Sras^^ 

NNNNN^s[N^MNM<^^«^^^ 

AAATTTTTTTAATGTAGTGAAATATGTCTACCATTTCCTACCCAATTTTTTTGAAT 
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CCCCAAGCAAAATCTTACTGAGAAAGCATCTATTACTTTTTATTAAACTGTTCCAT 
GTTAGGTAGAGAGGAGAAGATGCATGTATGTATTTGGAATAAATTCTGCTTCTGA 
AAACACCTATCAACCT 

5 SEQ ID NO: 374 

>3976 BLOOD 228434.6 U66097 g5058996 Human cell-line THP-1 GTP cyclohydrolase I 
niRNA, complete cds. 0 

TGTGCTCTAAAGGTGATCTAAGCAGGTCGCGTACCTTCCTCAGGTGACTCCGGCC 
ACAGCCCATTGTCCGCGGCCACCGGCGGAGTTTAGCCGCAGACCTCGAAGCGCC 

10 CCGGGGTCCTTCCCGAACGGCAGCGGCTGCGGCGGGTCCATGGAGAAGGGCCCT 
GTGCGGGCACCGGCGGAGAAGCCGCGGGGCGCCAGGTGCAGCAATGGGTTCCCC 
GAGCGGGATCCGCCGCGGCCCGGGCCCAGCAGGCCGGCGGAGAAGCCCCCGCG 
GCCCGAGGCCAAGAGCGCGCAGCCCGCGGACGGCTGGAAGGGCGAGCGGCCCC 
GCAGCGAGGAGGATAACGAGCTGAACCTCCCTAACCTGGCAGCCGCCTACTCGT 

15 CCATCCTGAGCTCGCTGGGCGAGAACCCCCAGCGGCAAGGGCTGCTCAAGACGC 
CCTGGAGGGCGGCCTCGGCCATGCAGTTCTTCACCAAGGGCTACCAGGAGACCA 
TCTCAGATGTCCTAAACGATGCTATATTTGATGAAGATCATGATGAGATGGTGAT 
TGTGAAGGACATAGACATGTTTTCCATGTGTGAGCATCACTTGGTTCCATTTGTTG 
GAAAGGTCCATATTGGTTATCTTCCTAACAAGCAAGTCCTTGGCCTCAGCAAACT 

20 TGCGAGGATTGTAGAAATCTATAGTAGAAGACTACAAGTTCAGGAGCGCCTTAC 
AAAACAAATTGCTGTAGCAATCACGGAAGCCTTGCGGCCTGCTGGAGTCGGGGT 
i AGTGGTTGAAGG AAC AC ACATGTGTATGGTAATGCGAGGTGTAC AGAAAATGAA 
.^^■V-,CAGCAAAAGTGTGACGAGGAGAATGTTGGGTGTGTTGGGGGAGGATCSAAAGAG 
• TGGGGAAGAGTTCGTGAGTGTGATXAGGAGGTGAGCTTGATTGAGTGTGTGTGCG 

25 TTGGTTGCCGATCGTACTGCCAGTAGCATTGTCTGTCTGTGCGGTCTTGTTTGTAC 
ATTGGATTTTGAATTGTTAGAGATGTGAAGTTTATTGGTTGTGAGTAATTATATTT 
AAAATTATTTCTAGGAAGTCAAATAAATATAATAAAGGGTTGAGCCGTGTAGTTT 
CTTCTTGCCACCTTTTTGTGGCAATATTAAAGTGAACTGCTAATAGTGTAAGTAC 
GTGGAGAAAAGGAGTGCGAGATAAGGAGAGGGGGGTGGGAAGGGAGAAGAATT 

30 AGTGTATTTTTTTGAAATAGTAGAGTAATTTGGGTGATAAGGATAGGAGGATTGG 
GAATGAGAGGGAAGTGTGGGGAGTATACTGTTTTTTTTGTTGGTGGAATAAAAGT 
GGTGTAGTGCGGAAAGTGCTAAAATATTTAGTGCGGTATTGCTCTGTGAATTCAA 
GTTGAAGAGACTTCACTTTGGTGATGTTTATTAAAGGAGGAGTGACATTTAAAAA 
TATATTTTTAGGAGTCGTAATGTTAGTGACGAAGGGAAGGTGGTGGAATGTGTAT 

35 GTTTTTGATTTTAGTGTGAGTTAAAAAGGCACATTTGTACGTTCTATTGTTTTTAA 
ATTCAAGAATAGGGAATTAGTTCCTGGTGTTGTTTACGAGTGTATTCTCGTGTCA 
ACATAGAGGGATTTAGAGATTTAAGTCTCTGTGGGTTGATAAGAATATCATTTAG 
AGTGTAGATAGTTTTGGGTTTTTAAAAAAGGCATTATTTTATGAGACTTAGTAGTG 
ACACTGCAAATAACTAGTCAGCTCAGTTTTAACTTTATAGGTTTATTGAGTTTCCT 

40 TTGTGTGATCCATGTAGATGGCTGAAAATGTNNNN1SINNNN>M^ 

TTATAAGATATTTTTGTAAGTATTTGGAGAAACATTTGAGAGTGGCCATGATTTTG 
AGGTGTGGAGAACGATAGGTTGCAGGGAGGTGAAGGAGGAGAGAATGAACTGAC 
GGTGGAAGACATTATGAGCTGTGTCCAACGTTTTAACCAAAGCGTATCGTACCAA 
GGATCTGTGAAAATGCACTGGAAGGTTGTGGTCGGGGTTTGGTTTGTGGTCTATGT 

45 GGGTCTTGTCCTCATTGTAACTCCGTATAGATGGTATAGGTATTTTAATGGTGGAA 
GGTGTTGCGTTATTAATGATTATGTTAAAATTTCCTGGATGGGGGAGCGTGGGCC 
AAATTAAAACAAACAAAACCGCAACTCCTGCACAGAAAGACAAACACAGTTATT 
GCATGAAGTTTAGTATTTGGTTGAGATAGTGCTGTTGAAATTCATGCCATTACCCT 
AAAAGTAATAACTTTGATGGTTGCTTTAAGTTTAGTCCCATCTGTGCCAGTTTGAT 
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GCTATTTGGGTTATGATGGGGCAAGATGGCAGAGGTATTGGGTTTTTTTGTTTTTT 
TCCATTCCTCTCTACTTCTGTTTCCTAGCTTTTTCTTTCTGGAGTTTAAGTACAGTG 
ATGGTTGGCTTGAGTACCTTTTTAAATCTAGCCCAGTATAAACATTAGCCTGCTTA 
ATATTTAGACATTTATAGGTAGAATTCTGAGCACTCAACTCATGTTTGGCATTTTA 
5 AAGTAAAAACAAGTGTGACTTCGAGGACCAAAGAAATTGTCAGCTATACATTTA 
TCTTTATGAACTCATTTATATTCCTTTTTAATGACTCGTTGTTCTAACATTTCCTAG 
AAGTGTTCTTATAAAGGTCTAATGTATCCACAGGCTGTTGTCTTATTAGTAAATG 
CAAAGTAATGACTTTGTCTGTTTTACTCTAGTCTTTAGTACTTCAAAATTACCTTT 
TCATATCCATGATCTTGAGTCCATTTGGGGGATTTTTAAGAATTTGATGTATTTCA 
10 ATACACTGTTCAAAATTAAATTGTTTAATTTTATGTATGAGTATGTATGTTCCTGA 
AGTTGGTCCTATTTAAATTATTAAACTATTGTAACTTTG 

SEQ ID NO: 375 

>4133 BLOOD 331022.43 U20938 gl926407 Human lymphocyte dihydropyrimidine 

15 dehydrogenase mRNA, complete cds. 0 

GAAAATGTATCCAAGGAAACATTTTATCATTAAAAATTACCTTTAATTTTAATGC 
TGTTTCTAAGAAAATGTAGTTAGCTCCATAAAGTACAAATGAAGAAAGTCAAAA 
AATTATTTGCTATGGCAGGATAAGAAAGCCTAAAATTGAGTTTGTAGAACTTTAT 
TAAGTAAAATCCCCTTCGCTGAAATTGCTTATTTTTGGTGTTGGATAGAGGATAG 

20 GGAGAATATTTACTAACTAAATACCATTCACTACTCATGCGTGAGATGGGTGTAC 
AAACTCATCCTCTTTTAATGGCATTTCTCTTTAAACTATGTTCCTAACAAAATGAG 
•• • . . ASrGATAGGATAGATCCTGGTTAGCACTCTTTTGGTGTGCACATAeGGGGTCTGAC 

. V (r- •-'.TGGTTTTAATAGTGACGTTGATGATTATAGCAACTAATGTTTGAAGAAAGGTCAA . ■■ 
■:■ ' - . CiAGTATGCAATGCTTCATmTTCAAGAATGAAAAATATAATGTTGATAATATATAT ■ 

25 TAAGTGTGCCAAATGAGTTTGACTAGTCTCTGTTTTAGTGTTTATGTTTAAAAGAA 
ATATATTTTTTGTTATTATTAGATAATATTTTTGTATTTCTCTATTTTCATAATCAG 
TAAATAGTGTCATATAAACTCATTTATCTCCTCTTCATGGCATCTTCAATATGAAT 
CTATAAGTAGTAAATCAGAAAGTAACAATCTATGGCTTATTTCTATGACAAATTC 
AAGAGCTAGAAAAATAAAATGTTTCATTATGCACTTTTAGAAATGCATATTTGCC 

30 ACAAAACCTGTATTACTGAATAATATCAAATAAAATATCATAAAGCATTTT 

SEQ ID NO: 376 

>4152 BLOOD 399962.1 ALl 37305 g6807770 Human mRNA; cDNA DKFZp434J197 
(from clone DKFZp434J197). 3e-09 

35 GCCTCGGTGTTCCCACCTAGGGGCGGGCAGCCAGGGGCACTTCCGCTGGCCCAA 
GTGATCTGCATGTGGCAGGGCTGCGCAGTGTGAGCGGCCAGTGGGCAGGATGAC 
GAGCCAGACCCCTCTGCCCCAGTCCCCCCGGCCCAGGCGGCCGACGATGTCTACT 
GTTGTGGAGCTGAACGTCGGGGGTGAGTTCCACACCACCACCCTGGGTACCGTGA 
GGAAGTTTCCGGGCTCAAAGCTGGCAGAGATGTTCTCTAGCTTAGCCAAGGCCTC 

40 CACGGACGCGGAGGGCCGCTTCTTCATCGACCGCCCCAGCACCTATTTCAGACCC 
ATGCTGGACTACGTGCGCAGTGGGCAAGTGCCCACACAGGACATCCCTGAAGTGT 
ACCGTGAGGCTCAGTTCTACGAAATCAAGCCTTTGGTCAAGCTGCTGGAGGACAT 
GCCACAGATCTTTGGTGAGCATGGTGTCTCGGAAGCAGTTTTTGCTGCAAGTGCC 
GGGCTACAGCGAGAACCTGGAGCTCATGGTGCGCCTGGCACGTGCAGAAGCCAT 

45 AACAGCACGGAAGTCCAGCGTGCTTGTGTCCTGGTGGAAACTGAGGAGCAGGAT 
GCATATTATTCAGAGGTCCTGTGTTTTCTGCAGGATAAGAAGATGTTCAAGTCTG 
TTGTCAAGTTTGGGCCCTGGAAGGCGGTCCTAGACAACAGCGACCTCATGCACTG 
CCTGGAGATGGACATTAAGGCCCAGGGGTACAAGGTATTCTCCAAGTTCTACCTG 
ACGTACCCCACCAAAAGAAACGAATTCCATTTTAACATTTATTCATTCACCTTCA 
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CCTGGTGGTGATCCTCAGGAGCAGAGACTGTTATGAATTCTGGCGTGGCTTATGA 
AATTAAAAGTTGCCATCAAAGCCATTTTCTTTTAATTTCACAAACATCAGGCAAT 
TTCCAGGGTTGGTCTAGAGTCTTGCCACTAAATATTGATCACTCGTTTAAGGACTT 
TCCACTCCATTGCAACTGATGCCACTATATTTGCCTAGCAACTTGCAGCTACTTCC 
5 TTTTCAAAGCCTCATGTATCTCCCAGACCCTTCTCTTGAAGTCCAATAACAAGAC 
CAAGTAAGAATGTTTCAACAATGCGTTGGCAAGAGATGTGAGATGACAACAGGA 
ACATACAAGATACTGTGAATCTAGATGTTCTGACCTAAAGATGTAGTCTACATAG 
CCCCAGCTTGGGGTCCAATCCATCTGTCCCTGGCATGTGCCTTCATGTAGTAGGT 
GCTTTCCTGATCCCCTTTGCGAGATGCTGTGGGTGCTAACACCTCAGAGCTGTCCT 

10 CTTCTCTAGAGTGGAGGTTTTCAAAGTGCATCATCAGCATTACCTGTGAACTTGC 
TGGAAATACAAATCCTCAGGCCCCACCTCAGACCTACTGAATCAGAATCTCTGGG 
GGTTGGGCACAGCATTCTGATTTACCAAACCCTCCAAGTGATTTTGATGTATTCT 
AATTTTGAGACCATCTCTAGAAAAGAATTGCTACCTCTTGTATGGAGGTACAAAA 
GACTGACCTCTTACATCAAGGAACTTCCTTTCCCAGAGCTCCTCATGGAATCAAG 

15 CTGAAGTCAGTCTTCTTCTGAGAGCACATTCTTACTCAGTTTTTTTCCTCTGTCCT 
ACGCTGCTTCCCTCACTCCCCTTCTCCTAAGAGCACTCCATCAATAAACCACTTGC 
ACGAG 

SEQ ID NO: 377 

20 >4181 BLOOD 350387.28 Z271 13 g415387 Human gene for RNA polymerase n subunit 
14.4 kD.O 

V GGGTTACGGGGG AGGCGCAAGATAAGGTAGGAGGCGCGCGAGTCGTAGTGTCGC ' 
. iTGTTTGCGGGTCTGCGCGeGGGAGGGGGTGGGGAGCGGGGTGGGTGAGGCGAGGG 
. . ■ ; TGTCATGTGAGACAACGAGGACAATTTTGATGGCGACGAGTTTGATGATGTGGAGv 
25 GAGGATGAAGGGCTAGATGACTTGGAGAATGCCGAAGAGGAAGGCCAGGAGAA • 
TGTCGAGATCCTCCCCTGTGGGGAGCGACCGCAGGCGAACCAGAAGCGAATGAC 
CACACCATACATGACCAAGTACGAGCGAGCCCGCGTGCTGGGCACCCGAGGGCT 
CCAGATTGCGATGTGTGCCCCTGTGATGGTGGAGCTGGAGGGGGAGACAGATCC 
TCTGCTCATTGCCATGAAGGAACTCAAGGCCCGAAAGATGCCCATCATGATTCGG 
30 CGTTACCTGCCAGATGGGAGCTATGAAGACTGGGGGGTGGACGAGCTGATCATC 
ACCGACTGAGCTGGAGTCATCTTCCTGCCCTTGCCCCATGCCCAATTTTCATTCTC 
ACTTTATATGTGTAAATAATAAAATATTCAACTTTCCAAAAAAAAAAAAAAGGG 

SEQ ID NO: 378 

35 >4191 BLOOD Hs.l71495 gnl|UG|Hs#S4798 Human hap mKNA encoding a DNA-binding 
hormone receptor /cds=(32 1,1 667) /gb=Y00291 /gi=32025 /ug=Hs.l71495 /len=2972 
CGGGGTAGGATCCGGAACCCATTCGGAAGGCTTTTTGCAAGCATTTACTTGGAAG 
GAGAACTTGGGATCTTTCTGGGAACCCCCCGCCCCGGCTGGATTGGCCGAGCAA 
GCCTGGAAAATGGTAAATGATCATTTGGATCAATTACAGGCTTTTAGCTGGCTTG 

40 TCTGTCATAATTGATGATTCGGGGCTGGGAAAAAGACCAAGAGCCTACGTGCGA 
AAAAAGGGGCAGAGTTTGATGGAGTTGGGTGGACTTTTCTATGGCATTTGCCTCC 
ACACCTAGAGGATAAGCACTTTTGCAGACATTGAGTGCAAGGGAGATCATGTTTG 
ACTGTATGGATGTTCTGTCAGTGAGTCCTGGGCAAATCCTGGATTTCTACACTGC 
GAGTCCGTCTTCCTGCATGCTCCAGGAGAAAGCTCTCAAAGCATGCTTCAGTGGA 

45 TTGACCCAAACCGAATGGCAGCATCGGCACACTGCTCAATCAATTGAAACAGAG 
AGCACCAGCTCTGAGGAACTCGTCCCAAGCCCCCCATCTCCACTTCCTCCCCCTC 
GAGTGTACAAAGGCTGCTTGGTCTGCCAGGACAAATCATCAGGGTACCACTATGG 
GGTCAGCGCCTGTGAGGGATGTAAGGGCTTTTTCCGCAGAAGTATTCAGAAGAA 
TATGATTTACACTTGTCACCGAGATAAGAACTGTGTTATTAATAAAGTCACCAGG 
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AATCGATGCCAATACTGTCGACTCCAGAAGTGCTTTGAAGTGGGAATGTCCAAA 
GAATCTGTCAGGAATGACAGGAACAAGAAAAAGAAGGAGACTTCGAAGCAAGA 
ATGCACAGAGAGCTATGAAATGACAGCTGAGTTGGACGATCTCACAGAGAAGAT 
CCGAAAAGCTCACCAGGAAACTTTCCCTTCACTCTGCCAGCTGGCTAAATACACC 
5 ACGAATTCCAGTGCTGACCATCGAGTCCGACTGGACCTGGGCCTCTGGGACAAAT 
TCAGTGAACTGGCCACCAAGTGCATTATTAAGATCGTGGAGTTTGCTAAACGTCT 
GCCTGGTTTCACTGGCTTGACCATCGCAGACCAAATTACCCTGCTGAAGGCCGCC 
TGCCTGGACATCCTGATTCTTAGAATTTGCACCAGGTATACCCCAGAACAAGACA 
CCATGACTTTCTCAGACGGCCTTACCCTAAATCGAACTCAGATGCACAATGCTGG 

10 ATTTGGTCCTCTGACTGACCTTGTGTTCACCTTTGCCAACCAGCTCCTGCCTTTGG 
AAATGGATGACACAGAAACAGGCCTTCTCAGTGCCATCTGCTTAATCTGTGGAGA 
CCGCCAGGACCTTGAGGAACCGACAAAAGTAGATAAGCTACAAGAACCATTGCT 
GGAAGCACTAAAAATTTATATCAGAAAAAGACGACCCAGCAAGCCTCACATGTT 
TCCAAAGATCTTAATGAAAATCACAGATCTCCGTAGCATCAGTGCTAAAGGTGCA 

1 5 GAGCGTGTAATTACCTTGAAAATGGAAATTCCTGGATC AATGCC ACCTCTCATTC 
AAGAAATGATGGAGAATTCTGAAGGACATGAACCCTTGACCCCAAGTTCAAGTG 
GGAACACAGCAGAGCACAGTCCTAGCATCTCACCCAGCTCAGTGGAAAACAGTG 
GGGTCAGTCAGTCACCACTCGTGCAATAAGACATTTTCTAGCTACTTCAAACATT 
CCCCAGTACCTTCAGTTCCAGGATTTAAAATGCAAGAAAAAACATTTTTACTGCT 

20 GCTTAGTTTTTGGACTGAAAAGATATTAAAACTCAAGAAGGACCAAGAAGTTTTC 
ATATGTATCAATATATATACTCCTCACTGTGTAACTTACCTAGAAATACAAACTTT 

■ ;V; TCCAATTTTAAAAAATCAGCCATTTGATGCAAGCAGAAACTAGTTAAAAGCTTGT 

. -V, ATTTTCCTCTTTGAACAGI^eAAGATGGATGGeAAAGACCCAGTCAAAATGATTTA . 
CCeCTGGTTAAGTOTGTGAAGACTTTGTACATACAGAAGTATGGCTGTGTTeTTTC 

25 TATAGTGTATGTTTGGTGCTTTCCTTTTGTCTTGCATACTCAAAATAACCATGACA 
CCAAGGTTATGAAATAGACTACTGTACACGTCTACCTAGGTTCAAAAAGATAACT 
GTCTTGCTTTCATGGAATAGTCAAGACATCAAGGTAAGGAAACAGGACTATTGA 
CAGGACTATTGTACAGTATGACAAGATAAGGCTGAAGATATTCTACTTTAGTTAG 
TATGGAAGCTTGTCTTTGCTCTTTCTGATGCTCTCAAACTGCATCTTTTATTTCATG 

30 TTGCCCAGTAAAAGTATACAAATTCCCTGCACTAGCAGAAGAGAATTCTGTATCA 
GTGTAACTGCCAGTTCAGTTAATCAAATGTCATTTGTTCAATTGTTAATGTCACTT 
TAAATTAAAAGTGGTTTATTACTTGTTTAATGACATAACTACACAGTTAGTTAAA 
AAAAATTTTTTTACAGTAATGATAGCCTCCAAGGCAGAAACACTTTTCAGTGTTA 
AGTTTTTGTTTACTTGTTCACAAGCCATTAGGGAAATTTCATGGGATAATTAGCA 

35 GGCTGGTCTACCACTGGACCATGTAACTCTAGTGTCCTTCCTGATTCATGCCTGAT 
ATTGGGATTTTTTTCCAGCCCTTCTTGATGCCAAGGGCTAATTATATTACATCCCA 
AAGAAACAGGCATAGAATCTGCCTCCTTTGACCTTGTTCAATCACTATGAAGCAG 
AGTGAAAGCTGTGGTAGAGTGGTTAACAGATACAAGTGTCAGTTTCTTAGTTCTC 
ATTTAAGCACTACTGGAATTTTTTTTTTTGATATATTAGCAAGTCTGTGATGTACT 

40 TTCACTGGCTCTGTTTGTACATTGAGATTGTTTGTTTAACAATGCTTTCTATGTTC 
ATATACTGTTTACCTTTTTCCATGGACTCTCCTGGCAAAGAATAAAATATATTTAT 
TTT 

SEQ ID NO: 379 

45 >4215 BLOOD 237648.6 AF006305 §2213931 Human 26S proteasome regulatory subunit 
(SUG2) mRNA, complete cds. 0 

CATGGACAGGTCCAGGTACTCCTGGTTGGAGTCACAGGCCACGATGCGGTCCAG 

GTCTTCCACCAGCTGCTTGAAGGTGGGTCTCTGTGAGGGCACTGCATGCCAGCAG 

TCCCGCATCATCATGTACAGCTCGTTGGTGCAGTTACTGGGCTTCTCATCATGGC 
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GGACCCTAGAGATAAGGCGCTTCAGGACTACCGCAAGAAGTTGCTTGAACACAA 
GGAGATCGACGGCCGTCTTAAGGAGTTAAGGGAACAATTAAAAGAACTTACCAA 
GCAGTATGAAAAGTCTGAAAATGATCTGAAGGCCCTACAGAGTGTTGGGCAGAT 
CGTGGGtGAAGTGCTTAAACAGTTAACTGAAGAAAAATTCATTGTTAAAGCTACC 
5 AATGGACCAAGATATGTTGTGGGTTGTCGTCGACAGCTTGACAAAAGTAAGCTG 
AAGCCAGGAACAAGAGTTGCTTTGGATATGACTACACTAACTATCATGAGATATT 
TGCCGAGAGAGGTGGATCCACTGGTTTATAACATGTCTCATGAGGACCCTGGGA 
ATGTTTCTTATTCTGAGATTGGAGGGCTATCAGAACAGATCCGGGAATTAAGAGA 
GGTGATAGAATTACCTCTTACAAACCCAGAGTTATTTCAGCGTGTAGGAATAATA 

1 0 CCTCCAAAAGGCTGTTTGTTATATGGACCACCAGGTACGGGAAAAACACTCTTGG 
CACGAGCCGTTGCTAGCCAGCTGGACTGCAATTTCTTAAAGGTTGTATCTAGTTC 
TATTGTAGACAAGTACATTGGTGAAAGTGCTCGTTTGATCAGAGAAATGTTTAAT 
TATGCTAGAGATCATCAACCATGCATCATTTTTATGGATGAAATAGATGCTATTG 
GTGGTCGTCGGTTTTCTGAGGGTACTTCAGCTGACAGAGAGATTCAGAGAACGTT 

1 5 AATGGAGTTACTGAATC AAATGGATGGATTTGAT ACTCTGCATAGAGTTAAAATG 
ATCATGGCTACAAACAGACCAGATACACTGGATCCTGCTTTGCTGCGTCCAGGAA 
GATTAGATAGAAAAATACATATTGATTTGCCAAATGAACAAGCAAGATTAGACA 
TACTGAAAATCCATGCAGGTCCCATTACAAAGCATGGTGAAATAGATTATGAAG 
CAATTGTGAAGCTTTCGGATGGCTTTAATGGAGCAGATCTGAGAAATGTTTGTAC 

20 TGAAGCAGGTATGTTCGCAATTCGTGCTGATCATGATTTTGTAGTACAGGAAGAC 
TTCATGAAAGCAGTCAGAAAAGTGGCTGATTCTAAGAAGCTGGAGTCTAAATTG 
• . . V GA'CTACA.AACGTO.TGTAATTTACTGTAAGATTTTT.GATGGCTGCATGA€AGATGT.. ;, 
- r- : TGGGTTATTGTAAAAAl^AAAGTTAAA@AAAATAATGTATGTATTGG>rAATGATGT i- 
( : eAO:'TAAAAGTAmTGAATAAAAATATGAGTAACATCATAAAAATTAGTAATTeA^' . . 

25 AG.TTTTAAGATACAGAAGAAATTTGTATGTTTGTTAAAGTTGCATTTATTGCAGC 
AAGTTACAAAGGGAAAGTGTTGAAGCTTTTCATATTTGCTGCGTGAGCATTTTGT 
AAAATATTGAAAGTGGTTTGAGATAGTGGTATAAGAAAGCATTTCTTATGACTTA 
TTTTGTATCATTTGTTTTCCTCATCTAAAAAGTTGAATAAAATCTGTTTGATTCAG 
TTCTCCTACAAAAAAAGTCATAAGAAATGCTTTCTTATACCACTATCTCAAACCA 

30 CTTTCAATATTTTACAAAATGCTCACGCAGCAAATATGAAAAGCTTCAACACTTT 
CCCTTTGTAACTTGCTGCAATAAATGCAACTTTAACAAACATACAAATTTCTTCTG 
TATCTTAAAAGTTGAATTACTAATTTTTA 

SEQ ID NO: 380 

35 >4222 BLOOD 1099671 .1 X71901 g483524 Human ERF-1 mRNA 3' end. 0 

CGCGATCTAGAACCCAAACCTAACAGTATATATTTTATCATTTTCAAGGGAGTCA 
TGCTCCATTGCGGGCCCTTCGGTTTCGTGGCTCCCATGTCCCCCTCTCCACCTCCC 
GCCAAAACGGCGCAGCGTGACAAGCCATATGTTCCACTCCGGTGGGGGCGAGAG 
AGAAGCAACAATAAGTTAAAAGTGCCGCCTCCCTCCACCTCTTTACCTTCATTCT 

40 TACCAAAGTAACCTTTTTTCATTGTTCTAGAGTCTTGAGGTGTGTGTGGGGAGGA 
TGGAGGAGGAGGGAGGGTTGTGGCGCCGCCCAGAATTCGGAGCGCGCGTGGAA 
AGTAGTGAGTTGCTCGGTGGGCTTTTTCTGGGAGGAAGGGGCATTCAGGAAGGA 
TTAGGGTTTTCITGACTAAAAAGTTTAAAGATTGGATGCGTGAAAAGAAACGGC 
ACGCCTAGGCCTGGTAAAACAAACAATCGTCCCGGGTTGTGGTCTTTTTTTTGCG 

45 GCGCCCCCCACCCGCCCACACCCGGAGAGCGCCGGCTGCAAAGCGAGCGCGAGT 
GTCGACGCGTGCGACGCACTAAATTGTGCCGCGCTCGCGCCCCGCCAGACCATGT 
CCTCCTGGGGAAAAAGTTTCCCTAGTCCCCCCAGCACCGCGCCCCACCCTACGCC 
CCGCTGGAAAAAAAACAGCAACATAAAATCCTAGGCTTGAACATTCTGTGCGTC 
CCAAATTTCTAATGTCCTCGGCCTGCCCGGTTTGCCGAAGGGAGCCGAGTGTCGA 
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AGAGAAGTCGGGTAAAGGTAAGTTGTGCAGACACTTGGGGAAGTTTCAAGGAGA 
CCGCCAGCTCAAGATGGAAACCGCGGCCCGGGCGCTAAGGACGGGCTTCAGCTC 
CCGCTGGCAAAAAGAGAAAGTCGAGCCCGCCTTCCTGCCCAACAAAAAACAACA 
ACATGACAACAAGAACCCCGGAGGGAGTGGAATGAGTGACGTCACAGCCGCGCT 
5 CTGAGGCTGACAAAGGAGGGGGCGCGCCCCTCCCGCTCTGCGCCCGCGCGGCCC 
CGGAGAGGGGGCGCCTGAAGCGCCGGGTAGGGAAGTCAGCCGACTTGAAACTTT 
TCCTCTTNNNNNKNbWNNNNNNN^^ 

TTTTTTTTCCGCCTTCTTTTCTCGTCTCCCTCCCCCTTCTTCCTTTTGAAAGTTTCTT 
CTCCTCCCCCTGCCCCCCCTCCCCGCCTGACCGCATGGCTGATTCAACTCCAGTGT 

1 0 CAATCAACTTCTTTTTCCTCCTCTTCCTCATTTAAATAAGTTTAAAGCTCCTCCTCC 
CCCCGGCCCACCAAATCTGAACTTTATAAATTGGGCTTTGCGCGCCCCAGCCCGG 
AGTCAGAAAGGCGAGGGGCGCCGGGAACTGGCGTGTGGGACTCCAGACAGGAG 
AGGCTGCGCCTTCCCCGCACCGGGACCTTCGCGACACACCAGATCCTCGCCCCTG 
GCTCGCGCGAACGCACAGGATGACCACCACCCTCGTGTCTGCCACCATCTTCGAC 

1 5 TTGAGCGAAGTTTTATGCAAGGTAAAGGGGGGCGGAGC ATTTGCTTTTCAAAAA 
GTCTTTTTCTTTTGCCTTAAGAAAGAACCCCCAAAAGTTTGGGTCTTGGAAGGCA 
ATGGGGAAAGTGGTGCAGCGAGATGATTCTTTTCTCCTCCGGCATTTCTCCCAAG 
TTTGAAGGAATTTGGCCCCGTCCTTCCCACCCTTTGAGTTTCAACAGTTGCTGGCG 
GGGATTACATGTGAATCTGGAGGCCAGGGTTTTGAGGGGCGAAGTTTGCCTGGC 

20 AGGGCAGCCCGGGGGCTTCGGGGGGAGGGCTGGGATTGGGACAAGTTTTGGGCG 
ATCCTGTTTTACGTAACGTGCTGCTGGATCCCAGGTTTGCTGGTCTGATCGGGTTC 
• GGAGTCTGGGGGCTAGGTCTGGCGAGGGGGATTACCCACCCGTGGGGTgrGGGAGT. 
. • ry- •, -^GGGAGGTCCCTGGGGGAAGTGAGTCTGGGGACAATGTTTTCGTCGAGTGTTTGGG.^' 
GGGAGGTGGGGATATGGGAGGAAGAAAGGCGAAGTTGTGATTGAAAAAGATGTT 

25 GCAGAACAAGTTTGCAGTGGGGCTTGAGTCCGCCCTAGCTCCGTTGGGCTTCTTC 
CCGGGATAGGGGATGGTGGAGCAAAGTTTGGGGTGAAAGAGGGATTGAGGTTGA 
CCCGCTTACGTGTGTTGGGGAGGCATTGCGGGTCATCGATTGGGGGCGGGGTTGG 
GGGGGGAGGTGGCGACAAAATGCTGGCTTGAACTCGAGAGTCCCGCGAGTAAGG 
ATTTAATGGGGGCCTCCTTAAAACATGTTGCTTGTCAGGGAGTGTTGAAAAAGCA 

30 AGTTTTAAAGTCGGAATGTTGGAGGAGTGGGGTTTAAATGTAGATAGGAA7V*lGTG 

tatggatgttgttaaatttgtttgcaagctgggggtgggaatttgaaagggtgaag 
ctgctgggctactttttaattgctgaagtgttttgccttctccagccaggagctgg 
gaaggctgtttgggcgtagcatggggctgggcgggggtgggtgcgggaggaggtt 
cctcttgcggcccatgtccgagtcccctcacatgtttgagtctggggcgagcggtg 

35 aggattctctctcggaccaggagggctacctgagcagctgcagcaggagggaca 
gtgggtcagactggcggaccttggagaagtgaagaggggtgggcatcttgagcag 
actttggatgtgagatgagtaagggagggtagggagggaggtggtgcgtagtgca 
gcccgtaccctggacggacatgccataccctcttctccgtacccatgccattgccc 
acaggccctacattaacaaggttaagctcaacccctttcccccagcacctcagaa 

40 tgtgccgtccctctccccctcataaccccacctaacataaggacaagtgaatttg 
tcagtaggttgttgtgggttgaaacgggctggctgggattttataggggacttacg 
atggataagagagaagtggcatattttgtcagtagatgcctttttttttgggggtt 
aagccttaagtgccaaatcacaagagaaaaagcagtaacagtttacagaagcaa 
cttagtgggttgtaatgtaagtttgtgactgtgactagattaggtgttgaggggga 

45 gagggcacccgtgggcctcccggaggctctgcccatgggggggtggagacgggg 
aaccagcagccccctccactggcgacacaactgcaccttccctcatttcagtctc 
gcggacagttattggtgctggcgtcttgggggtggcaggtctggaggtgtaggggc 
cgcggggggaccaggggggcggcttggaagagttgttggcagagcagggttttgg 

GGGAAAGCTGTCTTGACATTGAAAAGGTTTTTCTTCGCGATCTGAAGGGCTGTTGA 



305 



wo 02/074979 



PCT/US02/08456 



CTAATCTTGCCTGGGTTTGTGTAGGTCTGCAGGAAGGAAGGCTGAAAAAGCGGA 
CGAAGATTTTGACTTAAGTGGGACTTTGTGATTTAATTTTTTCTTTTTTTTAAGTG 
GGGAGGAAGGGGAAGCTAGATGGACTAGGAGAGACTTGATTTTGGTGCTAAAGT 
TCCCCAGTTCATATGTGACATCTTTTTAAAAAAAATAACAACAAAAAAAAAATG 
5 AGAGAAAAGCTAAAAAAAAAAAAGTAAGGGGTGAGCAGTTAATGGTATTCATTC 
CACATACAATATCTGTGTAAAACGATTTCCTGTAGAAGTAGCTTTAATGGTTTTT 
GCTCTAGAATACCGTAGGTCTATCCTTAGAGCACTCACGCCATGCTTTCTTCCCTG 
GGTTTTAAACTTCATATAACTTTCAGAAATTGGAGAGCAAAAATTTTGCTTGTCA 
CTGCACATCAATATAAAAAAGCTTATTTAACTTATCAAAACGTATTTATTGCCAA 

1 0 ACTATGCTTTTTTTTGTTAATTTTGTTCATATTTATCGGGATGACAAATCCATAGA 
ATATATTCTTTTATGTTAAATTATGATCTTCATATTAATCTTAAAATTTTGTGACG 
TGTCTTTTTCCTTTTTTTCCACAGTTTTAATATATTATTCTTCAACGACATTTTTTG 
TAACTTTACACTTTTTTGGTTATTTTATTTTAAAAAAAATGAAAAATTAATTTAAA 
AAAATGCAAAAAACTGTTGGATTATTTATTTTAGAAATTCCCCCCTTTGTGTTGG 

1 5 ACTGCAAATTGAGTTTCTTTCTCTTTAGGCCTTTCAC AACTAGGACTGAGAATGTA 
TGTAAAAGTTCTGTGACAGTACAGAAGGAAAACAACTTTTTATGTATAGCTTCTA 
AAAGGGGAAAAAAAAAAAAAAGAGAAACCCTTTGACTTCCACGTGCCCATCTCA 
AGACATTCCACTCACAGATTTGAGGTTCTGGATTCCAGGTCTGGAGTTTTCCAAT 
GTTAATGTAAACAGAACTGGCACACACACATTAAGATGAATGTAATTATTATTCC 

20 TCTTGCTGGTCACTACCGTCGCTTTCTATTTCTCTTTCTTTGTGTGAATTTATTTAA 
. AAGAAAAAAAAACTTTTTGTAACGACTATTTGCAGTTTAAAAATCAATAAACCCC 

•,/=;;::'GTTTinTCAAGAAAGAAAA:;i. ■ <' ' ■. ' v-' a ^ ■■. 

A" REEQroNO:38I-; ■ --^'V- ■ -v'V V; . .v ' 

25 ,, >4336 BLOOD 992306.1 X51521 g31282 Human iiiRNAifor ezrin. 0 : 

CCATCTTTGTATATTTACATGCTTAGAGGGGTGAAAATTATTTTGGAAATTGAGT 
CTGAAGCACTCTCGCACACACAGTGATTCCCTCCTCCCGTCACTCCACGCAGCTG 
GCAGAGAGCACAGTGATCACCAGCGTGAGTGGTGGAGGAGGACACTTGGATATT 
TTTTTAGTTTTTTTTTTTTTGGCTTAACAGTTTTAGAATACATTGTACTTATACACC 
30 TTATTAATGATCAGCTATATACTATTTATATACAAGTGATAATACAGATTTGTAA 
CATTAGTTTTAAAAAGGGAAAGTTTTGTTCTGTATATTTTGTTACCTTTTACAGAA 
TAAAAGAATTACATATGAAAAACCCTCTAAACCATGGCACTTGATGTGATGTGGC 
AGGAGGGCAGTGGTGGAGCTGGACCTGCCTGCTGCAGTCACGTGTAAACAGGAT 
TATTATTAGTGTTTTATGCATGTAATGGACTATGCACACTTTTAATTTTGTCAGAT 
35 TCACACATGCCACTATGAGCTTTCAGACTCCAGCTGTGAAGAGACTCTGTTTGCT 
TGTGTTTGTTTGCAGTCTCTCTCTGCCATGGCCTTGGCAGGCTGCTGGAAGGCAG 
CTTGTGGAGGCCGTTGGTTCCGCCCACTCATTCCTTCTCGTGCACTGCTTTCTCCT 
TCACAGCTAAGATGCCATGTGCAGGTGGATTCCATGCCGCAGACATGAAATAAA 
AGCTTTG 

40 

SEQ ID NO: 382 

>4365 BLOOD 198264.2 D42039 g577290 Human mRNA for KIAA0081 gene, partial cds. 
0 

GGAGGCGGGGCCTCGGAAAGGCGGACAGGAAGGCGTGTGCAAGGCGGGGTCCG 
45 GCCCGCGCAGGTCGGGTAAGCGCGTCTAGGGCGCTGCGCGGCGCAGCGAAAATG 
GCGGCTTCCAGGTGGGCGCGCAAGGCCGTGGTCCTGCTTTGTGCCTCTGACCTGC 
TGCTGCTGCTGCTACTGCTACCACCGCCTGGGTCCTGCGCGGCCGAAGGCTCGCC 
CGGGGACGCCCGACGAGTCTACCCCACCTCCCCGGAAGAAGAAGAAGGATATTC 
GCGATTACAATGATGCAGACATGGCGCGTCTTCTGGAGCAATGGGAGAAAGATG 
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ATGACATTGAAGAAGGAGATCTTCCAGAGCACAAGAGACCTTCAGCACCTGTCG 
ACTTCTCAAAGATAGACCCAAGCAAGCCTGAAAGCATATTGAAAATGACGAAAA 
AAGGGAAGACTCTCATGATGTTTGTCACTGTATCAGGAAGCCCTACTGAGAAGG 
AGACAGAGGAAATTACGAGCCTCTGGCAGGGCAGCCTTTTCAATGCCAACTATG 
5 ACGTCCAGAGGTTCATTGTGGGATCAGACCGTGCTATCTTCATGCTTCGCGATGG 
GAGCTACGCCTGGGAGATCAAGGACTTTTTGGTCGGTCAAGACAGGTGTGCTGAT 
GTAACTCTGGAGGGCCAGGTGTACCCCGGCAAAGGAGGAGGAAGCAAAGAGAA 
AAATAAAACAAAGCAAGACAAGGGCAAAAAAAAGAAGGAAGGAGATCTGAAAT 
CTCGGTCTTCCAAGGAAGAAAATCGAGCTGGGAATAAAAGAGAAGACCTGTGAT 

10 GGGGCAGCAGTGACGCGCTGTGGGGGGACAGGTGGACGTGGAGAGCTCTTTGCC 
CAGCTCCTGGGGTGGGAGTGGTCTCAGGCAACTGCACACCGGATGACATTCTAGT 
GTCTTCTAGAAAGGGTCTGCCACATGACCAGTTTGTGGTCAAAGAATTACTGCTT 
AATAGGCTTCAAGTAAGAAGACAGATGTTTTCTAATTAATACTGGACACTGACAA 
ATTCATGTTTACTATAAAATCTCCTTACATGGAAATGTGACTGTGTTGCTTTTTCC 

1 5 C ATTTAC ACTTGGTGAGTC ATCAACTCTACTGAGATTCC ACTCCCCTCCAAGCAC 
CTGCTGTGATTGGGTGGCCTGCTCTGATCAGATAGCAAATTCTGATCAGAGAAGA 
CTTTAAAACTCTTGACTTAATTGAGTAAACTCTTCATGCCATATACATCATTTTCA 
TTATGTTAAAGGTAAAATATGCTTTGTGAACTCAGATGTCTGTAGCCAGGAAGCC 
AGGGTGTGTAAATCCAAAATCTATGCAGGAAATGCGGAGAATAGAAAATATGTC 

20 ACTTGAAATCCTAAGTAGTTTTGAATTTCTTTGACTTGAATCTTACTCATCAGTAA 
GAGAACTCTTGGTGTCTGTCAGGTTTTATGTGGTCTGTAAAGTTAGGGGTTCTGTT 

■. : . TTGTTTCCTTATTTAGGAAAGAGTACTGGTGGTGTGGAGGGGTTATATGTTCGATT 

•. ■ .'TAATGTGACAGTTTTAAAGGATTTAAGTAGGGAATGAGAGTCCTTTGGAGAG.TGT 
■- ■ GACAGACGACTGAATAACCTCATTTGTTTCTAA^iCATTTTTCTTTGATAAAGTGCG 

25 TAAATCTGTGCTTTCGTATAGAGTAACATGATGTGCTACTGTTGATGTCTGATTTT 
GCCGTTCATGTTAGAGCCTACTGTGAATAAGAGTTAGAACATTTATATACAGATG 
TCATTTCTAAGAACTAAAATTCTTTGGGAAAAACCCTCAATTGTGATTTTAATAA 
ATTAAAAGTAGCACATTACATGGTTAGAAAATGTCAGTGTTAAAGAATGGTACA 
AAGTGAAAAGTGTATCCCTCTCTTGCCGCCGGTGGTAGCTTGTCCCAGTGGAAGC 

30 TGCTGTTAACAATTTGTGCCCCCACATCCCCCTCCCTGCCCATCCACCAAAAAAA 
AGTACATTTACTTATGTAAATGTACTTATGGTGATGTATGTTTGTTTTGGCCTCAC 
AGCATCTGTTTCCCCTTAATTTGGTAGCTGCTCACATTTCCCTCGAAAGAACCACA 
CCCTCTGCATTCTCAGTTCTTTGCTTTGGATGGGACATTTGCCCTGCAGTCCCCCC 
ACCCTCCAGGCCATGCCCTCTCCAGGGTGAGGCCTGTGTGATCTACCGTACTAGG 

35 GTACTAGGCCCTGAAAGAGGCTTTTCTTGTTCCTCCTGCATCTTGAACCTGGAGC 
GGGAGCTGTTGTAGGCCCCGCCCTTGGAGAAGAGAACTGTCTGACAGTGGGGAG 
AGAGCGCCACACCCTGGTGGCATAAACGAGTCCCTGAATCATGCCGTGGCTGAA 
CCAAGCCCTGTCTGTGGGCTTTTTCTGTTGTACTCAGGGCAGTTTGATGGGGTTAC 
TGTCCTGCATAGCCATAATGGCCCAGTATAAAGCAGCTGTTTTGATGAGATAATT 

40 GCTTTAATTAAGCAAAAGGTAGCAAAGCTTTCACTCCGCCCTGTACCTTCTGTTTC 
CACTTAGGAGCCTTCCCATGTCAGAATGTGCAGATCTGTCTCATTGTTTCCTGTGC 
AGTGTGCCCCCACTTCACCCAGTAGTTTCTGTGTGTCTGTTATGTACTAGGTACTA 
CAAGGTGCCAGGACGGTGTAGATACAGCCTCTGCTATCGTAAAACTCAATGATTC 
GGTGGGGGAAGACAAATGTCAGTAATGTACAAAGTAAAATGGCAGCTGTTAGAA 

45 GTATGAAAGGGGCAGGGTAGGGGGAGGTAGAATCTTCCCTGACCAGGTTAAGAA 
AACCAGAGGCCTTCTCTGAGGGCAAGAGGAGGAGAGGAGAAATAGAGTAAGGC 
AGGCAGAGGAAACAGTCTGAGCTAAGACCCTGTGGCTAGAAGTGGCAGAGGGA 
GAGGCAGCAGGAAGGCCAGCGGGGAGGCTGGGGCCCAGTGCAGGCCCAGGTTG 
GAGGAGCGTAGCACATGGAGTTTGGTAGGAGTTTGGGACGCCCTGGTGGATCTT 
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AATTGTGATGGGGTGGGTGTGAAAGGCAGTCCAGGTTGCACTGGTTGCACAGGA 
GAAGTGATCAGAAGAGGACCCCAGCAGGTGTGAGCCGTGAGCAGAGGTGCTTCA 
GTAGTGCAGGCCATAGCTGAAGGTGTCCTACATCAGCAGGGTGATGGTGAGGTT 
TGAACCACTGTTTCACTGCATAGTCCCTGCTGATGGACACTTGAGTGTTCAGATTT 
5 TTTGCTGGTATATTCAGTGCTGCAGTGGACATTTTCATACAAAATATTTCGGTACA 
CTTTTGTTTATATCTGAAAGGTAAATTCCTAGCAGTAGAATTATTAGAGCAAACG 
GAATTTAACATTTTGGTGTGTATTGCCAAATTGCCCTCCCAAGTGGTTTAGTCAGC 
TTACCCTTGCCAACAATAGATCTATCCTTGCCAGCCTTGGGCATCACATTTACCA 
GTTTAATAGATTGTAAAACCATATCTTAATTGGCTACCCTGAAGCCACCATACTG 
1 0 GAGAGGCTGCGTACAGTGTTTCACGTAGAGAGAGGGATACCCAGGAGGCCCACC 
TGCTCCAACCCCAGCTGCATGAGTCTTCCCAGCCCAGGCACAGACATGTGGATAA 
GATTTAAACATTTCCAGCCCCAGCCTTCAAGCAATCCTAGTTGACACTGAGGGGA 
GCCAACATAAGCTGAGCTGAGAAACAGTCTGCCCAGTCTGCAGATTCATGAGCA 
AAAGAAATGTTG 

15 

SEQ ID NO: 383 

>4369 BLOOD Hs.77274 gnl|UG|Hs#S572505 H.sapiens uPA gene /cds=(l 19,1414) 
/gb=X02419 /gi=37601 /ug=Hs.77274 /len=2344 

AGCACAGTCGGAGACCGCAGCCCGGAGCCCGGGCCAGGGTCCACCTGTCCCCGC 

20 AGCGCCGGCTCGCGCCCTCCTGCCGCAGCCACCGAGCCGCCGTCTAGCGCCCCGA 
CCTCGCCACCATGAGAGCCCTGCTGGCGCGCCTGCTTCTCTGCGTCCTGGTCGTG 
; AGCGAGTCCAAAGGCAGCAATGAAeTT.CATCAAGTTCCATCGAACTGTGACTGTC • 
. , ^TAAATGGAGGAACATGTGTGTGGAJ^CAAGTACT^eT.GCAACATTGAC^FGGTGGA/v.. 
^- •GTGGGCAAAGAAATTCGGAGGGGAGCAGTGTG'i^£^iATAGATAAGTGAAAAAGCTG 

25 CTATGAGGGGAATGGTCACTTTTACCGAGGAAAGGCCAGCACTGACACCATGGG 
CCGGCCCTGCCTGCCCTGGAACTGTGCCACTGTCCTTCAGCAAACGTACCATGCG 
CACAGATCTGATGCTCTTCAGCTGGGCCTGGGGAAACATAATTACTGCAGGAACC 
CAGACAACCGGAGGCGACCCTGGTGCTATGTGCAGGTGGGCCTAAAGCCGCTTG 
TCCAAGAGTGCATGGTGCATGACTGCGCAGATGGAAAAAAGCCCTCCTCTCCTCC 

30 AGAAGAATTAAAATTTCAGTGTGGCCAAAAGACTCTGAGGCCCCGCTTTAAGATT 
ATTGGGGGAGAATTCACCACCATCGAGAACCAGCGCTGGTTTGCGGCCATCTAGA 
GGAGGCACCGGGGGGGCTCTGTCACCTACGTGTGTGGAGGCAGCCTCATGAGCC 
CTTGCTGGGTGATCAGCGCCACACACTGGTTCATTGATTACCCAAAGAAGGAGGA 
CTACATCGTCTACCTGGGTCGCTCAAGGCTTAACTGCAACACGCAAGGGGAGATG 

35 AAGTTTGAGGTGGAAAACCTCATCCTACACAAGGACTACAGCGCTGACACGCTT 
GCTCACCACAACGACATTGCCTTGCTGAAGATCCGTTCCAAGGAGGGCAGGTGT 
GCGCAGCCATCCCGGACTATACAGACCATCTGCCTGGCCTGGATGTATAACGATC 
CCCAGTTTGGCACAAGCTGTGAGATCACTGGCTTTGGAAAAGAGAATTCTACCGA 
CTATCTCTATCCGGAGCAGCTGAAAATGACTGTTGTGAAGCTGATTTCCCACCGG 

40 GAGTGTCAGCAGCCCCACTACTACGGCTCTGAAGTCACCACCAAAATGCTGTGTG 
CTGCTGACCCAGAGTGGAAAACAGATTCCTGCCAGGGAGACTCAGGGGGAGCCC 
TCGTCTGTTCCCTCCAAGGCCGCATGACTTTGACTGGAATTGTGAGCTGGGGCCG 
TGGATGTGCCCTGAAGGACAAGCCAGGCGTCTACACGAGAGTCTCACACTTCTTA 
CCCTGGATCCGCAGTCACACCAAGGAAGAGAATGGCCTGGCCCTCTGAGGGTCG 

45 CCAGGGAGGAAACGGGCACCACCCGCTTTCTTGCTGGTTGTCATTTTTGCAGTAG 
AGTCATCTCCATCAGCTGTAAGAAGAGACTGGGAAGATAGGCTCTGCACAGATG 
GATTTGCCTGTGCCACCCACCAGGGTGAACGACAATAGCTTTACCCTCAGGCATA 
GGCCTGGGTGCTGGGTGCCCAGACCCCTCTGGCCAGGATGGAGGGGTGGTCCTG 
ACTCAACATGTTACTGACCAGCAACTTGTCTTTTTCTGGACTGAAGCCTGCAGGA 
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GTTAAAAAGGGCAGGGCATCTCCTGTGCATGGGTGAAGGGAGAGCCAGCTCCCC 
CGACGGTGGGCATTTGTGAGGCCCATGGTTGAGAAATGAATAATTTCCCAATTAG 
GAAGTGTAACAGCTGAGGTCTCTTGAGGGAGCTTAGCCAATGTGGGAGCAGCGG 
TTTGGGGAGCAGAGACACTAACGACTTCAGGGCAGGGCTCTGATATTCCATGAA 
5 TGTATCAGGAAATATATATGTGTGTGTATGTTTGCACACTTGTGTGTGGGCTGTG 
AGTGTAAGTGTGAGTAAGAGCTGGTGTCTGATTGTTAAGTCTAAATATTTCCTTA 
AACTGTGTGGACTGTGATGCCACACAGAGTGGTCTTTCTGGAGAGGTTATAGGTC 
ACTCCTGGGGCCTCTTGGGTCCCCCACGTGACAGTGCCTGGGAATGTACTTATTC 
TGCAGCATGACCTGTGACCAGCACTGTCTCAGTTTCACTTTCACATAGATGTCCCT 
1 0 TTCTTGGCCAGTTATCCCTTCCTTTTAGCCTAGTTCATCCAATCCTCACTGGGTGG 
GGTGAGGACCACTCCTTACACTGAATATTTATATTTCACTATTTTTATTTATATTT 
TTGTAATTTTAAATAAAAGTGATCAATAAAATGTGATTTTTCTGA 

SEQ ID NO: 384 

15 >4373 BLOOD 347357.1 M30818 gl88902 Human interferon-induced cellular resistance 
mediator protein (MxB) mRNA, complete cds. 0 

GGGACAGGAGAGGAGCTGAATCCTGAGATTGTATCGCTAGGAGCCCCCAAAGTA 
CGATGACGGTCCTCGGGCCAGCATGGGGGTGCATTGGCACCATGTAAGGAAAGG 
GGCCCTCCCGTGGCACCGTTGGAGTGGGGCGGTGTGGGGTTGTTCGGAGAGAAA 
20 AGTTTCCCATGAGCTCTGTTTCAGCAAACGGCGATGACCACTTTCGTGGCAACTA 
AACAGTCTTGCCTTCCTGCACGTGGACATTTTTCTTCATGCATATTTCTCTTGCAA 
:< ■ ^^ATGGTTCTATTGTTTGTATAACAGTATTT-CAOJGAGCGGAGAAGAGTTGGAAGCAA 
• -. ^ .>AAA.T,CXGTTCATGAGAAATAG€TTGTGAGGAAGATCGGAGGT 

- A AGAAAGCATCCCCCAGGTGTGAGAGGGAGACAGCAGATGTCTAAGGCCGACAAG - 

25 CCTTGGCCCTACCGGAGGAGAAGTCAATTTTCTTCTCGAAAATACCTGAAAAAAG 
AAATGAATTCCTTCCAGCAACAGCCACCGCCATTCGGCACAGTGCCACCACAAAT 
GATGTTTCCTCCAAACTGGCAGGGGGCAGAGAAGGACGCTGCTTTCCTCGCCAA 
GGACTTCAACTTTCTCACTTTGAACAATCAGCCACCACCAGGAAACAGGAGCCA 
ACCAAGGGCAATGGGGCCCGAGAACAACCTGTACAGCCAGTACGAGCAGAAGG 

30 TGCGCCCCTGCATTGACCTCATCGACTCCCTGCGGGCTCTGGGTGTGGAGCAGGA 
CCTGGCCCTGCCAGCCATCGCCGTCATCGGGGACCAGAGCTCGGGCAAGAGCTC 
TGTGCTGGAGGCACTGTCAGGAGTCGCGCTTCCCAGAGGCAGCGGAATCGTAAC 
CAGGTGTCCGCTGGTGCTGAAACTGAAAAAGCAGCCCTGTGAGGCATGGGCCGG 
AAGGATCAGCTACCGGAACACCGAGCTAGAGCTTCAGAGACCCTGGCCAGGTGG 

35 AGAAAGAGATACACAAAGCCCAGAACGTCATGGCCGGGAATGGCCGGGGCATC 
AGCCATGAGCTCATCAGCCTGGAGATCACCTCCCCTGAGGTTCCAGACCTGACCA 
TCATTGACCTTCCCGGCATCACCAGGGTGGCTGTGGACAACCAGCCCCGAGACAT 
CGGACTGCAGATCAAGGCTCTCATCAAGAAGTACATCCAGAGGCAGCAGACGAT 
CAACTTGGTGGTGGTTCCCTGTAACGTGGACATTGCCACCACGGAGGCGCTGAGC 

40 ATGGCCCATGAGGTGGACCCGGAAGGGGACAGGACCATCGGTATCCTGACCAAA 
CCAGATCTAATGGACAGGGGCACTGAGAAAAGCGTCATGAATGTGGTGCGGAAC 
CTCACGTACCCCCTCAAGAAGGGCTACATGATTGTGAAGTGCCGGGGCCAGCAG 
GAGATCACAAACAGGGCTGAGCTTGGCAGAGGCAACCAAGAAAGAAATTACATT 
CTTTCAAACACATCCATATTTCAGAGTTOTCCTGGAGGAGGGGTCAGCCACGGTT 

45 CCCCGACTGGCAGAAAGACTTACCACTGAACTCATCATGCATATCCAAAAATCGC 
TCCCGTTGTTAGAAGGACAAATAAGGGAGAGCCACCAGAAGGCGACCGAGGAG 
CTGCGGCGTTGCGGGGCTGACATCCCCAGCCAGGAGGCCGACAAGATGTTCTTTC 
TAATTGAGAAAATCAAGATGTTTAATCAGGACATCGAAAAGTTAGTAGAAGGAG 
AAGAAGTTGTAAGGGAGAATGAGACCCGTTTATACAACAAAATCAGAGAGGATT 
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TTAAAAACTGGGTAGGCATACTTGCAACTAATACCCAAAAAGTTAAAAATATTAT 
CCACGAAGAAGTTGAAAAATATGAAAAGCAGTATCGAGGCAAGGAGCTTCTGGG 
ATTTGTCAACTACAAGACATTTGAGATCATCGTGCATCAGTACATCCAGCAGCTG 
GTGGAGCCCGCCCTTAGCATGCTCCAGAAAGCCATGGAAATTATCCAGCAAGCTT 
5 TCATTAACGTGGCCAAAAAACATTTTGGCGAATTTTTCAACCTTAACCAAACTGT 
TCAGAGCACGATTGAAGACATAAAAGTGAAACACACAGCAAAGGCAGAAAACA 
TGATCCAACTTCAGTTCAGAATGGAGCAGATGGTTTTTTGTCAAGATCAGATTTA 
CAGTGTTGTTCTGAAGAAAGTCCGAGAAGAGATTTTTAACCCTCTGGGGACGCCT 
TCACAGAATATGAAGTTGAACTCTCATTTTCCCAGTAATGAGTCTTCGGTTTCCTC 

10 CTTTACTGAAATAGGCATCCACCTGAATGCCTACTTCTTGGAAACCAGCAAACGT 
CTCGCCAACCAGATCCCATTTATAATTCAGTATTTTATGCTCCGAGAGAATGGTG 
ACTCCTTGCAGAAAGCCATGATGCAGATACTACAGGAAAAAAATCGCTATTCCT 
GGCTGCTTCAAGAGCAGAGTGAGACCGCTACCAAGAGAAGAATCCTTAAGGAGA 
GAATTTACCGGCTCACTCAGGCGCGACACGCACTCTGTCAATTCTCCAGCAAAGA 

1 5 GATCCACTGAAGGGCGGCGATGCCTGTGGTTGTTTTCTTGTGCGTACTCATTCATT 
CTAAGGGGAGTCGGTGCAGGATGCCGCTTCTGCTTTGGGGCCAAACTCTTCTGTC 
ACTATCAGTGTCCATCTCTACTGTACTCCCTCAGCATCAGAGCATGCATCAGGGG 
TCCACACAGGCTCAGCTCTCTCCACCACCCAGCTCTTCCCTGACCTTCACGAAGG 
GATGGCTCTCCAGTCCTTGGGTCCCGTAGCACACAGTTACAGTGTCCTAAGATAC 

20 TGCTATCATTCTTCGCTAATTTGTATTTGTATTCCCTTCCCCCTACAAGATTATGA 
GACCCCAGAGGGGGAAGGTCTGGGTCAAATTCTTCTTTTGTATGTCCAGTCTCCT 
: >• .- • ■ i . . GGACAGCACCTGCAGGATTGTAACTGGTTAATAAATGAGATCTCACTGAACGAAT 
; V i ; . . '. i ■ GAGTGGTGTGTAAGTGATGGAQATAGCTGAGGCTATTGGTCAAGGCCAGGCCTTG 
GACATTTAGTGACTGTTAGCGG6TCCCTTTCAGATCGAGTGGCGATGCCCCGTGG. . 

25 TTCCCATGGTTCACTGTCATTGTGTTTCCCAGCCTCTCCACTCCCCCGCCAGAAAG 
GAGCCTGAGTGATTCTCTTTTCTTCTTGTTTCCCTGATTATGATGAGCTTGCATTGT 
TCTGTTAAGTCTTGAAGAGGAATTTAATAAAGCAAAGAAACTTTTTAAAAACGTA 
GC 



30 SEQ ID NO: 385 

>4374 BLOOD 231109.2 AF133423 §6434899 Human tetraspanin TM4-A mRNA, complete 
cds. 0 

GACTGCNGCGGCTGCGCGGAGGAGCGAGGCACTTGCTGGGGTCGGGGCTGCGCG 
ACGGCGCAGGGGCTGCGGGGAGCGCCGCGCAGGCCGTGCAGTTCCTAGCGAGGA 

35 GGCGCCGCCGCCATTGCCGCTCTCTGCGGTGAGCGCAGCCCCGCTCTCCGGGCCG 
GGCCTTCGCGGGCCACCGGCGCCATGGGCCAGTGCGGCATCACCTCCTCCAAGA 
CCGTGCTGGTCTTTCTCAACCTCATCTTCTGGGGGGGAGCTGGCATTTTATGCTAT 
GTGGGAGCCTATGTCTTCATCACTTATGATGACTATGACCACTTCTTTGAAGATGT 
GTACACGCTCATCCCTGCTGTAGTGATCATAGCTGTAGGAGCCCrGCTTTTCATC 

40 ATTGGGCTAATTGGGCTGCTGTGCCACAATCCGGGAAAGTCGCTGTGGACTTGGC 
ACGTTTGTCATCATCCTGCTCTTGGTTTTTGTCACAGAAGTTGTTGTAGTGGTTTT 
GGGATATGTTTACAGAGCAAAGGTGGAAAATGAGGTTGATCGCAGCATTCAGAA 
AGTGTATAAGACCTACAATGGAACCAACCCTGATGCTGCTAGCCGGGCTATTGAT 
TATGTACAGAGACAGCTGCATTGTTGTGGAATTCACAACTACTCAGACTGGGAAA 

45 ATACAGATTGGTTCAAAGAAACCAAAAACCAGAGTGTCCCTCTTAGCTGCTGCA 
GAGAGACTGCCAGCAATTGTAATGGCAGCCTGGCCCACCCTTCCGACCTCTATGC 
TGAGGGGTGTGAGGCTCTAGTTGTGAAGAAGCTACAAGAAATCATGATGCATGT 
GATCTGGGCCGCACTGGCATTTGCAGCTATTCAGCTGCTGGGCATGCTGTGTGCT 
TGCATCGTGTTGTGCAGAAGGAGTAGAGATCCTGCTTACGAGCTCCTCATCACTG 
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GCGGAACCTATGCATAGTTGACAACTCAAGCCTGAGCTTTTTGGTCTTGTTCTGA 
TTTGGAAGGTGAATTGAGCAGGTCTGCTGCTGTTGGCCTCTGGAGTTCATTTAGT 
TAAAGCACATGTACACTGGTGTTGGACAGAGCAGCTTGGCTTTTCATGTGCCCAC 
CTACTTACCTACTACCTGCGACTTTCTTTTTCCTTGTTCTAGCTGACTCTTCATGCC 
5 CCTAAGATTTTAAGTACGATGGTGAACGTTCTAATTTCAGAACCAATTGCGAGTC 
ATGTAGTGTGGTAGAATTAAAGGAGGACACGAGCCTGCTTCTGTTACCTCCAAGT 
GGTAACAGGACTGATGCCGAAATGTCACCAGGTCCTTTCAGTCTTCACAGTGGAG 
AACTCTTGGCCAAAGGTTTTTGGGGGGAGGAGGAGGAAACCAGCTTTCTGGTTA 
AGGTTAACACCAGATGGTGCCCCTCATTGGTGTCCTTTTAAAAAATATTTACTGT 

10 AGTCCAATAAGATAGCAGCTGTACAAAATGACTAAAATAGATTGTAGGATCATA 
TGGCGTATATCTTGGTTCATCTTCAAAATCAGAGACTGAGCTTTGAAACTAGTGG 
TTTTTAATCAAAGTTGGCTTTATAGGAGGAGTATAATGTATGCACTACTGTTTTAA 
AAGAATTAGTGTGAGTGTGTTTTTGTATGAATGAGCCCATTCATGGTAAGTCTTA 
AGCTTGTTGGAAATAATGTACCCATGTAGACTAGCAAAATAGTATGTAGATGTGA 

1 5 TCTCAGTTGT AAAT AGAAAAATCTAATTCAATAAACTCTGTATCAGCCCCCAACA 
TATTATTTTTCATTATTTGGGGGATATTTCAGTTCCAGAGCAGCAGTATCATGTTT 
TCTTTGTTGGTGCTGTCTATAGTTCATCATGGTTTACGTGTGTTTTCGTTATAGCTG 
TTGCCAGATTCTAAAGGGCTTGATATTCAAAAAACCACAGATGCTTTCAGTCCAG 
TATATCCTAGAAATATAGAGCTCTACTTTGTGCAATGCACTGGGGATACAGTGGC 

20 GATACTGTCCTTGTCTTCAAGGAGTTCGGAGTCCTAGTATAGG 

SEQ mNO:386: r '. '^^ — - V . . ^; ; . 

■>4379 BLOOD 234480.42-.X76648 g531404Hurnari.niRNA,for glutaredoxiil. 0 ■ V?, .. ; ... ■ 
GCAGXTTATGGTTCCGGAGAGGTGAGTAAACTCTGATCATTGCCAATGGGCAGGC , 

25 AGTCCCCAAATGTCCAAGGACAACAAAGATACCCAGAGTGTCTTTCATAGCTACC ' 
AATGATTAAATAGCAAGTATTGCATTCCTGGGCATTGCTAACTAGTGAAGTATAC 
CAGATGGAAATGTCTTCGAAGCTGTCCCTTTAAAACTCGAGCAAGCTACCAGGCA 
AACTCCGCCTCCAGGGAGGTTCCTTATTAAATAGGAGCCAACTGGCTGGGTCGGG 
GCTCAATACCCCAAGCAATACCTGCAACTGAGGATTCTTCCCGGGGAGACCGCA 

30 GCCCATCGGCATGGCTCAAGAGTTTGTGAACTGCAAAATCCAGCCTGGGAAGGT 
GGTTGTGTTCATCAAGCCCACCTGCCCCGTACTGCAGGAGGGCCCAAGAGATCCT 
CAGTCAATTGCCCATCAAACAAGGGCTTCTGGAATTTGTCGATATCACAGCCACC 
AACCACACTAACGAGATTCAAGATTATTTGCAACAGCTCACGGGAGCAAGAACG 
GTGCCTCGAGTCTTTATCGGTAAAGATTGTATAGGCGGATGCAGTGATCTAGTCT 

35 CTTTGCAACAGAGTGGGGAACTGCTGACGCGGCTAAAGCAGATTGGAGCTCTGC 
AGTAACCACAGATCTCATAGGAAATGTTCAACAATTCTGTGAAAGGTCACAGGA 
CCCAATTGGAGAAATCATATGAAAAGCATAGTTGGTCTTGGTGTCATATGGATCA 
GAGGCACAAGTGCAGAGGCTGTGGTCATGCGGAACACTCTGTTATTTAAGATGG 
CTATCCAGATAATCCTGAACACTGTGTATTTATTTTATTTAGACTACCAGCAAAG 

40 ATTAAAGCATGAAATGTAAAACATCTGATAAAACTTACAGCCCCCTACACCAAG 
AGTGTATCTGTGAAAGAGCTCCTACACTTTGAAAACTTAAGAATCCCTTATCATG 
AAGTTTGCCTGTTCTAGAATTGTAAGATTGTTAATTTCCTTCAATCTCTAGTGACA 
ACACTTAATTTCTTTTCTAATAAAAAAAACCTATAGATGATTCAGTGATTTTTGTC 
CAATTCATTTGCATGTTCTCAAGACATTAAGGAATGTTATGCGAAATACACTAAC 

45 TTAAAACTGTGTTTATATTTGGCCCTGCCATTATAAATAAAGACACGTGCTGCTG 
TCACTCACTGAGTACAAATGGCTGATATAATTTTGAAGTTTCATATAAACATGA 
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SEQ ID NO: 387 

>4400 BLOOD 331689.1 1 L36870 g685175 Hirnian MAP kinase kinase 4 (MKK4) mRNA, 
complete cds. 0 

CTCCCAACAATGGCGGCTCCGAGCCCGAGCGGCGGCGGCGGCTCCGGGGGCGGC 
5 AGCGGCAGCGGCACCCCCGGCCCCGTAGGGTCCCCGGCGCCAGGCCACCCGGCC 
GTCAGCAGCATGCAGGGTAAACGCAAAGCACTGAAGTTGAATTTTGCAAATCCA 
CCTTTCAAATCTACAGCAAGGTTTACTCTGAATCCCAATCCTACAGGAGTTCAAA 
ACCCACACATAGAGAGACTGAGAACACACAGCATTGAGTCATCAGGAAAACTGA 
AGATCTCCCCTGAACAACACTGGGATTTCACTGCAGAGGACTTGAAAGACCTTGG 

1 0 AGAAATTGGACGAGGAGCTTATGGTTCTGTCAACAAAATGGTCCACAAACC AAG 
TGGGCAAATAATGGCAGTTAAAAGAATTCGGTCAACAGTGGATGAAAAAGAACA 
AAAACAACTTCTTATGGATTTGGATGTAGTAATGCGGAGTAGTGATTGCCCATAC 
ATTGTTCAGTTTTATGGTGCACTCTTCAGAGAGGGTGACTGTTGGATCTGTATGG 
AACTCATGTCTACCTCGTTTGATAAGTTTTACAAATATGTATATAGTGTATTAGAT 

1 5 GATGTTATTCCAGAAGAAATTTTAGGCAAAATCACTTTAGCAACTGTGAAAGCAC 
TAAACCACTTAAAAGAAAACTTGAAAATTATTCACAGAGATATCAAACCTTCCA 
ATATTCTTCTGGACAGAAGTGGAAATATTAAGCTCTGTGACTTCGGCATCAGTGG 
ACAGCTTGTGGACTCTATTGCCAAGACAAGAGATGCTGGCTGTAGGCCATACATG 
GCACCTGAAAGAATAGACCCAAGCGCATCACGACAAGGATATGATGTCCGCTCT 

20 GATGTCTGGAGTTTGGGGATCACATTGTATGAGTTGGCCACAGGCCGATTTCCTT 
ATCCAAAGTGGAATAGTGTATTTGATCAACTAACACAAGTCGTGAAAGGAGATC 
■■: CTCGGGAGCTGAGTAATTCTGA.GGAAAGGGAA.TTCTCGCCGAGTTTC ATGAACTT : 
, - ^ "•■iTGTCAAGTTGTGGCTTAGGAAGGATGAATGCAAA^GGGCAAAGTAT.AAAGAG : ;•• 
1 TCTGAAACATCGCTTTATTTTGATGTATGAAGAACGTGCCGTTGAGGTCGeATGC 

25 ?.;erATGTTTGTAAAATCCTGGATCAAATGCCAGCTACTCCCAGCTCTCCCATGTATGT 
CGATTGATATCGCTGCTACATCAGACTCTAGAAAAAAGGGCTGAGAGGAAGCAA 
GACGTAAAGAATTTTCATCCCGTATCACAGTGTTTTTATTGCTCGCCCAGACACC 
ATGTGCAATAAGATTGGTGTTCGTTTCCATCATGTCTGTATACTCCTGTCACCTAG 
AACGTGCATCCTTGTAATACCTGATTGATCACACAGTGTTAGTGCTGGTCAGAGA 

30 GACCTCATCCTGCTCTTTTGTGATGAACATATTCATGAAATGTGGAAGTCAGTAC 
GATCAAGTTGTTGACTGTGATTAGATCACATCTTAAATTCATTTCTAGACTCAAA 
ACCTGGAGATGCAGCTACTGGAATGGTGTTTTGTCAGACTTCCAAATCCTGGAAG 
GACACAGTGATGAATGTACTATGTCTGAACATAGAAACTCGGGCTTGAGTGAGA 
AGAGCTTGCACAGCCAACGAGACACATTGCCTTCTGGAGCTGGGAGACAAAGGA 

35 GGAATTTACTTTCTTCACCAAGTGCAATAGATTACTGATGTGATATTCTGTTGCTT 
TACAGTTACAGTTGATGTTTGGGGATCGATGTGCTCAGCCAAATTTCCTGTTTGA 
AATATCATGTTAAATTAGAATGAATTTATCTTTACCAAAAACCATGTTGCGTTCA 
AAGAGGTGAACATTAAAATATAGAGACAGGACAGAATGTGTTCTTTTCTCCTTTA 
CCAGTCCTATTTTTCAATGGGAAGACTCAGGAGTCTGCCACTTGTCAAAGAAGGT 

40 GCTGATCCTAAGAATTTTTCATTCTCAGAATTCGGTGTGCTGCCAACTTGATGTTC 
CACCTGCCACAAACCACCAGGACTGAAAGAAGAAAACAGTACAGAAGGCAAAG 
TTTACAGATGTTTTTAATTCTAGTATTTTATCTGGAACAACTTGTAGCAGCTATAT 
ATTTCCCCTTGGTCCCAAGCCTGATACTTTAGCCATCATAACTCACTAACAGGGA 
GAAGTAGCTAGTAGCAATGTGCCTTGATTGATTAGATAAAGATTTCTAGTAGGCA 

45 GCAAAAGACCAAATCTCAGTTGTTTGCTTCTTGCCATCACTGGTCCAGGTCTTCA 
GTTTCCGAATCTCTTTCCCTTCCCCTGTGGTCTATTGTCGCTATGTGACTTGCGCTT 
AATCCAATATTTTGCCTTTTTTCTATATCAAAAAACCTTTACAGTTAGCAGGGATG 
TTCCTTACCAAGGATTTTTAGCCCCAAATCTCTCATATTCGCTAGTGTTTAAAAGG 
CTAAGAATAGTGGGGCCCAGCCGATGTGGTAGGTGATAAAGAGGCATCTTTTCT 
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AGAGACACATTGGACCAGATGAGGATCCGAAACGGCAGCCTTTACGTTCATCAC 
CTGCTAGAACCTCTCGTAGTCCATCACCATTTCTTGGCATTGGAATTCTACTGGAA 
AAAAATACAAAAAGCAAAACAAAACCCTCAGCACTGTTACAAGAGGCCATTTAA 
GTATCTTGTGCTTCTTCACTTACCCATTAGCCAGGTTCTCATTAGGTTTTGCTTGG 
5 GCCTCCCTGGCACTGAACCTTAGGCTTTGTATGACAGTGAAGCAGCACTGTGAGT 
GGTTCAAGCACACTGGAATATAAAACAGTCATGGCCTGAGATGCAGGTGATGCC 
ATTACAGAACCAAATCGTGGCACGTATTGCTGTGTCTCCTCTCAGAGTGACAGTC 
ATAAATACTGTCAAACAATAAAGGGAGAATGGTGCTGTTTAAAGTCACATCCCT 
GTAAATTGCAGAATTCAAAAGTGATTATCTCTTTGATCTACTTGCCTCATTTCCCT 

1 0 ATCTTCTCCCCCACGGTATCCTAAACTTTAGACTTCCCACTGTTCTGAAAGGAGA 
CATTGCTCTATGTCTGCCTTCGACCACAGCAAGCCATCATCCTCCATTGCTCCCGG 
GGACTCAAGAGGAATCTGTTTCTCTGCTGTCAACTTCCCATCTGGCTCAGCATAG 
GGTCACTTTGCCATTATGCAAATGGAGATAAAAGCAATTCTGACTGTCCAGGAGC 
TAATCTGACCGTTCTATTGTGTGGATGACCACATAAGAAGGCAATTTTAGTGTAT 

15 TAATCATAGATTATTATAAACTATAAACTTAAGGGCAAGGAGTTTATTACAATGT 
ATCTTTATTAAAACAAAAGGGTGTATAGTGTTCACAAACTGTGAAAATAGTGTAA 
GAACTGTACATTGTGAGCTCTGGTTATTTTTCTCTTGTACCATAGAAAAATGTATA 
AAAATTATCAAAAAGCTAATGTGCAGGGATATTGCCTTATTTGTCTGTAAAAAAT 
GGAGCTCAGTAACATAACTGCTTCTTGGAGCTTTGGAATATTTTATCCTGTATTCT 

20 TGTTTGAATTCCTCCTCTATTTAAGATATATACATGGAATCGAAGTGTTTATGTAA 
TAGTTCTATCCTTTTGCCTGCAGGTCAGTTGTAATAAATCTAGGATGTGATGATG 

. , . AGTTTGTAATTTGATTTTGTGAAATCAGACCGTGAGAGGGGAAAATCTTAAAGTA . 

■ 'AArpTACATTAAATTATGTeTG.GAT.TTGACAGGAGG; ■ ■ A v:.:'^ ' - , ■ ■ •. 

25 SEQ ID NO: 388 - " 

>4408 BLOOD gil2046421|gb|AA3 93452. 1|AA3 93452 zt71c01.rl Soares_testis_NHT Homo 
sapiens cDNA clone IMAGE:727776 5' similar to WP:D2045.8 CE00608 TNF-ALPHA 
INDUCED PROTEIN B12 ;, mRNA sequence 

CTCATTGTTTTGGACAGTCTCAAACAGCACTATTTCATTGACAGAGATGGACAGA 
30 TGTTCAGATATATCTTGAATTTTCTACGAACATCCAAACTCCTCATTCCTGATGAT 
TTCAAGGACTACACTTTGTTATATGAAGAGGCAAAATATTTTCAGCTTCAGCCCA 
TGTTGTTGGAGATGGAAAGATGGAAGCAGGACAGAGAAACTGGTCGATTTTCAA 
GGGCCTGTGAGTGCCTCGTCGTGCGTGTGGCCCCAGACCTCGGAGAAAGGATCA 
CGCTAAGCGGTGACAAATCCTTGATAGAAGAAGTATTTCCAGAGATCGGCGACG 
35 TGATGTGTAACTCTGTCAATGCAGGCTGGAATCACGACTCGACGCACGTCATCAG 
GTTTCCACTAAATGGCTACTGTCACCTCAACTCAGTCCAGGTCCTCTAGAGGTTG 
CAGCANAGAGGATTTGAAATCGTGGGCT 

SEQ ID NO: 389 

40 >4409 BLOOD Hs. 1 97877 gnl|UG|Hs#S 1 969960 Homo sapiens cDNA FLJ20693 fis, clone 
KAIA2667 /cds=(83,1195) /gb=AK000700 /gi=7020950 /ug=Hs.l97877 /len=3148 
AACTTCTCGGGAAGATGAGGCAGTTTGGCATCTGTGGCCGAGTTGCTGTTGCCGG 
GTGATAGTTGGAGCGGAGACTTAGCATAATGGCAGAACCTGTTTCTCCACTGAAG 
CACTTTGTGCTGGCTAAGAAGGCGATTACTGCAGTCTTTGACCAGTTACTGGAGT 

45 TTGTTACTGAAGGATCACATTTTGTTGAAGCAACATATAAGAATCCGGAACTTGA 
TCGAATAGCCACTGAAGATGATCTGGTAGAAATGCAAGGATATAAAGACAAGCT 
TTCCATCATTGGTGAGGTGCTATCTCGGAGACACATGAAGGTGGCATTTTTTGGC 
AGGACAAGCAGTGGGAAGAGCTCTGTTATCAATGCAATGTTGTGGGATAAAGTT 
CTCCCTAGTGGGATTGGCCATATAACCAATTGCTTCCTAAGTGTTGAAGGAACTG 
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ATGGAGATAAAGCCTATCTTATGACAGAAGGATCAGATGAAAAAAAGAGTGTGA 

AGACAGTTAATCAACTGGCCCATGCCCTTCACATGGACAAAGATTTGAAAGCTG 

GCTGTCTTGTACGTGTGTTTTGGCCAAAAGCAAAATGTGCCCTCTTGAGAGATGA 

CCTGGTGTTAGTAGACAGTCCAGGCACAGATGTCACTACAGAGCTGGATAGCTG 

GATTGATAAGTTTTGCCTAGATGCTGATGTCTTTGTTTTGGTCGCAAACTCTGAAT 



CAAGCCTAATATTTTCATTCTCAATAATCGTTGGGATGCCTCTGCATCAGAGCCA 
GAATATATGGAAGACGTACGCAGACAGCACATGGAAAGATGCCTGCATTTCTTG 
GTGGAGGAGCTCAAAGTTGTAAATGCTTTAGAAGCACAGAATCGTATCTTCTTTG 

10 TTTCAGCAAAGGAAGTTCTTAGTGCTAGAAAGCAAAAAGCACAGGGGATGCCAG 
AAAGTGGTGTGGCACTTGCTGAAGGATTTCATGCAAGATTACAGGAATTTCAGA 
ATTTTGAACAAATCTTTGAGGAGTGTATCTCGCAGTCAGCAGTGAAAACAAAGTT 
CGAACAGCACACTATCAGAGCTAAACAGATACTAGCTACTGTGAAAAACATAAT 
GGATTCAGTAAACCTGGCAGCTGAAGATAAAAGGTTTCATGTGCAATGACAGAT 

1 5 GAAATTTGTCGACTGTCTGTTTTGGTTGATG AATTTTGTTCAGAGTTTCATCCTAA 
TCCAGATGTATTAAAAATATATAAAAGTGAATTAAATAAGCACATAGAGGATGG 
TATGGGAAGAAATTTGGCTGATCGATGCACCGATGAAGTAAACGCCTTAGTGCTT 
CAGACCCAGCAAGAAATTATTGAAAATTTGAAGCCATTACTTCCAGCTGGTATAC 
AGGATAAACTACATACACTGATCCCTTGCAAGAAATTTGATCTCAGTTATAATCT 

20 AAATTACCACAAGTTATGTTCAGATTTTCAAGAGGATATTGTATTTCGTTTTTCCC 
TGGGCTGGTCTTCCCTTGTACATCGATTTTTGGGCCCTAGAAATGCTCAAAGGGT 

; : .GeTGCTAGGATTATGAGAGCGTATCTTTGAGGTGCCTAGATGrrTTAGCTTCTACTC 



25 ATTATTGTTGGAGGAGTGATTTGGAAAACTATAGGCTGGAAACTCCTATCTGTTT 
CATTAACTATGTATGGAGCTTTGTATCTTTATGAAAGACTGAGCTGGACCACCCA 
TGCCAAGGAGCGAGCCTTTAAACAGCAGTTTGTAAACTATGCAACTGAAAAACT 
GAGGATGATTGTTAGCTCCACGAGTGCAAACTGCAGTCACCAAGTAAAACAACA 
AATAGCTACCACTTTTGCTCGCCTGTGCCAACAAGTTGATATTACTCAAAAACAG 

30 CTGGAAGAAGAAATTGCTAGATTACCCAAAGAAATAGATCAGTTGGAGAAAATA 
CAAAACAATTCAAAGCTCTTAAGAAATAAAGCTGTTCAACTTGAAAATGAGCTG 
GAGAATTTTACTAAGCAGTTTCTACCTTCAAGCAATGAAGAATCCTAACAATAGA 
GATTGCTTTGGTGACCATGATAGGAGGAAACGAAACTTGTAAGATTGGAACAGT 
TGTTATTTTTATGAAATTACTTTAAATATGAATTGTACTAACTGTACCTAAATAGC 

35 AAAGCCCTGTGTAGATTCTGGTAATGATCTGTCTCAGGGTATGTGTATTTTTGAA 
GAGTGTTATGTCCTTAGTTTTAATTTTGAGTAAAGAAAAGGCTAAAATCATGAAT 
TAGTTACAAGCAACAGTACCAACTTATGTGACCCCTGAGGGGTGGGGCTGTGAG 
CTCTTAATTTGTTTTTGATTCTGAAAAACTCTGCTTCCTGGCATCCAGGAGTTAGA 
GATTGAGCCTTTCATCTTCTTTCTCAAAACTAGTTTTTGATGCTTTCTTTCATGGG 

40 AATAGTCACTTTTTTATTTAGTAAATCGCATTGCTGGAACCACCAAGGAGTGTGG 
AATGTCCTTGAGTGTATTATTTATGCAAGTCACAGTCACGTTGCCATCATGGCAG 
CTATGTGAAACACTAATAAATGTGTTTTTACTTTTTATTCCCGTTAAAACTGATGT 
AAAACAGGATAAAGGCTTGTTATAGTCACTTATAAGTATCTGGGTCTAAGTAATT 
TCCTTAGATGTTTCTAAAGAAACATTTTCAGCTTTGCTCCCATTATGATTCCAATA 

45 AGGAACGCTTTCCTAGTGCAATTTTAGGAGTAAAGTTTGAAGAGATAAAAATAG 
CCAAAGATAGGAGACGTCTGAATTTTGAATGATAAACAGTGATGTTTTAAAAAA 
GCTGTTGTTCTTCAGGAGGCATTTGCCTAGGATATTGCTGGATTATACCCCATTGG 
AGGCTTTTAATTTTATTTGTATGAATTTTCCAGGATTTCATTAAAAATTATTATTG 
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TATTTTTTACCTTAATGAAAGATTTTGGGTTCAAATATCTTTCTATATTAAAAGCT 
GATTGAGTCTGTACATATGT 

SEQ ID NO: 390 

5 >4415 BLOOD 347990.5 D87465 gl665814 Human mRNA for KIAA0275 gene, complete 
cds. 0 

CGGACGCGTGGGAACGAAGCCACCCATTACGGTATGATGATGTCAAACGTGATG 
CTGATGCTACAGTTACAGCCCCTGCTGGCGCAGCCTCTCTGATTCTCTCTCCCTCT 
CCGCGTCCAGTGCTGGGCTTTTTCAGACAAGTGCATCTCCTAACCAGGTCACATT 

1 0 TCAGCCGCGACCCACTCTCCGCCAGTCACCGGAGGCAGACCGCGGGAGGAGAGC 
TGAGGACAGCCGCGTGCGCTTCGCCAGCAGCGGGGTGGGAGGAAGGACATTAAA 
ATACTGCAGAAGTCAAGACCCCCCCAGGTCGAACCCAGACCACGATGCGCGCCC 
CGGGCTGCGGGCGGCTGGTGCTGCCGCTGCTGCTCCTGGCCGCGGCAGCCCTGGC 
CGAAGGCGACGCCAAGGGGCTCAAGGAGGGCGAGACCCCCGGCAATTTCATGGA 

15 GGACGAGCAATGGCTGTCGTCCATCTCGCAGTACAGCGGCAAGATCAAGCACTG 
GAACCGCTTCCGAGACGAAGTGGAGGATGACTATATCAAGAGCTGGGAGGACAA 
TCAGCAAGGAGATGAAGCCCTGGATACCACCAAGGACCCCTGCCAGAAGGTGAA 
GTGCAGCCGCCACAAGGTGTGCATTGCCCAGGGCTACCAGCGGGCCATGTGCAT 
CAGTCGCAAGAAGCTGGAGCACAGGATCAAGCAGCCGACCGTGAAACTCCATGG 

20 AAACAAAGACTCCATCTGCAAGCCCTGCCACATGGCCCAGCTTGCCTCTGTCTGC 
GGCTCAGATGGCCACACTTACAGCTCTGTGTGTAAGCTGGAGCAACAGGCGTGC 
.. . , GTOAGCAGCA.\GCAGCTGGCGGTGGGATGGGAGGGGGGCTGGCCCTGCGGGAGG 

v. I ■v v.GAGCAGGGTGGCAGG.TGGAGGGCGGATGGGAAACGAGAGAGTTGGAGGGGTeAG 

■ • GAGGTGGGTGAGGTGGGAGATGGGCTGCGGGAGTGGTTCGAGGTCCTTCATGAGA 

25 AGTGCAAGGAGAATGGCTGAGCCAGGAGTGTAGGCGOCCCGGCCAGCGGGGTGG 
AGAAGAGCGTGGGGGGGAGCTGGAAGGACTGGATTGGGTGGATGTTCTGGAAGG 
TGGAGAGCAGTGGTGACGTCTTGGTGGAGGAGAGGGAGCTGGCGGCCATGAAGGT 
GGACAAGTACGAGGTCTGCATCGGTCCCTTCTTGAACTCCTGTGACACGTAGAAG 
GATGGGGGGGTCTGTACTGGTGAGTGGTGGTTGTGGTTGTGGAGGGAGAAGCGGG 

30 GGTGCCTGGGAGAGGTGGAGCGGATCGAGATGCAGGAGGCCGGGAAGAAGAAGG 
CAGGCATCTTGATCCCGAGGTGCGACGAGGATGGGTACTAGCGGAAGATGCAGT 
GTGACCAGAGCAGCGGTGACTGCTGGTGTGTGGACCAGCTGGGCCTGGAGCTGA 
GTGGCACGCGGAGGCATGGGAGGCCCGAGTGGGATGAGATCGTGGGCTTCTGGG 
GGGACTTTGGAAGCGGTGTCGGCTGGGAGGATGAGGAGGAGAAGGAGAGGGAG 

35 GAAGCAGGCGAGGAGGCCGAGGAGGAGGAGGGCGAGGCAGGCGAGGCTGACG 
AGGGGGGCTAGATGTGGTAGACGCCCTGAGAAGGGGGCTGCCGGGGGGGGACTG 
AACAGGAGAGCTCTGAGGAGCAGCAGGCAACTTCGAGAACGGATCCAGAAATGC 
AGTGAGAAGGACGGTGCTGCACGTGGGGGGAGTGGGAGTGTGAGTGTGCATGGG 
ATGTGTGTGGCACAGATGGCTGGGACGGGTGACAGTGTGAGTGCATGTGTGCAT 

40 GGATGTGTGTATGTGTAGTGTGTGTGTGGGATGCGGTGACAAATGTGTCCTTGAT 
CGACAGTGCTGCTGGCAGAGTGAGTAAGGCAAAGGCCCCTTCGGCCTCGTTGTAG 
CTGTTTTGTTTGCTTTTGTTGTTGGTTTTAAAATACATTCAGACAGAAATACAAAT 
TGACAGGTCAAAATCCATGAAATGAGATCGCCCAGCCGTGTCGTCCAGGCCAGCC 
CTGACCCCTTGGTTTCTAGCCTGGGTCCCGTTGGTTTCTAGCCTGGCTCAACCGAC 

45 CCCTGTCTGCCCTTCTCCCTCCTGCTTCTGAGGTCAAGCTCTGGCCTGCGAGCCTG 
TCGCCATTGCAAAGGGGAGGGAGGGGCAGGGAGCTGTCTACCAGCTGAGGTCCT 
CCGAAAACTGGGCGGATGTGGTGTGACATCCGGACGAGCCTCAGATGAGACGGG 
CCAGGAGGCCGAGCGACAGCAAGCCCTGTCGGTTTGGCGGATCCGCAAAGACTAG 
AGAAGGTCTGGTAAGCCAAGGCGGAGAATGAAGGTGGTGGGGGGAGAGGAGGA 
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GGGCAGCAGCTGAGAGGCCAGGGACAGGGTGCCTCGCCAAGCTGTCTGAGGTCT 
GTCCCAGGTGGCCCAGGTGGTGCAGGTAGAACAGGGTGAGGAGAGGGGGTCGG 
CTCAGCAGGAGGAGGCTGTGGCTGCAGAGCCTGGGGGAGCTTTTAGGTGTTGAG 
ATGGGGCAGCTCTGAATCCTAGACCCTGGAATAGCCTGTCCCTTTTCTCTGGGTC 
5 TCGTGGTGGAGCCATGATCTGGGCTGCTCTCTTGGGGACACTGGGTGGTGGTTAC 
ACAGTTGACCTCTGCCTGGCTCCCCCTTGGTGCAACTCCTGCCTCCATCCCCCTTG 
CTGGGGTCCCCTCATCCACTTGAGGGCGCCTGAGGGCCAGGAGCAGCAGGCAAG 
GAGCCTGGGTCTAGGCTAAGGGGGTGTGTGCCCACCTCCTCCCTGACCCTTAACA 
CTCCTGTCCTGCCCAGACCAACAGAGAGAGCTGTCCCTGAGACCCCGGAGAGAA 

10 GCAGCTGCCGAAAGCTGCAGCCTTTCCGCACTCTGAGACCATGATCTTCCTCCTG 
CCAGGGGAGAGCCACCCACAGGCCATGTCCAGCCCCACTTCCCTCAGCCCCCAG 
GGCTTCCTTCTGGCCCCTCTGAGGATTCCCTAGGGCTGCCCCGCAGAGGGGCTTC 
CCCAAGCTCTGTTTTGAAGCCTGCAATGTGGAAAAGTGAGAAGTCAGAGGGAAC 
AGGACAGGTGCAGCCGGGCTCTGAGGCCACACCTCACACCTCGCTGTTCCCCAAC 

1 5 ATCCCCTGAGCAGTGTGAGCTCATCTCACCAGATGAGAAGAGGCCCTGTGCATTT 
CTTTTGTTTGTTTGTTGCTGTTTTCCCCCACCCATCCAGTTCTCCTCAGCAAAGCA 
AATTCCTTAACACCTTTGGTGGAGAATTTCTTACCCAGACTTGGGGCTGTGATGC 
CCTTCAGTGCGTGGTGAGTGCAGCGTGTGTGCGTGTGCCTGTGTGTGAACCTGGG 
GGCCATCCTGGTGGCCTGGGAGCGTGAGGAGAGGCCCCCTGTGTGCTGGGTGAG 

20 TGGTGGGTGTGGGGTCAATGCAGTGAGGCTCTCTGGGTGAGGCTCCCAACCTGGC 
AGTCCCCAGCCTCCCAGCATCTGTGAGGGTCTGTTGGACTTTACAGAAGAGCCTC 
■ ; •.. -ATGCGGTGTGCCCGTeACTGTGC.GGTGGAATCA^VCA.TCTTCCGAGTCGTTGTTGGG 
••. ' ; • GGAAATAGCAGAGGCCCACTTAACTCGATAAACTGCTTC^ . ' 

. ^rTCTGATTGTTGAGGTGTGGCGTGGT.TC.eAGGTCCCCCAGTCGGGTCTTTCTCGTG 

25 TCCTCTCTCTGTCCTTCAGCTCCCCACTCCAGCCCCGGCTCAGTTCAGGGAAATGC 
TGTTCCATATCAGGGCTCTGCTGTGTGAGGGAGGGGCGGGTCTGACTGGGAGCTA 
CTTGAAAGTTCTGCTCTTGCTAGGATTGGAGTCTAGCTATGTGTTCCATTTGTGGG 
AGGTGGAGTTCTGGAAGTTTGCTCGTCGGGGTGGGGGTGGGGGTTGTTAAGGATG 
CTGGGGGGCCTGGGGAAGGAAGGAGTTCAGAGGAAGGGTGTCCCCTGTCCTCTT 

30 GATGTCACCCTCCGGTCCTGGGAGACGTGCTCTGTCTGTCTCTGGGTCTTCTGGGT 
GTGCAGGTTTGTGTGTGGTTGTAAATATGTTTTAGGAAGAAAGCAAAAGGGAGTG 
AACTAGCCTCTGGTAGGATTGCAGGGGTCCAGCCTTGCCTGTTTCCGAAGCCCCC 
ACACTGCCTTTCGCGCGACTGAGAGTGGTCCCCTCAAAAGGTAGACAAAACAGC 
AGGTCCCTGTGGAGGTGAAGGGCGGCCTCAAAGTGGCTTTTTGTTAGACAAGGTT 

35 AAGGTTTCCTCATGAGCAAGGTTGCAGATCGGTCCTTCCTCAGCTGCTTGATTTGT 
GACCTTGACCAAGGGGCCTGCCACCCAGCCCCTCCAGTGCCCTCTCCTCGATGCC 
TCGCTGGTTCCTGCGCCCACTCCGCTGGCTTAGGCAGGTAGGGGAATTAGGGCCA 
TGGTGGAAGAAGCTTAAGCATGTGTTCAAAGAACGGTTTCTTGCTTGCTTGGTCC 
TGGAACTCCCCTTGGCTGCCGCAGGGGTGCTTGGGCCATGGGTGCTGGGGGAGGT 

40 GGATGTCAGATCTGGTAGGTTGCAGCAGAGAAAATAAATGTGCCTTGAGAGACC 
ACTCAGAGAGGGTCCAAGGGTGATGGAGAAGGAAGCATGGCGTGGGAGCTTGG 
AAGGGAGGGGTGGTGGGTGGCGGGATGTTGAGTGCGCGCTGTTGTCCCCACACGT 
GGGGGGTGGTCACCCCCCTTCACTCCAGCCCGCCTGCCTTCAGCCTTCCATGAGC 
TTGACCTGCTTCCAACTTCACTTTGGAGGGGGTGGGGTGCGTTGGCATCAACACG 

45 GGGACCCTCTGCTTGACCAAAGCGCGAGCCCTCAGGCGCTGGGGAGAACAAATG 
GCTGAGCTTTGATACCTGGGGTGGTCGAGAGGCTGGGGGCTGGGGGCAGTCCCA 
GGGGAGAGACACCACAGAAGGAGACCCAGACATCCCGAGGAAGTTCCCAGCAG 
AGGAAACTGCTTTCGAGCCTGAAGCCTGCTTAAACTGTGTGATGTGGAATAACTG 
AGCTTAGAGTTAGGAATTGTGTTCAAGTGCTTGGATTTCCGTCTGTAGATTTAACT 
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GCTGAAATTGTATCTCTCAGTAATTTTAGATGTCTTTTAAAAAATTGAAAAACAA 
AGTGTTAGACTGTGTGCGTGTGCGTTGATGGGCACTCAAGAGTCCCGTGAGTCAT 
CCAGCCCTGCCTTTCCCCTGCGCCCCCATCCTCTCACGTCCCGCCCCGCCTCCACT 
TGGGGACCCTGCCTCGTGTCGTCTTTATCTGCCTATTACTCAGCCTAAGGAAACA 
5 AGTACACTCCACACATGCATAAAGGAAATCAAATGTTATTTTTAAGAAAATGGA 
AAATAAAAACTTTATAAACACCAAAAAAAAAATAAAGGGG 

SEQ ID NO: 391 

>4435 BLOOD Hs.278634 gnl|UG|Hs#S417730 Human mRNA for KIAA0146 gene, partial 

10 cds /cds=(0,2756) /gb=D63480 /gi=1469873 /ug=Hs.278634 /len=3218 

CTCCCGGAGATGCCCCGCGGCAGCCGCGCTCGGGGCTCTAAGAGAAAAAGGAGT 
TGGAATACAGAATGCCCATCCTTTCCAGGAGAAAGACCACTGCAGGTCAGAAGA 
GCAGGTCTCAGGACAGCAGGGGCAGCTGCCTCTCTCTCTGAAGCATGGCTCAGGT 
GTGGAGAAGGGTTTCAGAACACTTCTGGGAATCCGTCATTAACAGCTGAAGAGA 

15 AGACGATTACAGAAAAGCACCTTGAATTATGCCCTAGACCCAAGCAAGAAACCA 
CCACATCTAAAAGCACCAGTGGGCTTACAGACATAACATGGAGCTCCAGTGGAA 
GTGATTTGTCGGATGAAGATAAGACACTTTCTCAGTTACAGAGAGATGAATTACA 
GTTTATCGACTGGGAGATTGACAGTGACAGGGCAGAGGCTAGTGACTGTGATGA 
ATTTGAAGATGACGAGGGTGCTGTGGAAATCTCAGACTGTGCTTCTTGTGCAAGT 

20 AATCAGTCTTTGACAAGTGATGAGAAGCTGTCGGAGCTTCCCAAGCCAAGTTCTA 
TAGAAATTTTAGAGTATTCATCAGATAGTGAAAAAGAAGATGATTTGGAAAATG 
' r r. :: TGCTACTCATTGATTGAG.^ATCCCCTCACAAATACCAGGTGGAGXTTGCATCGGA . : 

•v.-; ■I'GCAAGACAGATTATGGAGAGAGTGATAGATCCAAGGAGA^ixAATCAAeAGAGAC 
;•; eATTTTGCATACACGTGAGAAAGCCACAGCTAAGTTTGGCAGGACTCCAGAAAAT. ■ 

25 TCAGCAAAGAAGAAGCTTTTAAGAGGTGGACTAGCAGAAAGACTAAATGGACTG 
CAGAATCGAGAGAGATCTGCTATTTCTTTGTGGAGACATCAATGTATTTCTTAGC 
AAAAGACACTTTGAGGTAGAAAATCTGGTGTATTAAGTGTGAAAATTTTAGAGCT 
GCATGAGGAATGTGGCATGCAAGTTGCCATGTGTGAGCAGTTATTGGGGTCACCA 
GCCACCAGCTCCTCCCAAAGTGTGGCTCCCAGGCCTGGAGCTGGCCTGAAAGTTC 

30 TCTTCACCAAGGAGACTGCAGGCTACCTCAGGGGCCGTCCGCAGGACACTGTCCG 
GATCTTCCCTCCCTGGCAAAAACTGATTATTCCAAGTGGAAGTTGCCCTGTTATTC 
TGAATACTTACTTTTGTGAGAAAGTTGTTGCCAAAGAAGATTCAGAAAAAACTTG 
TGAAGTGTACTGTCCGGAGATACCCCTTCCAAGAAGAAGCATCTCTTTGGCCCAG 
ATGTTTGTAATTAAGGGTGTAACAAATAATTCACCTGAAATCCAGGTTGTGTGTA 

35 GTGGTGTAGCCACTACAGGGACAGCCTGGACCCATGGGCACAAAGAAGCAAAAC 
AGCGCATCCCAACCAGCACTCCCCTGAGGGATTCTCTCCTGGATGTGGTGGAAAG 
CCAGGGAGCTGCCTCGTGGCCAGGAGCTGGAGTCCGAGTGGTGGTGCAAAGAGT 
GTATTCTGTTCCCAGCAGAGACAGCACCAGGGGTCAGCAGGGGGCCAGCTCAGG 
AGACACAGACCCAGCTGGAACTCGAGCCTGCCTTCTGGTACAAGATGCCTGTGG 

40 AATGTTCGGTGAAGTGCACTTGGAGTTCACCATGTCGAAGGCAAGACAGTTGGA 
AGGGAAGTCTTGCAGCCTGGTGGGAATGAAGGTTCTACAGAAAGTCACCAGAGG 
AAGGACAGCGGGGATTTTCAGTTTGATTGACACCCTGTGGCCCCCAGCGATACCT 
CTGAAAACACCTGGCCGCGACCAGCCCTGTGAAGAGATAAAAACTCATCTGCCT 
CCTGGAGCCTTGTGTTACATCCTCACAGCTCATCCAAATCTGGGACAAATTGATA 

45 TAATTGACGAAGACCCCATTTATAAGGTTTACCAGCGTCCAGTTACCGGCTGCTT 
AAGAGACATTCTCCAGATGAATGATCTTGGTACCCGTTGCAGTTTCTATGCCACG 
GTGATTTACCAAAAACCACAGCTGAAGAGTCTGCTGCTTCTGGAGCAAAGGGAG 
ATCTGGGTGCTAGTGACCGATGTGACTCTGCAAACGAAGGAGGAGAGAGACCCC 
AGGCTCCCCAAAACCCTGCTGGTCTATGTGGCCCCCTTGTGTGTGCTGGGCTCTG 
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AAGTCCTGGAGGCACTCGCTGGGGCTGCCCCTCACAGCCTCTTCTTCAAGGACGC 
TCTCCGTGACCAGGGTCGGATTGTTTGTGCTGAACGAACTGTCCTCTTGCTTCAG 
AAGCCCCTTTTGAGTGTGGTCTCTGGTGCAAGTTCCTGTGAGCTGCCTGGCCCGG 
TGATGCTCGACAGCCTGGACTCTGCAACACCTGTCAACTCCATCTGCAGTGTTCA 
5 AGGCACTGTGGTTGGCGTGGACGAGAGCACTGCTTTCTCATGGCCTGTGTGTGAC 
ATGTGTGGCAACGGGAGATTGGAACAGAGGCCGGAAGACAGAGGCGCCTTTTCC 
TGTGGGGACTGCTCCCGGGTGGTCACATCTCCTGTTCTCAAGAGGCACCTGCAGG 
TCTTCCTGGACTGCCGCTCAAGACCGCAGTGCAGAGTGAAGGTCAAGCTGTTGCA 
GCGCAGCATTTCCTCCCTGCTGAGGTTTGCCGCCGGTGAAGATGGGAGCTACGAA 

10 GTGAAGAGTGTCCTCGGAAAGGAAGTGGGGTTGTTAAATTGTTTTGTCCAGTCCG 
TAACCGCCCACCCGACCAGCTGCATTGGATTGGAGGAAATCGAGCTTCTGAGTGC 
AGGAGGGGCCTCTGCAGAACACTAGCGGTTGCCGCAGGATCTGTGAACTTTGCA 
ATGTGGCTGCAAGGGTGGTGGTGGTGGTGGTGATTTGGGGTAGTTATTTGTTAAC 
TATGGACACAGTGAACGTAGTTTACGATCTTGAAATGAAACTTAGATTTTTCTGG 

1 5 GGAAATGTTC AGATACAGTTTTGTGAACTGTAAATCAAAATACCTTTTTCTACAG 
TTTATCTTTTATTTTCTGCAAATTTAGGAACATATTTACTCGTTTTCACATTGAATC 
TTAAGTTTAAGCTCTTCATTTGGTATTTAGGCAATATATGAGAAAAAAATTTTTTT 
TGTTCATTTGTAATTTTAACAAGTTGAACATTTTACCATGATTGAACATGTTTTTA 
TTACAGTATTTAACATTCCCCCAAAGAATACCCTGCAAAGTGTAAACCTTTGTCC 

20 CATACTGTGATATTACTGTTCTGCTACAATAAATGTCAAACCT 

^SEQIDNO: 392v- ^ ^-''-x- --.y V ;, /t..; , . 

• . ■ r>4460 BEOOD G216-5.4.1 >U32-849 gl32221-9;Human3Nlmi'mRNA3 complete c^^ • ■ # . • •• 
GTGTTAGTGAGTAATGATTGGAGAGAAGCATGTTTAGTATTTGAGCATnCGGTTjAA 

25 ATGCTAAAGAAAAATCGCCGTTAAAGCAGTTTTCTTTTTCACTGTCJITITTCTm 
CGCGGGGAACCCAGCTGTTCCTGCGAGGGCCACCTCCTCAGGAAGACCCCGCAG 
CTCTCCCGCGGCGCTTCTGCAGGAGGCAGCGACAGTTTCGAGAACCCGGGCCTTC 
CCCTCCCAGTGCCTCCCGGGGTTCCGGCGTTTCAGGCGCTGCTGTTTTCCGGGAA 
GGGCAGGCGCGCTGGGCCTTGGGGAGCTGCGCTCGGCGGGCGGACGCGGGGGAT 

30 CATGGAAGCTGATAAAGATGACACACAACAAATTCTTAAGGAGCATTCGCCAGA 
TGAATTTATAAAAGATGAACAAAATAAGGGACTAATTGATGAAATTACAAAGAA 
AAATATTCAACTAAAGAAGGAGATCCAAAAGCTTGAAACGGAGTTACAAGAGGC 
TACCAAAGAATTCCAGATTAAAGAGGATATTCCTGAAACAAAGATGAAATTCTT 
ATCAGTTGAAACTCCTGAGAATGACAGCCAGTTGTCAAATATCTCCTGTTCGTTT 

35 CAAGTGAGCTCGAAAGTTCCTTATGAGATACAAAAAGGACAAGCACTTATCACC 
TTTGAAAAAGAAGAAGTTGCTCAAAATGTGGTAAGCATGAGTAAACATCATGTA 
CAGATAAAAGATGTAAATCTGGAGGTTACGGCCAAGCCAGTTCCATTAAATTCA 
GGAGTCAGATTCCAGGTTTATGTAGAAGTTTCTAAAATGAAAATCAATGTTACTG 
AAATTCCTGACACATTGCGTGAAGATCAAATGAGAGACAAACTAGAGCTGAGCT 

40 TTTCAAAGTCCCGAAATGGAGGCGGAGAGGTGGACCGCGTGGACTATGACAGAC 
AGTCCGGGAGTGCAGTCATCACGTTTGTGGAGATTGGAGTGGCTGACAAGATTTT 
GAAAAAGAAAGAATACCCTCTTTATATAAATCAAACCTGCCATAGAGTTACTGTT 
TCTCCATACACAGAAATACACTTGAAAAAGTATCAGATATTTTCAGGAACATCTA 
AGAGGACAGTGCTTCTGACAGGAATGGAAGGCATTCAAATGGATGAAGAAATTG 

45 TGGAGGATTTAATTAACATTCACTTTCAACGGGCAAAGAATGGAGGTGGAGAAG 
TAGATGTGGTCAAGTGTTCTCTAGGTCAACCTCACATAGCATACTTTGAAGAATA 
GACTTAACAGAATCATGAAAACTATAGCTTTTTAACCCGGATTACTGTAAATGTT 
TGACAAAAATGAATATGCTTTTCCTTAAAAAATGAAAACTTTAATTTTTACCATC 
CATTTATGTTTAGATACAAAACTTATTTCCATGTTTCTGAATCTTCTTTGTTTCAA 
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ATGGTGCTGCATGTTTTCAACTACAATAAGTGCACTGTAATAAAGAAGATTCAGA 
AACATGGAAATAAGTTTTGTATCTAAACATAAATGGATGGTAAAAATTAAAGTTT 
TCATTTTTTAAGGAAAAGCATATTCATTTTTGTCAAACATTTACAGTAATCCGGGT 
TAAAAAGCTATAGTTTTCATGATTCTGTTAAGTCTATTCTTCAAAGTATGCTATGT 
5 GAGGTTGACCTAGAGAACACTTGACCACATCTACTTCTCCACCTCCATTCTTTGCC 
CGTTGAAAGTGAATGTTAATTAAATCCTCCACAATTTCTTCATCCATTTGAATGCC 
TTCCATTCCTGTCAGAAGCACTGTCCTCTTAGATGTTCCTGAAAATATCTAAGAA 
GGAAAAAATGATAAATAGAAAGATTTCTAAGAGCTTTGAATTACAAAACTTTAC 
ATTCATAATCTCTGCTTAATATTTTTTATTTTATCTTAGAAGAGACAAGAAATCTT 

10 AGGAAGATTTTCCAAGCAAGAGAATATCCAAGTCAGATCTGAGTTTTAGAAAGA 
GAACTCTGGTGGCATTATGGAACACAGAGGAAAGGAGGGATGCTCTGGGAACAG 
AAAGACCAGGTAAAGAGGTAGTCAGAAGTGGAGCTGGCAAGATTTAGTGACCAA 
ATGAATGTTGGAGGTGAAGCAAACTGAAGATTTAAGTATGAGTTCTAGCTTTTAA 
GTTGGTGGAGTAGGTAGATGGTGGTACCATTGGATACCTGAGAAGGAAGAGGAA 

1 5 AAGGGAGCAGGTCTCGGGTAAAGATAATGAGTTCAGAGAAAGT AGGC AGGAATT 
CTTTCTCATGCTCACTGACAGTAGACATATGAGAGAAATGCAACTATGTCTCCAT 
GTACAAAAATAAAAATTGTGCCATTATCTGAGTAATTTCAGTTTTAAAAATTGTA 
TAATAAAGTACAGTTTTGCATTAAAATGCTCCTTCAAAAGACAAACTCATTTTGC 
ACCAAGCAAAAATGAAGTAAAGAAACCATTTTGCTATCCCTCATTGATAAGATG 

20 CATAAGTAACAGACTCACAACAACTTTATTTTTTGTGGGGTGGGTTTGGG 

■ , :SEQ ED NO: 393 /^ ^'V ■ .....A;,-- , : - ^ : , . ^• ^ r v 

i..: ; . . • . •??4472 BLOOD 993,722;2-.X5ISj;8 gl&iQ3^ .HT.inianiearbonyl reductase- mRNA^ coniplete t'dS; : 

25 GCGCCTGCGCGCTCAGCGGCCGGGCGTGTAACCCACGGGTGCGCGCCCACGACC 
GCCAGACTCGAGCAGTCTCTGGAACACGCTGCGGGGCTCCCGGGCCTGAGCCAG 
GTCTGTTCTCCACGCAGGTGTTCCGCGCGCCCCGTTCAGCCATGTCGTCCGGCAT 
CCATGTAGCGCTGGTGACTGGAGGCAACAAGGGCATCGGCTTGGCCATCGTGCG 
CGACCTGTGCCGGCTGTTCTCGGGGGACGTGGTGCTCACGGCGCGGGACGTGAC 

30 GCGGGGCCAGGCGGCCGTACAGCAGCTGCAGGCGGAGGGCCTGAGCCCGCGCTT 
CCACCAGCTGGACATCGACGATCTGCAGAGCATCCGCGCCCTGCGCGACTTCCTG 
CGCAAGGAGTACGGGGGCCTGGACGTGCTGGTCAACAACGCGGGCATCGCCTTC 
AAGGTTGCTGATCCCACACCCTTTCATATTCAAGCTGAAGTGACGATGAAAACAA 
ATTTCTTTGGTACCCGAGATGTGTGCACAGAATTACTCCCTCTAATAAAACCCCA 

35 AGGGAGAGTGGTGAACGTATCTAGCATCATGAGCGTCAGAGCCCTTAAAAGCTG 
CAGCCCAGAGCTGCAGCAGAAGTTCCGCAGTGAGACCATCACTGAGGAGGAGCT 
GGTGGGGCTCATGAACAAGTTTGTGGAGGATACAAAGAAGGGAGTGCACCAGAA 
GGAGGGCTGGCCCAGCAGCGCATACGGGGTGACGAAGATTGGCGTCACCGTTCT 
GTCCAGGATCCACGCCAGGAAACTGAGTGAGCAGAGGAAAGGGGACAAGATCC 

40 TCCTGAATGCCTGCTGCCCAGGGTGGGTGAGAACTGACATGGCGGGACCCAAGG 
CCACCAAGAGCCCAGAAGAAGGTGCAGAGACCCCTGTGTACTTGGCCCTTTTGCC 
CCCAGATGCTGAGGGTCCCCATGGACAATTTGTTTCAGAGAAGAGAGTTGAACA 
GTGGTGAGCTGGGCTCACAGCTCCATCCATGGGCCCCATTTTGTACCTTGTCCTG 
AGTTGGTCCAAAGGGCATTTACAATGTCATAAATATCCTTATATAAGAAAAAAA 

45 ATGATCTCTTATCAATTAGCACTCACTAATGTACTACTAATTGAGCAACCTACGC 
ACTCAGTTGACTACGTAAATCTGTCAGGTCTTTTGTGATTTCCTCTGATGCAGGAG 
AGGAAAAATTGTAATTGATGAAAATAATGAATGAAAATCAACAGATGAATAAAT 
GGTTCTTTATAAGTAAAAAAAAAAAAAAGGG 
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SEQ ID NO: 394 

>4545 BLOOD 234816.2 M31158 gl89980 Human cAMP-dependent protein kinase subimit 
Rll-beta mRNA, complete cds. 0 

GGGGCCCAGTGCGCCGCGCTCGCAGCGGGTAGCGCGCCAGCCGTAGGCGTCGCT 
5 CGGCAGCCGCGGGGCCCTAGGCGTGCCGGGGAGGGGGCGAGGGCGGCCAGGCG 
CCTGCCGCCCCGGAGGCAGGATGAGCATCGAGATCCCGGCGGGACTGACGGAGC 
TGCTGCAGGGCTTCACGGTGGAGGTGCTGAGGCACCAGCCCGCGGACCTGCTGG 
AGTTCGCGCTGCAGCACTTCACCCGCCTGCAGCAGGAGAACGAGCGCAAAGGCA 
CCGCGCGCTTCGGCCATGAGGGCAGGACCTGGGGGGACCTGGGCGCCGCTGCCG 

1 0 GGGGCGGCACCCCCAGCAAGGGGGTCAACTTCGCCGAGGAGCCCATGCAGTCCG 
ACTCCGAGGACGGGGAGGAGGAGGAGGCGGCGCCCGCGGACGCAGGGGCGTTC 
AATGCTCCAGTAATAAACCGATTCACAAGGCGTGCCTCAGTATGTGCAGAAGCTT 
ATAATCCTGATGAAGAAGAAGATGATGCAGAGTCCAGGATTATACATCCAAAAA 
CTGATGATCAAAGAAATAGGTTGCAAGAGGCTTGCAAAGACATCCTGCTGTTTA 

1 5 AGAATCTGGATCCGGAGCAGATGTCTCAAGTATTAGATGCCATGTTTGAAAAATT 
GGTCAAAGATGGGGAGCATGTAATTGATCAAGGTGACGATGGTGACAACTTTTA 
TGTAATTGATAGAGGCACATTTGATATTTATGTGAAATGTGATGGTGTTGGAAGA 
TGTGTTGGTAACTATGATAATCGTGGGAGTTTCGGCGAACTGGCCTTAATGTACA 
ATACACCCAGAGCAGCTACAATCACTGCTACCTCTCCTGGTGCTCTGTGGGGTTT 

20 GGACAGGGTAACCTTCAGGAGAATAATTGTGAAAAACAATGCCAAAAAGAGAA 
AAATGTATGAAAGCTTTATTGAGTCACTGCCATTCCTTAAATCTTTGGAGTTTTCT 
GAA.GGGeTGAAAGTAGTAGATGTGATAGGCACCAAAGTATACAACGATGGAGAJV 
.'l' . ">GAAATGATTGCTCAGGGAGATT;eGGCTGATTCTT.T.TTTGATTGTAG>\ATGT'GGAG 
■ • AAGTGAAAATTACTA.TGAAAAGAAAGGGTAAATCAGAAGTGGAAGAGAATGGT 

25 GCAGTAGAAATCGCTCGATGCTCGCGGGGACAGTACTTTGGAGAGGTTGCCCTG 
GTAACTAACAAACCTCGAGCAGCTTCTGCCCACGCCATTGGGACTGTCAAATGTT 
TAGCAATGGATGTGCAAGCATTTGAAAGGCTTCTGGGACCTTGCATGGAAATTAT 
GAAAAGGAACATCGCTACCTATGAAGAACAGTTAGTTGCCCTGTTTGGAACAAA 
CATGGATATTGTTGAACCCACTGCATGAAGCAAAAGTATGGAGCAAGACCTGTA 

30 GTGACAAAATTACACAGTAGTGGTTAGTCCACTGAGGAATGTGTTTGTGTAGATG 
CCAAGCATTTTCTGTGATTTCAGGTTTTTTCCTTTTTTTACATTTACAACGTATCAA 
TAAACAGTAGTGATTTAATAGTCAATAGGCTTTAACATCACTTTCTAAAGAGTAG 
TTCATAAAAAAATCAACATACTGATAAAATGACTTTGTACTCCACAAAATTATGA 
CTGAAAGGTTTATTAAAATGATTGTAATATATAGAAAGTATCTGTGTTTAAGAAG 

35 ATAATTAAAGGATGTTATCATAGGCTATATGTGTTTTACTTATTCAGACTGATAAT 
CATATTAGTGACTATCCCCATGTAAGAGGGCACTTGGCAATTAAACATGCTACAC 
AGCATGGCATCACTTTTTTTTATAACTCATTAAACACAGTAAAATTTTAATCATTT 
TTGTTTTAAAGTTTTCTAGCTTGATAAGTTATGTGCTGGCCTTGGCCTATTGGTGA 
AATGGTATAAAATATCATATGCAGTTTTAAAACTTTTTATATTTTTGCAATAAAGT 

40 ACATTTTGACTTTGTTGGCATAATGTCAGTAACATACATATTCCAGTGGTTTTATG 
GACAGGCAATTTAGTCATTATGATAATAAGGAAAACAGTGTTTTAGATGAGAGA 
TCATTAATGCATTTTTCCCTCATCAAGCATATATCTGCTTTTTTTTATTTTGCAATT 
CTCTGTATTCTATGTCTTTAAAAATTTGATCTTGACATTTAATGTCACAAAGTTTT 
GTTTTTTTTAAAAAGTGATTTAAACTTAAGATCCGACATTTTTTGTATTCTTTAAG 

45 ATTTTACACCTAAAAAATCTCTCCTATCCCAAAAATAATGTGGGATCCTTATCAG 
CATGCCCACAGTTTATTTCTTTGTTCTTCACTAGGCCTGCATAATACAGTCCTATG 
TAGACATCTGTTCCCTTGCGTTTCCGTTCTTTCTTAGGATGGTTGCCAACCCACAA 
TCTCATTGATCAGCAGCCAATATGGGTTTGTTTGGTTTTTTTAATTCTTAAAAACA 
TCCTCTAGAGGAATAGAAACAAATTTTTATGAGCATAACCCTATATAAAGACAA 
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AATGAATTTCTGACCTTACCATATATACCATTAGGCCTTGCCATTGCTTTAATGTA 
GACTCATAGTTGAAATTAGTGCAGAAAGAACTCAGATGTACTAGATTTTCATTGT 
TCATTGATATGCTCAGTATGCTGCCACATAAGATGAATTTAATTATATTCAACCA 
AAGCAATATACTCTTACATGATTTCTAGGCCCCATGACCCAGTGTCTAGAGACAT 
5 TAATTCTAACCAGTTGTTTGCTTTTAAATGAGTGATTTCATTTTGGGAAACAGGTT 
TCAAATGAATATATATACATGGGTAAAATTACTCTGTGCTAGTGTAGTCTTACTA 
GAGAATGTTTATGGTCCCACTTGTATATGAAAATGTGGTTAGAATGTTAATTGGA 
TAATGTATATATAAGAAGTTAAAGTATGTAAAGTATAACTTCAGCCACATTTTTA 
GAACACTGTTTAACATTTTTGCAAAACCTTCTTGTAGGAAAAGAGAGCTCTCTAC 

10 ATGAAGATGACTTGTTTTATATTTCAGATTTTATTTTAAAAGCCATGTCTGTTAAA 
CAAGAAAAAACACAAAAGAACTCCAGATTCCTGGTTCATCATTCTGTATTCTTAC 
TCACTTTTTCAAGTTATCTATTTTGTTGCATAAACTAATTGTTAACTATTCATGGA 
ACAGCAAACGCCTGTTTAATAAAGAACTTTGACCAAGGCTATAAATGCCACGTA 
CATTATTTTCAGTATTGTTGGTTATATTTAAATTTTCCTTACAATAAAGCACACTT 

15 TTATAATAAAATACATGAATTATTGTTTTTCATACTTTTTTGCTTGTTTCTTTAAAG 
TTTTCTGACGTGCATAATGCATAATTCATTGAAAAGCATGATAGCAATGTGGCAT 
GTGGAAGCGAACCCCCAGGGCATAACATAGTAAGAAAGTATGGTTCTGTATGGC 
AATAGGTTTTTAAAATTATTAGCTATTCATCATGTGTGGGAGAAATAATTGTGGT 
GTGTTGCAGATTTATTTGGCCATTTAGAATAACCAAATCAATCTGGCTAACTAGG 

20 AATTTATGTGTAAAATTATCTGATTAAAACAGCTC 



v J;SEQ,ID■a^^O: 395 ' , ■ v- - ■ : •• ■ •■A. : . A ,. 

. •.««jHV:>4588'-BLOOD 349746:5iE0.8895 g292289 Human MADS/MEF2-feimly traiisoription^fector 

..!:-.. ■v'.3.^^MEF2e)mRNA,comiplete'cds.O . s ' \-. - 

25 GAATTCCCAGCTCTCTGCTCGCTCTGCTCGCAGTCACAGAeACTTGAGCACACGC 
GTACACCCAGACATCTTCGGGCTGCTATTGGATTGACTTTGAAGGTTCTGTGTGG 
GTCGCCGTGGCTGCATGTTTGAATCAGGTGGAGAAGCACTTCAACGCTGGACGA 
AGTAAAGATTATTGTTGTTATTTTTCTNNNNNNNNlSnSINN^^ 
GAAAATATCCCAAGGACTAATCTGATCGGGTCTTCCTTCATCAGGAACGAATGCA 

30 GGAATTTGGGAACTGAGCTGTGCAAGTGCTGAAGAAGGAGATTTGTTTGGAGGA 
AACAGGAAAGAGAAAGAAAAGGAAGGAAAAAATACATAATTTCAGGGACGAGA 
GAGAGAAGAAAAACGGGGACTATGGGGAGAAAAAAGATTCAGATTACGAGGAT 
TATGGATGAACGTAACAGACAGGTGACATTTACAAAGAGGAAATTTGGGTTGAT 
GAAGAAGGCTTATGAGCTGAGCGTGCTGTGTGACTGTGAGATTGCGCTGATCATC 

35 TTCAACAGCACCAACAAGCTGTTCCAGTATGCCAGCACCGACATGGACAAAGTG 
CTTCTCAAGTACACGGAGTACAACGAGCCGCATGAGAGCCGGACAAACTCAGAC 
ATCGTGGAGACGTTGAGAAAGAAGGGCCTTAATGGCTGTGACAGCCCAGACCCC 
GATGCGGACGATTCCGTAGGTCACAGCCCTGAGTCTGAGGACAAGTACAGGAAA 
ATTAACGAAGATATTGATCTAATGATCAGCAGGCAAAGATTGTGTGCTGTTCCAC 

40 CTCCCAACTTCGAGATGCCAGTCTCCATCCCAGTGTCCAGCCACAACAGTTTGGT 
GTACAGCAACCCTGTCAGCTCACTGGGAAACCCCAACCTATTGCCACTGGCTCAC 
CCTTCTCTGCAGAGGAATAGTATGTCTCCTGGTGTAACACATCGACCTCCAAGTG 
CAGGTAACACAGGTGGTCTGATGGGTGGAGACCTCACGTCTGGTGCAGGCACCA 
GTGCAGGGAACGGGTATGGCAATCCCCGAAACTCACCAGGTCTGCTGGTCTCAC 

45 CTGGTAACTTGAACAAGAATATGCAAGCAAAATCTCCTCCCCCAATGAATTTAGG 
AATGAATAACCGTAAACCAGATCTCCGAGTTCTTATTCCACCAGGCAGCAAGAAT 
ACGATGCCATCAGTGTCTGAGGATGTCGACCTGCTTTTGAATCAAAGGATAAATA 
ACTCCCAGTCGGCTCAGTCATTGGCTACCCCAGTGGTTTCCGTAGCAACTCCTAC 
TTTACCAGGACAAGGAATGGGAGGATATCCATCAGCCATTTCAACAACATATGG 
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TACCGAGTACTCTCTGAGTAGTGCAGACCTGTCATCTCTGTCTGGGTTTAACACC 
GCCAGCGCTCTTCACCTTGGTTCAGTAACTGGCTGGCAACAGCAACACCTACATA 
ACATGCCACCATCTGCCCTCAGTCAGTTGGGAGCTTGCACTAGCACTCATTTATC 
TCAGAGTTCAAATCTCTCCCTGCCTTCTACTCAAAGCCTCAACATCAAGTCAGAA 
5 CCTGTTTCTCCTCCTAGAGACCGTACCACCACCCCTTCGAGATACCCACAACACA 
CGCGCCACGAGGCGGGGAGATCTCCTGTTGACAGCTTGAGCAGCTGTAGCAGTT 
CGTACGACGGGAGCGACCGAGAGGATCACCGGAACGAATTCCACTCCCCCATTG 
GACTCACCAGACCTTCGCCGGACGAAAGGGAAAGTCCCTCAGTCAAGCGCATGC 
GACTTTCTGAAGGATGGGCAACATGATCAGATTATTACTTACTAGTTTTTTTTTTT 

10 TTCTTGCAGTGTGTGTGTGTGCTATACCTTAATGGGGAAGGGGGGTCGATATGCA 
TTATATGTGCCGTGTGTGGAAAAAAAAAAAGTCAGGTACTCTGTTTTGTAAAAGT 
ACTTTTAAATTGCCTCAGTGATACAGTATAAAGATAAACAGAAATGCTGAGATA 
AGCTTAGCACTTGAGTTGTACAACAGAACACTTGTACAAAATAGATTTTAAGGCT 
AACTTCTTTTCACTGTTGTGCTCCTTTGCAAAATGTATGTTACAATAGATAGTGTC 

1 5 ATGTTGCAGGTTC AACGTTATTTAC ATGTAAATAGACAAAAGGAAAC ATTTGCCA 
AAAGCGGCAGATCTTTACTGAAAGAGAGAGCAGCTGTTATGCAACATATAGAAA 
AATGTATAGATGCTTGGACAGACCCGGTAATGGGTGGCCATTGGTAAATGTTAG 
GAACACACCAGGTCACCTGACATCCCAAGAATGCTCACAAACCTGCAGGCATAT 
CATTGGCGTATGGCACTCATTAAAAAGGATCAGAGACCATTAAAAGAGGACCAT 

20 ACCTATTAAAAAAAAATGTGGAGTTGGAGGGCTANNNNISrNNNNNNM^^ 

NNNNNNNNNCTGGGTCTGCATCTCTTATTAAATAAAAATATAAAAATATGTACAT 
. •■ TACATTTTGCTTATTTTCATATAAAAGGTAAGACAGAGTTTGCAA.\GCATn}T.GTG . • . 
i. L';sr(v..vK'rGGT;TT.TTGTAG:]^TTACTn?AAGCGAAAATGTGTTTTTTTGGCGT ' 
... . AATATTTTAAACAGTCCTGTAAAAAACGAAAAAGGACTTTTTGTATAGAAAGGAC 

25 TACCCTAAGCCATGAAGAACTCCATGGTTTGCTAACCAAGATAACTGTTTTCTCTT 
TGTAGAAGTTTTGTTTTTGAAATGTGTATTTCTAATTATATAAAATATTAAGAATC 
TTTTAAAAAAATCTGTGAAATTAACATGCTTGTGTATAGCTTTCTAATATATATAA 
TATTATGGTAATAGCAGAAGTTTTGTTATCTTAATAGCGGGAGGGGGGTATATTT 
GTGCAGTTGCACATTTGAGTAACTATTTTCTTTCTGTTTTCTTTTACTCTGCTTACA 

30 TTTTATAAGTTTAAGGTCAGCTGTCAAAAGGATAACCTGTGGGGTTAGAACATAT 
CACATTGCAACACCCTAAATTGTTTTTAATACATTAGCAATCTATTGGGTCAACT 
GACATCCATTGTATATACTAGTTTCTTTCATGCTATTTTTATTTTGTTTTTTGCATT 
TTTATCAAATGCAGGGCCCCTTTCTGATCTCACCATTTCACCATGCATCTTGGAAT 
TCAGTAAGTGCATATCCTAACTTGCCCATATTCTAAATCATCTGGTTGGTTTTCAG 

35 CCTAGAATTTGATACGCTTTTTAGAAATATGCCCAGAATAGAAAAGCTATGTTGG 
GGCACATGTCCTGCAAATATGGCCCTAGAAACAAGTGATATGGAATTTACTTGGT 
GAATAAGTTATAAATTCCCACAGAAGAAAAATGTGAAAGACTGGGTGCTAGACA 
AGAAGGAAGCAGGTAAAGGGATAGTTGCTTTGTCATCCGTTTTTAATTATTTTAA 
CTGACCCTTGACAATCTTGTCAGCAATATAGGACTGTTGAACAATCCCGGTGTGT 

40 CAGGACCCCCAAATGTCACTTCTGCATAAAGCATGTATGTCATCTATTTTTTCTTC 
AATAAAGAGATTTAATAGCCATTTCAAGAAATCCCATAAAGAACCTCTCTATGTC 
CCTTTTTTTAATTTAAAAAAATGACTCTTGTCTAATATTCGTCTATAAGGGATTAA 
TTTTCAGACCCTTTAATAAGTGAGTGCCATAAGAAAGTCAATATATATTGTTTAA 
AAGATATTTCAGTCTAGGAAAGATTTTCCTTCTCTTGGAATGTGAAGATCTGTCG 

45 ATTCATCTCCAATCATATGCATTGACATACACAGCAAAGAAGATATAGGCAGTA 
ATATCAACACTGCTATATCATGTGTAGGACATTTCTTATCCATTTTTTCTCTTTTAC 
TTGCATAGTTGCTATGTGTTTCTCATTGTAAAAGGCTGCCGCTGGGTGGCAGAAG 
CCAAGAGACCTTATTAACTAGGCTATATTTTTCTTAACTTGATCTGAAATCCACA 
ATTAGACCACAATGCACCTTTGGTTGTATCCATAAAGGATGCTAGCCTGCCTTGT 
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ACTAATGTTTTATATATTAAAAAAAAAAATCTATCAACCATTTCATATATATCCC 
ACTACTCAAGGTATCCATGGAACATGAAAGAATAACATTTATGCAGAGGAAAAA 
CAAAAACATCCCTGAAAATATACACACTCATACACACACACGCACAGGGGAATA 
AAATAAGAAAACCATTTTCCTCACCATAGACTTGATCCCATCCTTACAACCCATC 
5 CTTCTAACTTGATGTGTATAAAATATGCAAACATTTCACAAATGTTCTTTGTCATT 
TCAAAATACTTTAGTATATCAATATCAGTAGATACCAGTGGGTGGGAAAGGGTC 
ATTACATGAAAATATGAAGAAATAGCCATATTAGTTTTTTAACCTGCAATTTGCC 
TCAGCAACAAAGAAAAAGTGAATTTTTAATGCTGAAGATAAAGTAAGCTAAAGT 
ACCAGCAGAAGCCTTGGCTATTTATAGCAGTTCTGACAATAGTTTTATAAGAACA 

10 TGAAGAGAACAGAATCACTTGAAAATGGATGCCAGTCATCTCTTGTTCCCACTAC 
TGAATTCTTATAAAGTGGTGGCAAGATAGGGAAGGGATAATCTGAGAATTTTTA 
AAAGATGATTTAATGAGAAGAAGCACAATTTTGATTGTGATGAGTCACTTTCTGT 
AAACAATCTTGGTCTATCTTTACCCTTATACCTTATCTGTAATTTACCATTTATTGT 
ATTTGCAAAGCTAGTATGGTTTTTAATCACAGTAAATCCTTTGTATTCCAGACTTT 

1 5 AGGGCAGAGCCCTGAGGGAGTATTATTTTACATAACCCGTCCTAGAGTAACATTT 
TAGGCAACATTCTTCATTGCAAGTAAAAGATCCATAAGTGGCATTTTACACGGCT 
GCGAGTATTGTTATATCTAATCCTATTTTAAAAGATTTTTGGTAATATGAAGCTTG 
AATACTGGTAACAGTGATGCAATATACGCAAGCTGCACAACCTGTATATTGTATG 
CATTGCTGCCGTGGAGGCTGTTTATTTCAACCTTTTTAAAAATTGTGTTTTTTAGT 

20 AAAATGGCTTATTTTTTCCCAAAGGTGGAATTTAGCATTTTGTAATGATGAATAT 
AAAAATACCTGTCATCCCCAGATCATTTAAAAGTTAACTAAAGTGAGAATGAAA 
•• AAAGAAAATTCCAAGACAeTTTTTAAAAGAATGTeTGCCCTCACAOAGTTTTATG 
• >: ■ -'^ATniTGTTTTTGTTACATACGGATGTTTTAACTmGAGATAGGATTTTTmGCeTCT, :, 

- '- ••, T^ATmTTGTTGTTTGTTTCTCGAGAGAGTAAACGCTTTGTAGTTCTTTCTTIAAAA • 

25 AACATTTTTTTTAAAGAAGAAGAAGCCACTTGAACCCTCAATAAAGGCTGTTGCC 
TAAGCATGGCATACTTCATCTGTTCTCATTTGTGCCATCTGCCGTGATGTCGTCAC 
TTTTATGGCGTTAATTTCCTGCCACTACAGATCTTTTGAAGATTGCTGGAATACTG 
GTGTCTGTTAGAATGCTTCAGACTACAGATGTAATTAAAGGCTTTTCTTAATATGT 
TTTAACCAAAGATGTGGAGCAATCCAAGCCACATATCTTCTACATCAAATTTTTC 

30 CATTTTGGTTATTTTCATAATCTGGTATTGCATTTTGCCTTCCCTGTTCATACCTCA 
AATTGATTCATACCTCAGTTTAATTCAGAGAGGTCAGTTAAGTGACGGATTCTGT 
TGTGGTTTGAATGCAGTACCAGTGTTCTCTTCGAGCAAAGTAGACCTGGGTCACT 
GTAGGCATAGGACTTGGATTGCTTCAGATGGTTTGCTGTATCATTTTTCTTCTTTT 
TCTTTTCCTGGGGACTTGTTTCCATTAAATGAGAGTAATTAAAATCGCTTGTAAAT 

35 GAGGGCATACAAGCATTTGCAACAAATATTCAAATAGAGGCTCACAGCGGCATA 
AGCTGGACTTTGTCGCCACTAGATGACAAGATGTTATAACTAAGTTAAACCACAT 
CTGTGTATCTCAAGGGACTTAATTCAGCTGTCTGTAGTGAATAAAAGTGGGAAAT 
TTTCAAAAGTTTCTCCTGCTGGAAATAAGGTATAATTTGTATTTTGCAGACAATTC 
AGTAAAGTTACTGGCTTTCTTAGTGAAAAAAAAA 

40 

SEQ ID NO: 396 

>4599 BLOOD Hs.71891 gnl|UG|Hs#S5389 H.sapiens mRNA for receptor protein tyrosine 
kinase /cds=(353,2920) /gb=X74764 /gi=433337 /ug=Hs.71891 /len=3096 
CATCTTGCATCAGCCTGTGGATGTATGCCTACCACCGGGCTCCTTCACCAGCAAA 
45 GTGGAAAAAGAAGCGTTTCACAACAAATTCTTCTTTTTGGGTTGGGGAAACGCAG 
TGGATTATAGCTCTGTTTTCTTCTTTCCAAAACTGTGCACCCCTGGATGAAACCTC 
CATCAAGGGAGACCTACAAGTTGCCTGGGGTTCAGTGCTCTAGAAAGTTCCAAG 
GTTTGTGGCTTGAATTATTCTAAAGAAGCTGAAATAATTGAAGAGAAGCAGAGG 
CCAGCTGTTTTTGAGGATCCTGCTCCACAGAGAATGCTCTGCACCCGTTGATACT 
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CCAGTTCCAACACCATCTTCTGAGATGATCCTGATTCCCAGAATGCTCTTGGTGCT 
GTTCCTGCTGCTGCCTATCTTGAGTTCTGCAAAAGCTCAGGTTAATCCAGCTATAT 
GCCGCTATCCTCTGGGCATGTCAGGAGGCCAGATTCCAGATGAGGACATCACAG 
CTTCCAGTCAGTGGTCAGAGTCCACAGCTGCCAAATATGGAAGGCTGGACTCAG 
5 AAGAAGGGGATGGAGCCTGGTGCCCTGAGATTCCAGTGGAACCTGATGACCTGA 
AGGAGTTTCTGCAGATTGACTTGCACACCCTCCATTTTATCACTCTGGTGGGGAC 
CCAGGGGCGCCATGCAGGAGGTCATGGCATCGAGTTTGCCCCCATGTACAAGAT 
CAATTACAGTCGGGATGGCACTCGCTGGATCTCTTGGCGGAACCGTCATGGGAA 
ACAGGTGCTGGATGGAAATAGTAACCCCTATGACATTTTCCTAAAGGACTTGGAG 

10 CCGCCCATTGTAGCCAGATTTGTCCGGTTCATTCCAGTCACCGACCACTCCATGA 
ATGTGTGTATGAGAGTGGAGCTTTACGGCTGTGTCTGGCTAGATGGCTTGGTGTC 
TTACAATGCTCCAGCTGGGCAGCAGTTTGTACTCCCTGGAGGTTCCATCATTTATC 
TGAATGATTCTGTCTATGATGGAGCTGTTGGATACAGCATGACAGAAGGGCTAG 
GCCAATTGACCGATGGTGTGTCTGGCCTGGACGATTTCACCCAGACCCATGAATA 

1 5 CCACGTGTGGCCCGGCTATGACTATGTGGGCTGGCGGAACGAGAGTGCCACCAA 
TGGCTACATTGAGATCATGTTTGAATTTGACCGCATCAGGAATTTCACTACCATG 
AAGGTCCACTGCAACAACATGTTTGCTAAAGGTGTGAAGATCTTTAAGGAGGTA 
CAGTGCTACTTCCGCTCTGAAGCCAGTGAGTGGGAACCTAATGCCATTTCCTTCC 
CCCTTGTCCTGGATGACGTCAACCCCAGTGCTCGGTTTGTCACGGTGCCTCTCCAC 

20 CACCGAATGGCCAGTGCCATCAAGTGTCAATACCATTTTGCAGATACCTGGATGA 
TGTTCAGTGAGATCACCTTCCAATCAGATGCTGCAATGTACAACAACTCTGAAGC 
\ . GCTGCGCAGCTCTCGTATGGCACO.CAGAAGCTATGATCCAA.TGCTTAAAGT.TGAT, ■ 

. • .•Pf GAGAGCAAGACTGGGATGCTGATTGGC'TGQTTGGTGGeCATCATCl^rTATGGTCCT ■ 

: SGGGGATGATTGTGATCATCCTGTGGAGGCAGTTGTGGGAGAAAATGCTGGAGAAG 

25 GCTTCTCGGAGGATGCTGGATGATGAAATGACAGTGAGCCTTTCCCTGCCAAGTG 
ATTGTAGGATGTTGAACAATAAGGGCTCGTGATGAGCTAGTGAACAAGGGTGCAA 
CTCGAGTTAGGATCGCATGTTTGGGCTTGGGGGTGAGTAGGAGGAGCCATGGAGG 
CTGATACGAAAACTCCCAGAATTTGCTCCAGGGGAGGAGGAGTCAGGCTGCAGC 
GGTGTTGTGAAGCCAGTGGAGCGCAGTGGGGGTGAGGGGGTGCGCCAGTATGGA 

30 GAGGGTGAGATAGTGAAGCTCCAAGGAGTGACAGGAGGCAACAGATACTGAGTG 
CGTGGCGTGAGGATGGACCTGGTGTCAGGAAAAGATGTGGGTGTGGAGGAGTTGG 
CCAGGAAACTCCTAACTTTCAAAGAGAAGGTGGGAGAAGGACAGTTTGGGGAGG 
TTGATGTGTGTGAAGTGGAGGGAATGGAAAAATTGAAAGAGAAAGATTTTGCGGT 
AGATGTGAGTGGGAACCAGCCTGTGCTGGTGGGTGTGAAAATGGTCGGAGGAGAT 

35 GCCAACAAGAATGCCAGGAATGATTTTCTTAAGGAGATAAAGATCATGTCTGGG 
CTCAAGGAGGCAAAGATGATCGATGTATTATGTGTGTGTATCAGTGATGACCCTCT 
CTGTATGATGAGTGAATACATGGAGAATGGAGATGTCAATGAGTTTCTTTGGGGC 
CACGAGGGGGCTAATTGTTGCTGGAGGGATGTAGGGAGTGTCAGTTAGACCAATC 
TGAAGTTTATGGCTACCCAAATTGCCTCTGGCATGAAGTACCTTTCCTCTCTTAAT 

40 TTTGTTCACGGAGATCTGGGCAGAGGAAAGTGTTTAGTGGGTAAGAAGTAGAGAA 
TCAAGATAGCTGACTTTGGAATGAGGAGGAACCTGTACAGTGGTGACTATTAGGG 
GATGGAGGGCGGGGCAGTGCTCGGTATCGGGTGGATGTGTTGGGAGAGTATCTTG 
CTGGGGAAGTTCACTACAGCAAGTGATGTGTGGGCGTTTGGGGTTACTTTGTGGG 
AGAGTTTGACGTTTTGTCAAGAAGAGGCGTATTCCGAGCTGTCAGATGAAGAGGT 

45 TATTGAGAATACTGGAGAGTTCTTCGGAGAGGAAGGGAGGCAGACTTAGCTCGGT 
CAACCAGCCATTTGTCCTGACTCTGTGTATAAGCTGATGCTCAGCTGGTGGAGAA 
GAGATAGGAAGAAGCGTGCCTGATTGGAAGAAATGCACGTTCTGGTCCTTGAACA 
AGGGGACGAGTGATGCTGTCAGTGGGTGGCGATGTTCCTAGGGGTCAGGTGGTGC 
CTAGAAGAGGTAGGACTGACCCATGGGTATGGCAGTGCATCTGGACATTTAATGA 
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AACTGAGAGACAGAGGCTTGTTTGCTTTGCCCTCTTTTCCTGGTCACCCCCACTCC 
CTACCCCTGACTCATATATACT 

SEQ ID NO: 397 

5 >4730 BLOOD 345818.4 Yl 1651 §2125811 Human mRNA for phosphate cyclase. 0 

CGGCTCGAGGGCGAACCCGGGGGTTCGTTTCTGCTGACTCCAGTGTCCCGAGAGG 
CGCCGCTTCTTCCGCTTTCTCGTCAGGCTCCTGCGCCCCAGGCATGAACCAAGGT 
TTCTGAACTACTGGGCGGGAGCCAACGTCTCTTCTTTCTCCCGCTCTGGCGGAGG 
CTTTGTCGCTGCGGGCTGGGCCCCAGGGTGTCCCCCATGGCGGGGCCGCGGGTGG 

1 0 AGGTCGATGGCAGCATCATGGAAGGGGGCGGCCAGATCCTGAGAGTCTCTACGG 
CCTTGAGCTGTCTCCTAGGCCTCCCCTTGCGGGTGCAGAAGATCCGAGCCGGCCG 
GAGCACGCCAGGCCTGAGGCCTCAACATTTATCTGGACTGGAAATGATTCGAGA 
TTTGTGTGATGGGCAACTGGAGGGGGCAGAAATTGGCTCAACAGAAATAACCTT 
TACACCAGAGAAGATCAAAGGTGGAATCCACACAGCAGATACCAAGACAGCAG 

1 5 GGAGTGTGTGCCTCTTGATGCAGGTCTC AATGCCGTGTGTTCTCTTTGCTGCTTCT 
CCATCAGAACTTCATTTGAAAGGTGGAACTAATGCTGAAATGGCACCACAGATC 
GATTATACAGTGATGGTCTTCAAGCCAATTGTTGAAAAATTTGGTTTCATATTTA 
ATTGTGACATTAAAACAAGGGGGATATTACCCAAAAGGGGGTGGTGAAGTGATT 
GTTCGAATGTCACCAGTTAAACAATTGAACCCTATAAATTTAACTGAGCGTGGCT 

20 GTGTGACTAAGATATATGGAAGAGCTTTCGTTGCTGGTGTTTTGCCATTTAAAGT 
AGCAAAAGATATGGCAGCGGCAGCAGTTAGATGCATCAGAAAGGAGATCCGGG 
■■VV>,i :-,.AT-JTGTATGTTAACATGGAGGGTGTTCAAGAACGTAAAGAGGAAGGATTTGGGAA ' 
. h-n ■■ TGGAAATGGAATAATAATTATTGGTGAOACGTGOAGTGGCTGTTTGTTTGCTGGA ■ ■ ; 
, V' ' TGATCGCTTGGTAAACGAGGfrGTAAATGCAGAGAAAGTTGGAATTGAAGCTGCG ^ 

25 GAAATGCTATTAGCAAATCTTAGACATGGTGGTACTGTGGATGAGTATCTGCAAG . 
ACCAGCTGATTGTTTTCATGGCATTAGGCAATGGAGTTTCCAGAATAAAAAGAGG 
ACCAGTTACAGTCCATACGGAAACGGCGATACATTTTGCTGAACAAATAGGAAA 
GGCTAAATTTATTGTGAAGAAATCAGAAGATGAAGAAGACGCCGCTAAAGATAC 
TTATATTATTGAATGCCAAGGAATTGGGATGACAAATCCAAATCTATAGAGTATT 

30 TGCCTCTTAAATGATACCTCATTGATATATTGCACTATTTGATAAATACTATAAAA 
TAATGACTAGGAAGTAACTTATTAAAGGCTATGACTTAAATTTGAAGATGAAGTA 
CAGTGTTCTAGGTTTGCTGAGAAGGCTTCATTAAATTAATCTCACTTTGAATATCT 
CCTGAGAGATGGACAATGAAATATCAGTTGGTGGATATGTGTGATAGCTGATTTC 
AATATTGAAGTATTGAAATAAAATATTCTTTACACCTGAAGTAAATACATTTTTC 

35 TTTTTTATGTAATTAATTAAATCAGGGATATAGATTTGATCTGTAATTTGGGTATA 
ATTCTAATCTTTGCTGAAATCACATCTCAAGTATAATGAGGCAACTTTATGCAAA 
TGTACTTGTTGTGACAACAATAACA 

SEQ ID NO: 398 

40 >4830 BLOOD 233438.4 L47345 g992562 Human elongin A mRNA, complete cds. 0 

CCAGTTCCGGCGAGGAGGCCGCGCCAGTGACAGCGATGGCGGCGGAGTCGGCGC 
TCCAAGTTGTGGAGAAGCTGCAGGCGCGCGTGGCGGCGAACCCGGACCGTAAGA 
AGCTATTGAAATATTTGAAGAAACTCTCCACCCTGCCTATTACAGTAGACATTCT 
TGCGGAGACTGGGGTTGGGAAAACAGTAAATAGCTTGCGAAAACACGAGCATGT 

45 TGGAAGCTTTGCCAGGGACCTAGTGGCCCAGTGGAAGAAGCTGGTTCCTGTGGA 
ACGAAATGCTGAGCCTGATGAACAGGACTTTGAGAAGAGCAATTCCCGAAAGCG 
CCCTCGGGATGCCCTGCAGAAGGAGGAGGAGATGGAGGGGGACTACCAAGAAA 
CCTGGAAAGCCACGGGGAGCCGATCCTATAGCCCTGACCACAGGCAGAAGAAAC 
ATAGGAAACTCTCGGAGCTCGAGAGACCTCACAAAGTGTCTCACGGTCATGAGA 
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GGAGAGATGAGAGAAAGAGGTGTCACAGAATGTCACCAACTTACTCTTCAGACC 
CTGAGTCTTCTGATTATGGCCATGTTCAATCCCCTCCATCTTGTACCAGTCCTCAT 
CAGATGTACGTCGACCACTACAGATCCCTGGAGGAGGACCAGGAGCCCATTGTT 
TCACACCAGAAGCCTGGGAAAGGCCACAGCAATGCCTTTCAGGACAGACTCGGG 
5 GCCAGCCAAGAACGACACCTGGGTGAACCCCATGGGAAAGGGGTTGTGAGTCAA 
AACAAGGAGCACAAATCTTCCCACAAGGACAAACGCCCCGTGGATGCCAAGAGT 
GATGAGAAGGCCTCTGTGGTGAGCAGAGAGAAATCACACAAGGCCCTCTCCAAA 
GAGGAGAACCGAAGGCCACCCTCAGGGGACAATGCAAGGGAGAAACCGCCCTC 
TAGTGGCGTAAAGAAAGAGAAGGACAGAGAGGGCAGCAGCCTGAAGAAGAAGT 

10 GTTTGCCTCCCTCAGAGGCCGCTTCAGACAACCACCTGAAAAAGCCAAAGCACA 
GAGACCCAGAGAAAGCCAAATTGGACAAAAGCAAGCAAGGTCTGGACAGCTTTG 
ACACAGGAAAAGGAGCAGGAGACCTGTTGCCCAAGGTAAAAGAGAAGGGTTCT 
AACAACCTAAAGACTCCAGAAGGGAAAGTCAAAACTAATTTGGATAGAAAGTCA 
CTGGGCTCCCTCCCTAAAGTTGAGGAGACAGATATGGAGGATGAATTCGAGCAG 

1 5 CCAACC ATGTCTTTTGAATCCTACCTCAGCTATGACC AGCCCCGGAAGAAAAAGA 
AAAAGATTGTGAAAACTTCAGCCACGGCACTTGGAGATAAAGGACTTAAAAAAA 
ATGACTCTAAAAGCACTGGTAAAAACTTGGACTCAGTTCAGAAATTACCCAAGG 
TGAACAAAACCAAGTCAGAGAAGCCGGCTGGAGCTGATTTAGCCAAGCTGAGAA 
AGGTGCCTGATGTGTTGCCAGTGTTGCCAGACCTCCCGTTACCCGCGATACAGGC 

20 CAATTACCGTCCACTGCCTTCCCTCGAGCTGATATCCTCCTTCCAGCCAAAGCGA 
AAAGCGTTCTCTTCACCCCAGGAAGAAGAAGAAGCTGGATTTACTGGGCGCAGA 
• - ATGAATTGCAAGATGCAQGTGTAfr'BGTGGTTCCAAGTGTGCCTATGTGCCTA.AJiiA s 

•■ ■'. : TGATGACGTTGCACeAGCAATGGATCCGAGTAGTaAAAAACAACATGGATTCl^AT.: 
CTTTGAAGTGGGAGGAGTGGCATACTOTGTTGTTGAACCCGTTTTGGAGAGGTGT - 

25 ACAGCTGATCAGCTGTATCGCATAGAGGAATACAATCATGTATTAATTGAAGAA 
ACAGATCAATTATGGAAAGTTCATTGTCACCGAGACTTTAAGGAAGAAAGACCG 
GAAGAGTATGAGTCGTGGCGAGAGATGTACCTGCGGCTTCAGGACGCCCGAGAG 
CAGCGGCTACGAGTACTAACAAAGAATATCCAGTTCGCACATGCCAATAAGCCC 
AAAGGCCGACAAGCAAAGATGGCCTTTGTCAACTCTGTGGCCAAGCCACCTCGT 

30 GACGTCCGGAGGAGGCAGGAAAAGTTTGGAACGGGAGGAGCAGCTGTCCCTGA 
GAAAATCAAGATCAAGGCAGCCCCGTACCCCATGGGAAGCAGCCATGCTTCCGC 
CAGTAGCATCAGCTTTAACCCCAGCCCTGAGGAGCCGGCCTATGATGGCCCAAG 
CACCAGCAGTGCCCACTTGGCACCAGTGGTCAGCAGCACTGTTTCGTATGATCCT 
AGGAAACCCACTGTGAAGAAAATTGCCCCAATGATGGCCAAGACAATTAAAGCT 

35 TTCAAGAACAGATTCTCCCGACGATAAACTGAGGACTTGCCTTGGAAATGGAATC 
TGGGGAGGCAGGAATACAAGGACAGTGGGGGTTGGGGAATGGAATTCTACAGG 
AGACTGGAGTCTTGCTTTGTGGATCCTTTTGGTCTCCGAGTCCTGCAGTCTGCAGG 
TGCTGCCCCTGGGAACCTGCGTGCCACAGCCCCGCCTCCCTGGCTGGAGCACACT 
TTAGAATTCTGAAGATGTGAAGCCTCTGTCTCACTGAGGATTTTAAAGGTCAATT 

40 ATACTTTTGTTGTTCATTAGCATCTTTGTAAACTATAAGACGTAGTTTTAATTAAT 
AAATATTGCCCCCAGATTGTATTTATATTATCCCCCAGGTTTGTTTTTGTTTTTTGT 
CCTCTACCACACATTTAGCCTTTTATCTTCCAGGTCCTTATTAAAATCAGATGAAA 
GCCTAGTGAAAGCCAGTCTCCTGCCCCAGCTCAGCTCTGTGTGGACTCTGGTCCA 
GACAGAGGACTGGGCATCTCCAGAGCCTGCACAGTACCTGCTGCACGTAGGGCA 

45 AGGAATGAGCACTAGACCGCCTGTCCCCAAGGGAGCCTCAGTGGGGCGACAGGG 
TGCTCGGCGGACTCCACCTCAGGCCCTCCCCACTGTTGCTGTGCATTCGTGTGCA 
GGTGCATCTCTTTCTTACTAACTGGTATTTATTAAGGCAGGTGCTCTGTAGGTCTG 
GAGCCTTTCCCTCATCCTTTTTGCGAGTCCCCACCNNNNlSINNNNlSn^^ 
NNNNGAGGGTCACTAGAGGACGCAGAACCTTGGGAGATTGATTTGCACAGAACT 
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CCCCACCTCCCACTTTTACAATTTCCAGTTTCTGATTGAAAATTTTAGGGTTTCTC 
CCCACTGCCCTTCCCTATCTTTCCTTCCCCTCAACACCATGAAGGAAAAACACAC 
ACGGCAGGGCTTTTTGTAGCCCTGAAGGCAACTTTAGACATTTAAAATCCAGCAC 
TTTAATCTCTTGTTCTCTGTGAATCACTATGAGAAGTGAATGGTTTTAAAGGCTGT 
5 AATGCTATGTTGGAAATTGGTTTGTTTTGCCTTTTATTGAAAAGGTAAGATCATGT 
GATTGGAAGAACACAACTGTTGGCTTGGGAAGAGGACTTTGCTGCTGAAGTGTTT 
TCTACCTTCTGAGTGTGTTTAAGGCAGGATTTGGAGGGAAGGACCAGCTTAGGGA 
GAGTGTCTGAGCCACAGCGTCAGGATGGGGGAAACCACATGGGATCCATCAAGT 
TCCAGTTGAACAGGAGCAAGATCAGAACTTAGGAGGGCAGTGTCAGCTCCCTTG 
10 TTGGCTGTCAAGGAACACCGATCTAGTAGAAACCCACTTGGTTGTGACCCAGGTA 
GAGGTAGATGCCATACATTTGAGATATGCGTCCTTAAGGAACCTGACAAGCAGA 
CTGAAGGGATGGTAAGTGTGACAGCCTGATAAGTTTTCTCAAAGCCCAGGATAC 
AGAGCCAGTGTTTTCTGTAACTGGAGACCTCAGTTAGGCCAACTTCGAATTCCAG 
AGCAACGTAGGAAGTCTATTCAGCAGAAACTCGACATTGTTCAGTGTGTATTGCT 
1 5 GTGCAGGGTGCCTATTGTGAC AGGACACAAATGTTACTATGTTTTAATTTGCTAT 
ATTTTTGAATGGGTAAAGCATTACTTTACTTCTCTTGGTTACTTGTACCACCATTC 
CACCCCTATCCCTAGCCTGCCCCACAAATCTAATATTAGGAAGCCTCTTAACTGA 
AACCAAATGAACATTTGGGTCAGGTGCCAGATGTCTGCTGCCTAGAATAGCTTTT 
TCTAGGTGTCTACCACCTTGAATTTATCTCTTAACTGTGTGTTCAAGTCTTTGTCA 
20 TTGAAACTAGTTTTTCATATCTTAGATTCAGTTGTGTATGATTTAATGTCCCTTAT 
TAGGAGTCTTTAGGCAGGGAGGGAAGAAAAAACAGATTTGTTCATAGCAATGTC 
■ . , AGTATCGATTTTGGGAGATAAAGATTTTTGATGAGCCCTGTTTGCATAGAGGCAG 
. • • ; ATGTTT.TCCCGTGCCGGAAGAGmTG-TAGATCAGQGATGTGAGTTGGTGGGAAGA J= 
■ . . ^ ATGAGGGGAAAGAGGAAAAAGGGAATTTGTAAATGAGGTGGTTGGGGAGGTTACT ■. 
25 AAAATGGCTGCAGAGCAGACACAGGATGAATTTGAACCTGAGACAGGATGA^TT 
TGAAGGTTTGGTGTGATTTATGGAAAAAGTTGTGGAATTTTTTTTGTGTGCTAGAG 
TACATAGAAATGAGGAAATTAGAAATTAGCGTTTTGTGATGGTTGGTGTAGTGAG 
CAGTTTGTTTGGGGGTTTTTCTTTCTGGGAAGCGGGAGGGAAAGGAGCAAGGTGT 
GATGGTGGTGTTGATTTGTATTTTGGTGGGAAAATGTAAATAGAATTTTGTATGTT 
ACTTTTTTGTGGTAAGTAGGGAGATGAATATTTTAATTAGATAAGTTATATGAAA 
AGGAAAATTGGATGTGTAAATAANAAACAAACTCG 

SEQ ID NO: 399 

>5061 BLOOD 211277.19 AF020351 g2655052 Human NADH:ubiquinone oxidoreductase 
18 kDa IP submiit mRNA, nuclear gene encoding mitochondrial protein, complete cds. 0 
GGTGGTTTGATGGTGGGGTTTGGGTGGAGCAAGATGGGGGCGGTCTCAATGTGAG 
TGGTAGTGAGGGAGACGTTGTGGGGGAGAAGGGGAGTGGGTGTAGGTGGGGTTT 
GGGTTTGCAGGGTTGGGAGGAGGTGGTTGAGGAGTTGGAGATGGAGATTGGGACA 
GGACCAGAGTCAAGAGACACAACTCATAAGAGTTGATGAAAAATTGGATATCAG 
TACTTTAAGTGGGGTTGGAGAAGAGGATATAAAAAGTAGAAAAGTCAGGATGTTT 
GTTCGTGCTGGGAATAAGATGGAGTGTGGAGTAAAGAAGAGAAAGAAATGGAAG 
ATGGAGTTTGATAGGAGGGAGCGATGGGAAAATGGTTTGATGGGTTGGGGATGA 
ACGGCTGATCGCTTATGCAACATGGTTCTAACCTTGAGTACTAAAGAAGATGCAG 
TTTGGTTTGGAGAAAAAAATGGATGGAGCTATGAGATTGAAGAGAGGAAGGTTG 
CAAAACGCAAGTCGAAGTCTTATGGTGGAAAGTTTTGTTGGAAGAAAAGAAGAA 
GAGTATCCAGAAAATAGGTTGGCAGTGACTATATCTCTGCTTGAGTGTGAATAAA 
GTGAGGTATGGAGTATTTATAGTGCATGTATAATAAATACATCTCTTAATCTCCTA 
ATAAATTGGAGGTTTAAACTAG 
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SEQ ID NO: 400 

>5065 BLOOD 140122.18 AP125099 g5106993 HumanHSPCOBS protein mRNA, complete 
cds. 0 

GGGGCGCCGAGGAGAGCGGCGCGGCGTGCGCGGGCACGAGGCGTAGTGGTCTCC 
5 CCTAAGGCTGAGGCGGCGGCGGGCGCGCGGCGGCGGCGGGCGTGCGAGGCTGTT 
GTGCTCCCGGCTCTCGTGTTTCCCCTCCTGAGCGGGTGGAGGAGGCCCAAGCGGT 
GCTGGGCGCGCTCCCCCTTCCTTTCCCTCCGGCGTCCTCTCCCGGCCCTCTCGCGC 
TGCACTGTCTCTCCGACGCAAGACTGTCCCGGCCCGGATATGGCTCGTGGACAGC 
AGAAAATTCAGTCTCAGCAGAAAAATGCCAAAAAGCAAGCTGGACAAAAGAAG 

10 AAACAAGGACATGACCAAAAGGCTGCTGCCAAAGCTGCCTTAATATATACCTGC 
ACTGTCTGTAGGACACAAATGCCAGACCCTAAGACCTTCAAGCAGCACTTTGAG 
AGCAAGCATCCTAAGACTCCACTTCCTCCAGAATTAGCTGATGTTCAGGCATAAG 
GTTGTTTACAGGTGAATTCATGACACCTTTGACTCTTCTACTGTCTCAGACCTTAG 
GTAACATACCTGCAGCTGCTTTTCTAACAAACTGTTGATCAGCAAAAATAAAGGG 

1 5 GCTACAGAAAC ACTCATTTTTATGCTGTTCCCTCTTGGGCTTCATGCAAAGACAA 
TTCTGTGTAAATGTACAGTTGACTCTGATTTGGAAATATGAAAATCAGTCCATCC 
TTGTTATAAAAAATTTTTTTACAATTGTAATTATATTGATGTTCATATTGTGTAAA 
ATAACTCATTTAATAAAATAGTACTTTGATTTACGACATCACAGGATAAATGGTT 
TTAGAAATTCTGTTCTAACTTTCCACATTATTTGCCTTATAAAAATCTAATGAATT 

20 CATCAGCTAGAATTGCAAGTGCAATTCTTATATCCCTTTCTCTGCTCAGTGGCAG 
GTTCCTCAGTTAAACTAGAGCAGACTGATTCATTAAAATTGTGCATACGATTTTA 
. "- . r •..•.ITGGGGAGGTGATGATCTAGGTGAAA^ • 
. ■ •■■ v.rGGITArTGTGTCATTGTAGGeGT.Ga^GATGACrTTCCTGTGTTTGAGT^^^ - 
■■.i f . . , . AAAOGCAGTATGACGTGGNTeTAAGTNCCAGTCAGGTGTAGCGTGTAGATAACT 
':25 GATAGCTTCCTAAAAGCGGTTGGATTGTCAGTGAGCCCTTGTGAAAGGTTAGGTT 
GTAATGTATATGGGGTAATGAAATAATCATTAAGGGTATTGTTTAATGGAAAATA 
TGGAAGAAATGTGAACTGGTAAAGGTGGATCTTGATACTATATTCTTTGAAAATT 
CTTGAAGTTCTTTAATTTGAAATTGAAACATTAATTTTTGAGGTTTTTGGAAGTTA 
CTATTTGGGCATTTTTACAAATGGATTTTGGATTAAGAGGAAGATTGGAATGAGT 

30 TGTGGGTGGATTAATTGGGAGAAGCGTGTGGGTGGTTTGTTTTGTAAGTGAGTTGT 
TGATTTTAGGAGTTTGGTTTGTGCTGTTAGGTAAAATGAGAGAGTGGTGTAGAGT 
ATGACTTCCATCTGAACTTGAAAAGTATTAAAATGGGTCAATATTCACATTCTTTT 
AGATGTCAGGATGGGAAAATGGGTTTGTTGAGATGGATATGGTAAATGTTAGCGA 
ATTAAGGAAGGCTAATTTTAGAGTTCTTCTAATTTGGTTGTGTGAACTGTTAAGTT 

35 GTAAAACTGCTGTTAACTCGGTTTAAATTTTTAAATTAATATAATAGAAAGAACA 
CTAAAATAGTTAGTGGTAAGTGGTTAGAGGGATTTATCTGATGCTGTGGATTACA 
GAATGCATTGGGTGTTCTGGTGTAGGTTATGATTGGTTTGTTTTGTAGGTGTGGAT 
ATTTTGGCCACGTTGTGTTGGGTGTAAGTTTAAGAGGTTTCGAAGGAAAAGGTTGA 
GGGCTGATAGTTTCTTAGCAATTCCTATTCTTATGCCCTTACTTTAAAATAGTCCT 

40 TTTATTTTGTGTATTTTATTTCCTAAGTTTCAGATGTAATATGTGTTGTTTCCTAAC 
ATGTGGATTAGGAGAAGGTTAGAATTTTAGGTAATTTGTTGTGGATATTGGAGAA 
GTTGTGGTTAAATGAGAAGTTAAAAGTTTTTAAAAGTGCTTTGAGGATATGTATA 
TGTTTAGTGACAAATCATATAAAACCATTCACAAGTTTTGGTTTTTTTTTTTTCGT 
TTGTTTTAGTGAGTAATTGAGGATGAAAGTTTTTTTGTTGTTGTATTTAAGGGTTTT 

45 TTATAAGCAGCTGAAGACACCATATTTAACACTATATCTCAGTGATAGGGAAATA 
GCTGCATTGATCTTACATGAGCATAATCATCCTTATACTTCATGAGGGGATTATT 
AGTAGAATGCGGATTTTAGTGTGTTTGAGTTAAAAAGGAAAGATCCCTGTAATTT 
AATTTGAAGATTGTTTAAGAGATTGGAGGAAAGTTGATTATAAAAGTGTTATGGT 
GTCTTGAAAGAGTTGATAAAATAAGAGTGAGAGAGAATTGGTGCATTTGTATGCT 
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GTATTTCTATTACTTGCCAAAAGGAATGGGGTTAAGATTAAACTTGTTTCCATTCT 

CTTCACATGGATATACATCCCCATGTTTAACTGACACACTGGGGGCTCAGTTGTG 

TGCTGTAATGTCTTATTAAAGAAGATATTAAAGAAAAAAAA 

5 SEQIDNO:401 

>5083 BLOOD 1144730.1 AF059524 g4091867 Human reticulon gene family protein 
(RTN3) mRNA, complete cds. 0 

CTGTCCTCGGAGCAGGCGGAGTAAAGGGACTTGAGCGAGCCAGTTGCCGGATTA 
TTCTATTTCCCCTCCCTCTCTCCCGCCCCGTATCTCTTTTCACCCTTCTCCCACCCT 

10 CGCTCGCGTAGCCATGGCGGAGCCGTCGGCGGCCACTCAGTCCCATTCCATCTCC 
TCGTCGTCCTTCGGAGCCGAGCCGTCCGCGCCCGGCGGCGGCGGGAGCCCAGGA 
GCCTGCCCCGCCCTGGGGACGAAGAGCTGCAGCTCCTCCTGTGCGGTGCACGATC 
TGATTTTCTGGAGAGATGTGAAGAAGACTGGGTTTGTCTTTGGCACCACGCTGAT 
CATGCTGCTTTCCCTGGCAGCTTTCAGTGTCATCAGTGGGGTTTCTTACCTCATCC 

1 5 TGGCTCTTCTCTCTGTCACCATC AGCTTC AGGATCT ACAAGTCCGTCATCCAAGCT 
GTACAGAAGTCAGAAGAAGGCCATCCATTCAAAGCCTACCTGGACGTAGACATT 
ACTCTGTCCTCAGAAGCTTTCCATAATTACATGAATGCTGCCATGGGGCCCATCA 
ACAGGGCCCTGAAACTCATTAT 

20 SEQ ID NO: 402 

>5105 BLOOD 322303.2 X51602 g31431 Human fit mRNA for receptor-related tyrosine 

■ ^' - ■ V .■ ;;jJ<;rnaseCO ' ; •M'^: '/'V^ ■ • . A • -''-.i' ^-i.-.i^-^' • • . .■' * 

■■■ ••(■ ... • itVEACGCAATGGATGACGIJAGGCCAGTGGGCCAGCCCTGGAGCCCA/kAACGCAGGG fl 
' .':;.eAACAAGGGGGTTAGGGCGAGGGATGAGTGGGTGGGCTGAGCAAGATCTGGGGA 
. 25v. GTGGTGTAGGAGGGGTAAGAGATGTGAGGAGGAAAAGGAAAAAAAGCAAAAAG 
GAAGGGAGAAAAGAGAAAGGGGGAGAAGGGATGAGAAAGAATTTGAGAGGGAG 
GATGTGGGGAGGGAGGGGGAGGGGGGTGAGGAATGGGATTTGAGTGGGTTGGGA 
GGTGTGAGCCTTGTACATTTGAGGGGGCAGCCAGGAGCAGATGGAGAGGGATGA 
GGGGAGATTTTGTGGATTGTGGGAGGGAAGAAAAGGAGAAATATCTTTTTTGGAA 

30 GTAAAGGAAATTTTAGAAGTTTAGGTATGGAAGTGGTTGTATGTGGATTGTGATTG 
GTGGGATGTTTTGATTTGTAGGAGTGAGGGTGGGAGTGAAGTGTGAGGGGATAGT 
TTTGGCTCCTCTAGTAAGATGCACTGAAAACTTAGCCAGAGTTAGGTTGTCTGCA 
GGGGATGATGGGGTTAGAGTGAAAATGTGAGATTGTATTTTGGGTATTAATATAT 
AGTGGAGAGAGTTAAGTGAATTTGTTGGTATTATTGTGTTTTGGACAGTTAGTTGT 

35 GAAAGAAAGCTGAGAAGAATGAAAATGGAGTCGTGAGGAGAGGAGTTTTCTCGA 
TATGAAAAGGAGGGGTGATGGAGGAAAAAGGTGAATAAGGTGAAGGGAAAAGC 
GGGTGTGTATAGGAAGGAAAGGAATTGAGGAACAGAGTTGGGAGGGAAAAGAGA 
GGAAGTGAGTGACGTTTCGTTTTGATTTAATGGGGATTGGAGTATGTGAGAGTAAT 
CTGAAAGGATGTGGAAGAGCATTAGGTGGGGGATATTAAGCAGTTTAAGGTCGTT 

40 GAGTAAAAAGGTGGTATGTAATTTATGGAAGGTATTTGTGGAGTTGGGAGTGAGG 
ATATTAGTTAATGAGGGATGAGTAGAAGAAAAGGGGATTTTGAACTGCTTTGAAA 
GTTGGGTGGGGTGTGAGGATGATGGGAATAGGGAGAGAGGGTAGGAAAGGGGGG 
CTACTCTTCAGGGTCTAAAGATCAAGTGGGCCTTGGATCGCTAAGCTGGCTCTGT 
TTGATGGTATTTATGGAAGTTAGGGTGTATGTATTTATGATGTGTGGAGGTTGTGG 

45 AGCGAGTGAGAAGGTGGAGAGGGAAGAGTGGATTGGTGGTTGTTGGGGAGAAGA 
GTATGCTTCCTTTTATGCATGTAATTTAACTGTAGAACCTGAGCTCTAAGTAACCG 
AAGAATGTATGGGTGTGTTGTTATGTGGGAGATGGTTGTTTAAAGGGTGTGTGTAT 
GAAGAGATGGGAGGGTGATGAGGAGATTGGGTAGTGAGGGTAGTGGGTGCGTGGG 
AGGGGCTTTTGTGGAAGAGTGAGTAGCGAGAAGAGAGGAGTGGGAGAGTGGTGT 
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CCACCAAGATCTAAATCCAAACAAAAGCAGGCTAGAGCCAGAAGAGAGGACAA 
ATCTTTGTTCTTCCTCTTCTTTACATACGCAAACCACCTGTGACAGCTGGCAATTT 
TATAAATCAGGTAACTGGAAGGAGGTTAAACACAGAAAAAAGAAGACCTCAGTC 
AATTCTCTACTTTTTTTTTTTTTTCCAAATCAGATAATAGCCCAGCAAATAGTGAT 
5 AACAAATAAAACCTTAGCTATTCATGTCTTGATTTCAATAATTAATTCTTAATCAT 
TAAGAGACCATAATAAATACTCCTTTTCAAGAGAAAAGCAAAACCATTAGAATT 
GTTACTCAGCTCCTTCAAACTCAGGTTTGTAGCATACATGAGTCCATCCATCAGT 
CAAAGAATGGTTCCATCTGGAGTCTTAATGTAGAAAGAAAAATGGAGACTTGTA 
ATAATGAGCTAGTTACAAAGTGCTTGTTCATTAAAATAGCACTGAAAATTGAAAC 

1 0 ATGAATTAACTGATAATATTCCAATCATTTGCCATTTATGACAAAAATGGTTGGC 
ACTAACAAAGAACGAGCACTTCCTTTCAGAGTTTCTGAGATAATGTACGTGGAAC 
AGTCTGGGTGGAATGGGGCTGAAACCATGTGCAAGTCTGTGTCTTGTCAGTCCAA 
GAAGTGACACCGAGATGTTAATTTTAGGGACCCGTGCCTTGTTTCCTAGCCCACA 
AGAATGCAAACATCAAACAGATACTCGCTAGCCTCATTTAAATTGATTAAAGGA 

1 5 GGAGTGC ATCTTTGGCCGACAGTNGTGTAACNNNNNNNlSnsrKISrN^^ 
NlS^NNNNNNlSIN]m^MIS^^^ 

AATTTTAAAGTTACTTTTATACAAACCAAGAATATATGCTACAGATATAAGACAG 

ACATGGTTTGGTCCTATATTTCTAGTCATGATGAATGTATTTTGTATACCATCTTC 

ATATAATAAAATTAACTTCCAAAAATGTAAAAAAGAAAAAAAAAGGGA 

20 

SEQ ID NO: 403 

, . : . >5125 BLOOD GB_AA069517 gi|1576885lgbiAA0695.17|AAG69517 zf74al2.si V. : 

••..A -Homo sapiens CDNA clone IMAGE:382654 3''siHiiiar:to gb:J05252 ]SIEU^ 
25 CONVERTASE 2 PRECURSOR (HUMAlsO;, fltiRNA sequence [Homo sapiens] 

CATCTGCTGAGCGACCGGTCTTCACGAATCATTTTCTTGTGGAGTTGCATAAAGG 
GGGAGAGGACAAAGCTCGCCAAGTTGCAGCAGAACACGGCTTTGGAGTCCGAAA 
GCTTCCCTTTGCTGAAGGTCTGTACCACTTTTATCACAATGGCCTTGCAAAGGCA 
AGTAGAAGACGCAGCCTACACCACAAGCAGCAGCTGGAGAGAGACCCCAGGGT 
30 AAAGATGGCTTTGCAGCAGGAAGGATTTGACCCGAAAAAANGCGAGGTTACAGA 
GNNCATCAATGNGATCGGACATCAACCATGAAACGANCNCTCTTTTT 

SEQ ID NO: 404 

>5612 BLOOD 99723L12 D86198 g3062805 Human hDPMl mRNA for dolichol- 

35 phosphate-mannose synthase, complete cds. 0 

ATCTGGCTCAGTTCCGCCATGGCCTCCTTGGAAGTCAGTCGTAGTCCTCGCAGGT 
CTCGGCGGGAGCTGGAAGTGCGCAGTCCACGACAGAACAAATATTCGGTGCTTT 
TACCTACCTACAACGAGCGCGAGAACCTGCCGCTCATCGTGTGGCTGCTGGTGAA 
AAGCTTCTCCGAGAGTGGAATCAACTATGAAATTATAATCATAGATGATGGAAG 

40 CCCAGATGGAACAAGGGATGTTGCTGAACAGTTGGAGAAGATCTATGGGTCAGA 
CAGAATTCTTCTAAGACCACGAGAGAAAAAGTTGGGACTAGGAACTGCATATAT 
TCATGGAATGAAACATGCCACAGGAAACTACATCATTATTATGGATGCTGATCTC 
TCACACCATCCAAAATTTATTCCTGAATTTATTAGCTAATTTATTCTACAGGAAGC 
AAAAGGAGGGTAATTTTGATATTGTCTCTGGAACTCGCTACAAAGGAAATGGAG 

45 GTGTATATGGCTGGGATTTGAAAAGAAAAATAATCAGAAGATCTGATTGTTTTAT 
TTGGCAGCCGTGGGGCCAATTTTTTAACTCAGATCTTGCTGAGACCAGGAGCATC 
TGATTTAACAGGAAGTTTCAGATTATACCGAAAAGAAGTTCTAGAGAAATTAAT 
AGAAAAATGTGTTTCTAAAGGCTACGTCTTCCAGATGGAGATGATTGTTCGGGCA 
AGACAGTTGAATTATACTATTGGCGAGGTTCCAATATCATTTGTGGATCGTGTTT 
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ATGGTGAATCCAAGTTGGGAGGAAATGAAATAGTATCTTTCTTGAAAGGATTATT 
GACTCTTTTTGCTACTACATAAAAGAAAGATACTCATTTATAGTTACGTTCATTTC 
AGGTTAAACATGAAAGAAGCCTGGTTACTGATTTGTATAAAATGTACTCTTAAAG 
TATAAAATATAAGGTAAGGTAAATTTCATGCATCTTTTTATGAAGACCACCTATT 
5 TTATATTTCAAATTAAATAATTTTAAAGTTGCTGGCCTAATGAGCAATGTTCTCAA 

ATAAAGTATTGCTGCCTTAAAAAAAA 

SEQ ID NO: 405 

10 >5707 BLOOD 018945.3 AAC53540. 1 g2739105 G protein-coupled receptor 2.6e-86 

GGCAAAAAGCATGCAGAAAAAGAAGCAGACGTTTTACATTGGGAATTAATGAAA 
GCGTGTCTGCTAGTTTTGGGTAGGAGAACTGGGAAGTTGTTGCTTAAAATTTTAT 
ATCACCTCCACAAACAAAACTCTTCGGAAATGGTAAAATAAGAAAATGCATGAT 
TCTAGAGGCATTCCTAAGCACCCACGTGTCGGGCTTTGTGGTGTCTGTGGTATCA 

1 5 TCCGACCGTTTGGACTGGTTAGGGCTTACTGAGAGCTCCATTTCTGGAAAGCCTT 
ACAAGACTGAGGAATATCAGACTGCGAATCACCGGGAACGGTTCCTTTGCAGCA 
CAGAAGCAATCTCTCTCCCCATCTTCGCATATTCTGATGGCAAAACAAGTGGAAG 
AAAAGAGGAAGCATGACTGCAGATCAGATCAGTTCTCTTTGTGGATTATATTTTC 
AGTAAAATGTATGGATCTATCTTTTCCTTGTTCTTATATCTAGATCATGAGACTTG 

20 ACTGAGGCTGTATCCTTATCCTCCATCCATCTATGGCGAACTATAGCCATGCAGC 
TGACAACATTTTGCAAAATCTCTCGCCTCTAACAGCCTTTCTGAAACTGACTTCCT 
■ , . TGGGTTTCATAATAGGAGTCAGCGTGGTGGGGAACGTCCTGATCTCGATTTTGCT 
, , ■ . AGTGAAAGATAAGACCTTGCATAGAGCACCTTAGTACTTCGTGTTGGATCTTTGC^ 
• " ^. >vTG3;TGAGATATGCTCAGAT.GTGGAATT.TTTTTGCeATTTGTGTTGAAC^GTGTCAA 

25 AAATGGTTCTACCTGGACTTATGGGACTCTGACTTGCAAAGTGATTGCCTTTCTG 
GGGGTTTTGTGCTGTTTCCACACTGCTTTCATGCTCTTCTGCATCAGTGTCACCAG 
ATATTTAGCTATCGCCCATCACCGCTTCTATACAAAGAGGCTGACCTTTTGGACG 
TGTCTGGCTGTGATCTGTATGGTGTGGACTCTGTCTGTGGCCATGGCATTTCCCCC 
GGTTTTAGACGTGGGCACTTACTCATTCATTAGGGAGGAAGATCAATGCACCTTC 

30 CAACACCGCTCGTTCAGGGCTAATGATTCCTTAGGATTTATGCTGCTTCTTGCTCT 
CATCCTCCTAGCCACACAGCTTGTCTACCTCAAGCTGATATTTTTCGTCCAGGATG 
GAAGAAAAATGAAGCCAGTCCAGTTTGTAGCAGCAGTCAGCCAGAACTGGACTT 
TTCATGGTCCTGGAGCCAGTGGCCAGGCAGCTGCCAATTGGCTAGCAGGATTTGG 
AAGGGGTCCCACACCACCCACCTTGCTGGGCATCAGGCAAAATGCAAACACCAC 

35 AGGCAGAAGAAGGCTATTGGTCTTAGACGAGTTCAAAATGGAGAAAAGAATCAG 
CAGAATGTTCTATATAATGACTTTTCTGTTTCTAACCTTGTGGGGCCCCTACCTGG 
TGGCCTGTTATTGGAGAGTTTTTGCAAGAGGGCCTGTAGTACCAGGGGGATTTCT 
AACAGCTGCTGTCTGGATGAGTTTTGCCCAAGCAGGAATCAATCCTTTTGTCTGC 
ATTTTCTCAAACAGGGAGCTGAGGCGCTGTTTCAGCACAACCCTTCTTTACTGCA 

40 GAAAATCCAGGTTACCAAGGGAACCTTACTGTGTTATATGAGGGAGCATCTGTA 
AATCTTTAGCCTTGTGAAAACTAACCTTCTCTGCTGAGCAATTGTGGCCCATAGC 
CATATTTTGAGAAGAAATTCAAGAATGGAATCAGCAGTTTTAAGGATTTGGGCA 
ACATTCTGCAGTCTTTGCAATAGTTCACCTATAATCCTATTTTAAATCTCAGAGTG 
ATCCTGCTGACTGCCAGCAAAGGTTTGTAATTAAGAAGGGACTGAACCACTGCCC 

45 TAAGTTTCTTTATGTGGTCAAAAACTAGATAATGAAAGTAGCAGGTGCTAAGTAT 
CAGTGCTAAATGCTCTGTATGTCACTACATATGAAAAAACATCAAAAAACAATTA 
GCATTGGACATCTTAATAAATTAAGTTGACATGAGGTAAATGTGTTGATAAAAAC 
TAATTTTAGAAGTTTGAAGACTTTAAAACAG 



331 



wo 02/074979 



PCT/US02/08456 



SEQ ID NO: 406 

>5710 BLOOD 024322.1 Incyte Unique 

GGTGTCCACCCAGGGCTCCAGAGCCTGCTTCCTGGTTCCTCAAGGGCAGATATTG 
GACACTCCTTATTTGTCACCAAAGGATGACTGTAGGCCGTGTGCTGGCCTTTCTTT 
5 CTAAGAAGCTGCTTTGAGCTCCTGGACTCACCTGAGGCTCCCTGGGGGATGACAC 
TCAGTTCTGTCACTGTCAAGGATGCAGAGAGCTGGTGGTAGGTGGGAAGCATGG 
TGTCCACCTGCCTGCTGACCACTGGACGCTGCTCCATGCTGAAGAAAAGTGACAG 
TCTCCAGGGGACATTTCAGCCATGCTGAAAGGGAGGCTGGCAGTGGTCATTTGGC 
CCGGATCTAACATGGCACCTCGTCTCCACAGGGTAGTGGTGGCTGCTTCAACCCA 
1 0 AATATTATTCAGCTGGTACTAACGACATTGTGCCCAGCTGGGACTCTTGGGCTCT 
GTGCCTGAGGGAAAATGTTTCACAACTAGTGGCTGCCCAATTGCTGCTGACCAGT 
TGTCTTAGAAATGGTCAATTGGATTCAACTTTAGTCCTCTCCTTCCCCCTAAAAGC 
GAA 

15 SEQ ID NO: 407 

>5773 BLOOD 000873.5 AF224741 g6980069 Human chloride channel protein 7 (CLeN7) 
mRNA, complete cds. 0 

AAACACGGGGGCAGCCGGCGCTTCCCGGCCGGTGTCGCTCCGCGGCGGGCCATG 
GCCAACGTCTCTAAGAAGGTGTCCTGGTCCGGCCGGGACCGGGACGACGAGGAG 

20 GCGGCGCCGCTGCTGCGGAGGACGGCGCGGCCCGGCGGGGGGACGCCGCTGCTG 
AACGGGGCTGGGCCTGGGGCTGCGCGCCAGTCACCACGTTCTGCGCTTTTCCGAG 
■ TeGGACATATGAGCAGCGTGGAGGTGGATGATG.AA.GTTTTGGACCGGGATATGG 
••• ... •■...■::,A(SGGTG.CACATCGCTTCCCCAAGGAGATG<i;CA(DAGAAGGAGAAGGT€CTGTGCCT 
- : . i 't'GAAGTATGAGAGGTTGGACTATGACAAGAGTGAGAACGAGCTGTTGCTGGAGGA 

25 GGAGGGGGGGATGAATCACACGGCCTTCCGGACGGTGGAGATCAAGCGCTGGGT 
GATGTGCGGGGTGATTGGGATGGTGAGGGGGGTGGTGGGGTGGTTGATTGAGATG 
GTGGTGGAAAAGGTGGGTGGGGTGAAGTAGAGGGTGATGAAGGGGAATATGGAG 
AAGTTCACAGAGAAGGGGGGACTGTGCTTCTGCCTGTTGCTGTGGGCCACGGTGA 
AGGGGGCGTTGGTGGTGGTGGGGTGTGTGATTGTGGGTTTGATAGAGGGGGTGGG 

30 TGGTGGGAGGGGAATGGGCGAGATGAAGTGGTTGGTGAAGGGGGTGAAGATGGGG 
GACGTGGTGGGGCTGAAGAGGTTGGTGATGAAAGTGTCGGGTGTGATGGTGTGGG 
TGGTCGGGGGCCTGGCCGTGGGAAAGGAAGGGGCGATGATCCACTCAGGTTCAG 
TGATTGCGGGGGGGATGTGTGAGGGAAGGTGAAGGTGAGTGAAAGGAGATTTGA 
AGATGTTGGAGTAGTTGGGGAGAGAGAGAGAGAAGGGGGAGTTGGTGTGGGGAG 

35 GGGCTGCGGGCGGAGTGTCAGGGGCGTTTGGAGGGGGGGTGGGTGGGGTCGTGTT 
GAGGTTGGAGGAGGGTGGGTGGTTGTGGAAGGAGTTGGTGAGGTGGAGGATGTTC 
TTTGGTTCGATGATGTGGACGTTGAGGGTGAATTTTGTTGTGAGGATTTAGGAGGG 
GAAGATGTGGGAGGTGTGCAGGGGAGGGGTGATGAAGTTCGGAAGGTTTGAGTGG 
GAGAAAATGGCCTACACGATCCACGAGATCCCGGTCTTCATCGCCATGGGCGTG 

40 GTGGGGGGTGTGGTTGGAGGAGTGTTGAATGGGTTGAAGTAGTGGGTGAGGATGT 
TTGGAATGAGGTAGATGGAGGGGGGGTGGGTGGAGGTGATTGAGGGGGTGGTGGT 
GGGGGGCGTGAGGGGGAGAGTTGGGTTCGTGCTGATGTAGTGGTCGGGGGATTGG 
CAGCCCCTGCAGGGGGGCTCCATGTCCTACCGGCTGCAGCTCTTTTGTGCAGATG 
GGGAGTAGAAGTGGATGGGTGGGGGGTTGTTGAAGAGCGGGGAGAAGAGGGTGG 

45 TGAGGGTCTTGGAGGAGGCGGGAGGGTGGTACAAGGGCGTGAGCCTGGGGGTGTT 
CACGCTGGTCTACTTCTTGCTGGCCTGCTGGACCTACGGGCTCACGGTGTCTGCC 
GGGGTGTTGATGGGGTGGGTGGTGATGGGGGGTGGGTGGGGGGGGGTGTTTGGGA 
TGTGGGTGTGGTAGGTCAGGGGGGGGGGGATGTGGGGGGAGGGGGGGAAATAGGG 
CGTGATGGGAGGTGGTGGGCAGGTGGGGGGGATTGTGGGGATGACACTGAGGCT 
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